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<130> 21402-608 

<140> 10/659004 
<141> 2003-09-09 

<150> 60/295,607 
<151> 2001-06-04 

<150> 60/295,661 
<151> 2001-06-04 

<150> 60/296,404 
<151> 2001-06-06 

<150> 60/296,418 
<151> 2001-06-06 

<150> 60/297,414 
<151> 2001-06-11 

<150> 60/297,567 
<151> 2001-06-12 

<150> 60/298,285 
<151> 2001-06-14 

<150> 60/298,556 
<151> 2001-06-15 

<150> 60/299,949 
<151> 2001-06-21 

<150> 60/300,883 
<151> 2001-06-26 

<150> 60/301,550 
<151> 2001-06-28 

<150> 60/311,972 
<151> 2001-08-13 

<150> 60/315,069 
<151> 2001-08-27 

<150> 60/315,071 
<151> 2001-08-27 

<150> 60/315,660 
<151> 2001-08-29 

<150> 60/322,293 
<151> 2001-09-14 



<150> 60/322,706 
<151> 2001-09-17 
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<150> 60/341,186 
<151> 2001-12-14 

<150> 60/361,189 
<151> 2002-02-28 

<150> 60/363,673 
<151> 2002-03-12 

<150> 60/363,676 
<151> 2002-03-12 

<150> 10/044564 
<151> 2002-01-11 

<150> 60/261,014 
<151> 2001-01-11 

<150> 60/261,018 
<151> 2001-01-11 

<150> 60/318,410 
<151> 2001-09-10 

<150> 60/261,013 
<151> 2001-01-11 

<150> 60/261,029 
<151> 2001-01-11 

<150> 60/261,026 
<151> 2001-01-11 

<150> 60/313,170 
<151> 2001-08-17 

<150> 10/094886 
<151> 2002-03-07 

<150> 60/274,322 
<151> 2001-03-08 

<150> 60/313,182 
<151> 2001-08-17 

<150> 60/288,052 
<151> 2001-05-02 

<150> 60/318,510 
<151> 2001-09-10 

<150> 60/274,281 
<151> 2001-03-08 

<150> 60/314,018 
<151> 2001-08-21 

<150> 60/274,194 
<151> 2001-03-08 

<150> 60/274,849 
<151> 2001-03-09 



<150> 60/296,693 
<151> 2001-06-07 

<150> 60/313,626 
<151> 2001-08-20 

<150> 60/332,486 
<151> 2001-11-09 

<150> 60/275,235 
<151> 2001-03-12 

<150> 60/275,578 
<151> 2001-03-13 

<150> 60/288,228 
<151> 2001-05-02 

<150> 60/275,579 
<151> 2001-03-13 

<150> 60/312,916 
<151> 2001-08-16 

<150> 60/275,601 
<151> 2001-03-13 

<150> 60/311,978 
<151> 2001-08-13 

<150> 60/276,000 
<151> 2001-03-14 

<150> 60/276,776 
<151> 2001-03-16 

<150> 60/296, 856 
<151> 2001-06-08 

<150> 60/276,994 
<151> 2001-03-19 

<150> 60/291,766 
<151> 2001-05-17 

<150> 60/277,338 
<151> 2001-03-20 

<150> 60/288,066 
<151> 2001-05-02 

<150> 60/277,239 
<151> 2001-03-20 

<150> 60/315,227 
<151> 2001-08-27 

<150> 60/318,403 
<151> 2001-09-10 

<150> 60/277,327 
<151> 2001-03-20 



<150> 60/277,791 

<151> 2001-03-21 

<150> 60/325,378 

<151> 2001-09-27 

<150> 60/277,833 

<151> 2001-03-22 

<150> 60/278,152 

<151> 2001-03-23 

<150> 60/310,913 

<151> 2001-08-08 

<150> 60/303,237, 

<151> 2001-03-26 

<150> 60/322,360 

<151> 2001-09-14 

<150> 60/279,036 

<151> 2001-03-27 

<150> 60/312,191, 

<151> 2001-03-27 

<150> 60/280,233 

<151> 2001-03-30 

<150> 60/303,230, 

<151> 2001-11-09 

<150> 60/322,296 

<151> 2001-09-14 

<150> 60/280,802 

<151> 2001-04-02 

<150> 60/414832 

<151> 2002-09-30 

<150> 60/409544 

<151> 2002-09-10 

<150> 60/413342 

<151> 2002-09-25 

<150> 60/412767 

<151> 2002-09-24 

<150> 60/412766 

<151> 2002-09-23 

<150> 60/411060 

<151> 2002-09-16 

<150> 60/412825 

<151> 2002-09-23 

<150> 60/410320 

<151> 2002-09-12 



<150> 60/409145 
<151> 2002-09-09 



<160> 187 

<170> CuraSeqList version 0.1 

<210> 1 
<211> 2383 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 

<400> 1 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 



agt gtg cct ggg cct cca gtc teg tec ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 148 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 2 92 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 34 0 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg acc tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 43 6 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 484 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
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175 



180 



185 



cag gcc ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac ace tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gcc ggg etc ccg gcc aac ace aca gcc gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gcc cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gcc gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 * 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gcc gag gac gca ggc gag tac ace 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gcc tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg ace cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

agg cgc tec acg gcc ggc ace ccc gcc cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
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Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 



gcg gcc ccg cct tgc teg ccg gec teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gcc ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gcc egg cct gac caa gcc age act gtg gcc gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gcc tct gac aag gac ctg gcc gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

9 a 9 gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn He He Asn Leu Leu 
510 515 520 

ggt gtc tgc ace cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gcc 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val He Val Glu Cys Ala 
525 530 535 540 

gcc aag gga aac ctg egg gag ttc ctg egg gcc egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gcc tac cag gtg gcc cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gcc cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys He His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys He Ala Asp Phe Gly Leu 
605 610 615 620 

gcc cgc ggc gtc cac cac att gac tac tat aag aaa ace age aac ggc 1924 
Ala Arg Gly Val His His He Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly He Pro Leu Trp Glu 
655 660 665 

ate ttc ace etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
He Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu 
670 675 680 
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ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 



2116 



tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gec gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 



ccc tct ggt ggg gac gee age age acc tgc tec tec 23 08 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
755 760 

ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
770 775 780 



gga ccc tat tec 
Gly Pro Tyr Ser 
750 

age gat tct gtc 
Ser Asp Ser Val 
765 

ttc ccc ttc ggg tct ggg gtg cag aca 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 2 

<211> 789 

<212> PRT 

<213> Homo sapiens 



2383 



<400> 2 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
1 5 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
5 0 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 .120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 



Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 
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Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 



Asn Pro Thr Pro 
180 

Gly Glu Asn Arg 
195 

Leu Val Met Glu 
210 

Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Thr lie Arg Trp 



lie Gly Gly lie 
200 

Ser Val Val Pro 
215 

Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 



Leu Lys Asp Gly 
185 

Arg Leu Arg His 



Ser Asp Arg Gly 
220 

lie Arg Tyr Asn 
235 

Pro lie Leu Gin 
250 

Ser Asp Val Glu 
265 

lie Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 



Gin Ala Phe His 
190 

Gin His Trp Ser 
205 

Thr Tyr Thr Cys 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Leu Leu Cys Lys 
270 

Lys His lie Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
3 65 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 



Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met Glu Val Met Lys 
500 505 510 



Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu Gly Val Cys Thr 
515 520 525 

Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala Ala Lys Gly Asn 
530 535 540 

Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly Pro Asp Leu Ser 
545 550 555 ~ 560 

Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser Phe Pro Val Leu 
565 570 575 

Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin Tyr Leu Glu Ser 
580 585 590 

Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
595 600 605 

Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Gly Val 
610 615 620 

His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 635 640 

Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin 
645 650 655 

Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu lie Phe Thr Leu 
660 665 670 

Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 

Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 3 

<211> 2383 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> (17) . 



(2383) 



<400> 3 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
1 5 10 



agt gtg cct ggg 
Ser Val Pro Gly 
15 

gag ctt gag ccc 
Glu Leu Glu Pro 
30 

ctg aca gta gec 
Leu Thr Val Ala 
45 

gag cgt ggt ggc 
Glu Arg Gly Gly 



ggc cgt gta egg 
Gly Arg Val Arg 
80 

cct gag gat get 
Pro Glu Asp Ala 
95 

gtc ctg cag aat 
Val Leu Gin Asn 
110 

aac gat gat gag 
Asn Asp Asp Glu 
125 

agt tac ccc cag 
Ser Tyr Pro Gin 



aag aaa ctg cat 
Lys Lys Leu His 
160 

cca get gca ggc 
Pro Ala Ala Gly 
175 

cag gee ttt cat 
Gin Ala Phe His 
190 

cag cac tgg agt 
Gin His Trp Ser 
205 

aca tac ace tgc 
Thr Tyr Thr Cys 



cct cca gtc 
Pro Pro Val 



tgc ctg get 
Cys Leu Ala 
35 

ctt ggg cag 
Leu Gly Gin 
50 

cac tgg tac 
His Trp Tyr 
65 

ggc tgg agg 
Gly Trp Arg 



ggc cgc tac 
Gly Arg Tyr 



etc ace ttg 
Leu Thr Leu 
115 

gac ccc gag 
Asp Pro Glu 
130 

caa gca ccc 
Gin Ala Pro 
145 

gca gta cct 
Ala Val Pro 



aac ccc acg 
Asn Pro Thr 



ggg gag aac 
Gly Glu Asn 
195 

etc gtg atg 
Leu Val Met 
210 

ctg gta gag 
Leu Val Glu 



teg tec ctg gag 
Ser Ser Leu Glu 
20 

ccc age ctg gag 
Pro Ser Leu Glu 



cct gtg egg ctg 
Pro Val Arg Leu 
55 

aag gag ggc agt 
Lys Glu Gly Ser 
70 

ggc cgc eta gag 
Gly Arg Leu Glu 
85 

etc tgc ccg gca 
Leu Cys Pro Ala 
100 

att aca ggt gac 
lie Thr Gly Asp 



tec cat agg gac 
Ser His Arg Asp 
135 

tac tgg aca cac 
Tyr Trp Thr His 
150 

9 C 9 999 aa c ace 
Ala Gly Asn Thr 
165 

ccc ace ate cgc 
Pro Thr lie Arg 
180 

cgc att gga ggc 
Arg lie Gly Gly 



gag age gtg gtg 
Glu Ser Val Val 
215 

aac get gtg ggc 
Asn Ala Val Gly 
11 



gee tct gag 
Ala Ser Glu 
25 

cag caa gag 
Gin Gin Glu 
40 

tgc tgt ggg 

Cys Cys Gly 



cgc ctg gca 
Arg Leu Ala 



att gee age 
lie Ala Ser 
90 

c 9 a 99C tec 
Arg Gly Ser 
105 

tec ttg acc 
Ser Leu Thr 
120 

etc teg aat 
Leu Ser Asn 



ccc cag cgc 
Pro Gin Arg 



gtc aag ttc 
Val Lys Phe 
170 

tgg ctt aag 
Trp Leu Lys 
185 

att egg ctg 
lie Arg Leu 
200 

ccc teg gac 
Pro Ser Asp 



age ate cgt 
Ser lie Arg 



gaa gtg 100 
Glu Val 



cag gag 14 8 
Gin Glu 



egg get 196 
Arg Ala 
60 

cct get 244 
Pro Ala 
75 

ttc eta 292 
Phe Leu 



atg ate 340 
Met lie 



tec age 388 
Ser Ser 



agg cac 436 
Arg His 
140 

atg gag 484 

Met Glu 

155 

cgc tgt 532 
Arg Cys 



gat gga 580 
Asp Gly 



cgc cat 628 
Arg His 



cgc ggc 676 
Arg Gly 
220 

tat aac 724 
Tyr Asn 



225 



230 



235 



tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gee cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

a cg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 12 04 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

agg cgc tec acg gee ggc acc ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 134 8 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 13 96 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc gtg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Val 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gee gtc aag atg etc 1492 
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Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gcc tct gac aag gac ctg gcc gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gcc 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gcc aag gga aac ctg egg gag ttc ctg egg gcc egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gcc tac cag gtg gcc cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gcc cgc aat 182 8 
Tyr Leu Glu Ser Arg Lys Cys He His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys He Ala Asp Phe Gly Leu 
605 610 615 620 

gcc cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 1924 
Ala Arg Gly Val His His He Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 202 0 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly He Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
He Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 
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gtc ctg ctg gcc gtc tct gag gag tac etc gac etc cgc ctg ace ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 



gga ccc tat tec ccc tct ggt ggg gac gcc age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 4 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin" Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 , 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 220 
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Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 



Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 



lie Arg Tyr Asn 
235 

Pro He Leu Gin 
250 

Ser Asp Val Glu 
265 

He Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys He Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Val 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

He Asn Leu Leu 



Val Glu Cys Ala 
540 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Leu Leu Cys Lys 
270 

Lys His He Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly Pro Asp Leu Ser 
545 550 555 560 
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Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser Phe Pro Val Leu 
565 570 575 



Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin Tyr Leu Glu Ser 
580 585 590 

Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
595 600 605 

Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Gly Val 
610 615 ^620 

His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 635 640 

Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin 
645 650 655 

Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu lie Phe Thr Leu 
660 665 670 

Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 

Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 5 

<211> 2383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 

<400> 5 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 

1 5 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gec tct gag gaa gtg 100 

Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 
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gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 2 92 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg acc tec age 3 88 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 * 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 62 8 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 82 0 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gee cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
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270 275 280 

aag cgc ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys Arg lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 12 04 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

a 99 cgc tec acg gee ggc acc ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 13 00 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 134 8 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 13 96 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gec gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gee tct gac aag gac ctg gee gac ctg gtc teg gag atg 154 0 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gee 163 6 
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Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 



gcc aag gga aac ctg egg gag ttc ctg egg gee egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gcc tac cag gtg gcc cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gcc cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gcc cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gcc gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gcc age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 
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ttc ccc ttc ggg tct ggg gtg cag aca 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 



2383 



<210> 6 
<211> 789 
<212> PRT 

<2 13 > Homo sapiens 
<400> 6 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 



Leu Val Met Glu Ser Val Val Pro 
210 215 

Leu Val Glu Asn Ala Val Gly Ser 
225 230 

Val Leu Glu Arg Ser Pro His Arg 
245 

Ala Asn Thr Thr Ala Val Val Gly 
2 60 

Val Tyr Ser Asp Ala Gin Pro His 
275 280 



Ser Asp Arg Gly Thr Tyr Thr Cys 
220 

lie Arg Tyr Asn Tyr Leu Leu Asp 
235 240 

Pro lie Leu Gin Ala Gly Leu Pro 
250 255 

Ser Asp Val Glu Leu Leu Cys Lys 
265 270 

lie Gin Trp Leu Lys Arg lie Val 
285 
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lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 



Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
3 90 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Val Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
3 65 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 



Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Gly Val 
610 615 620 
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His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 635 640 



Lys Trp Met Ala Pro Glu Ala 
645 

Ser Asp Val Trp Ser Phe Gly 
660 

Gly Gly Ser Pro Tyr Pro Gly 
675 

Leu Arg Glu Gly His Arg Met 
690 695 

Leu Tyr Gly Leu Met Arg Glu 
705 710 

Pro Thr Phe Lys Gin Leu Val 
725 

Val Ser Glu Glu Tyr Leu Asp 
740 

Pro Ser Gly Gly Asp Ala Ser 
755 

Phe Ser His Asp Pro Leu Pro 
770 775 

Ser Gly Val Gin Thr 
785 

<210> 7 
<211> 2383 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> (17) . . (2383) 

<400> 7 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
1 5 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 
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Leu Phe Asp Arg 
650 

lie Pro Leu Trp 
665 

lie Pro Val Glu 
680 

Asp Arg Pro Pro 



Cys Trp His Ala 
715 

Glu Ala Leu Asp 
730 

Leu Arg Leu Thr 
745 

Ser Thr Cys Ser 
760 

Leu Gly Ser Ser 



Val Tyr Thr His Gin 
655 

Glu lie Phe Thr Leu 
670 

Glu Leu Phe Ser Leu 
685 

His Cys Pro Pro Glu 
700 

Ala Pro Ser Gin Arg 
720 

Lys Val Leu Leu Ala 
735 

Phe Gly Pro Tyr Ser 
750 

Ser Ser Asp Ser Val 
765 

Ser Phe Pro Phe Gly 
780 



ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc acc ttg att aca ggt gac tec ttg ace tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 ^ 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
16 0 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 62 8 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gee cag ccc cac ate cag egg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Arg Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gec gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
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320 



325 



330 



tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg ace cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

a 99 cgc tec acg gee ggc ace ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gee gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gee tct gac aag gac ctg gee gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

99t gtc tgc ace cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gec 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gee aag gga aac ctg egg gag ttc ctg egg gee egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gee tac cag gtg gec cga ggc atg cag 1780 

24 



Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 



tat ctg gag tec egg aag tgt ate cac egg gac ctg get gee cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys He His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys He Ala Asp Phe Gly Leu 
605 610 615 620 

gec cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 1924 
Ala Arg Gly Val His His He Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gee ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly He Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
He Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gee gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 8 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 
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Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 



Cys Leu Ala Pro 
35 

Leu Gly Gin Pro 
50 

His Trp Tyr Lys 
65 

Gly Trp Arg Gly 



Gly Arg Tyr Leu 
100 

Leu Thr Leu lie 
115 

Asp Pro Glu Ser 
130 

Gin Ala Pro Tyr 
145 

Ala Val Pro Ala 



Asn Pro Thr Pro 
180 

Gly Glu Asn Arg 
195 

Leu Val Met Glu 
210 

Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 



Ser Leu Glu Gin 
40 

Val Arg Leu Cys 
55 

Glu Gly Ser Arg 
70 

Arg Leu Glu lie 
85 

Cys Pro Ala Arg 



Thr Gly Asp Ser 
120 

His Arg Asp Leu 
135 

Trp Thr His Pro 
150 

Gly Asn Thr Val 
165 

Thr lie Arg Trp 



lie Gly Gly lie 
200 

Ser Val Val Pro 
215 

Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Gin Glu Gin Glu 



Cys Gly Arg Ala 
60 

Leu Ala Pro Ala 
75 

Ala Ser Phe Leu 
90 

Gly Ser Met lie 
105 

Leu Thr Ser Ser 



Ser Asn Arg His 
140 

Gin Arg Met Glu 
155 

Lys Phe Arg Cys 
170 

Leu Lys Asp Gly 
185 

Arg Leu Arg His 



Ser Asp Arg Gly 
220 

lie Arg Tyr Asn 
235 

Pro lie Leu Gin 
250 

Ser Asp Val Glu 
265 

lie Gin Arg Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 
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Leu Thr Val Ala 
45 

Glu Arg Gly Gly 



Gly Arg Val Arg 
80 

Pro Glu Asp Ala 
95 

Val Leu Gin Asn 
110 

Asn Asp Asp Glu 
125 

Ser Tyr Pro Gin 



Lys Lys Leu His 
160 

Pro Ala Ala Gly 
175 

Gin Ala Phe His 
190 

Gin His Trp Ser 
205 

Thr Tyr Thr Cys 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Leu Leu Cys Lys 
270 

Lys His lie Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 



Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 

Glu Asp Asn Val 
610 

His His lie Asp 
625 

Lys Trp Met Ala 



Ser Asp Val Trp 
660 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys lie Ala 
615 

Tyr Tyr Lys Lys 
630 

Pro Glu Ala Leu 
645 

Ser Phe Gly lie 



His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Val Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 

Thr Ser Asn Gly 
635 

Phe Asp Arg Val 
650 

Pro Leu Trp Glu 
665 



Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



Arg Leu Pro Val 
64 0 

Tyr Thr His Gin 
655 

lie Phe Thr Leu 
670 



Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 
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Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 



Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 9 
<211> 2383 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (17) . . (2383) 
<400> 9 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
1 5 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gec tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gec ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gec age ttc eta 2 92 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg acc tec age 3 88 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 
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aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190- 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 " 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 82 0 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gee cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
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365 



370 



375 



380 



ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

a 99 C 9 C tcc ac 9 9 CC 99 c acc ccc 9 CC C 9 C cc 9 cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get ccc etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Pro Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gec egg cct gac caa gee age act gtg gee gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gec tct gac aag gac ctg gee gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gee 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gee aag gga aac ctg egg gag ttc ctg egg gec egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tcc 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tcc tgc gee tac cag gtg gee cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tcc egg aag tgt ate cac egg gac ctg get gec cgc aat 182 8 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gee cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 1924 
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Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 



cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gcc gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gcc age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 23 83 

Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 10 
<211> 789 
<212> PRT 

<2 13 > Homo sapiens 
<400> 10 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
1 5 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 
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Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 



Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 220 

Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn Tyr Leu Leu Asp 
225 230 235 240 

Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin Ala Gly Leu Pro 
245 250 255 

Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu Leu Leu Cys Lys 
260 265 270 

Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu Lys His lie Val 
275 280 285 

lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro Tyr Val Gin Val 
290 295 300 

Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu Val Leu Tyr Leu 
305 310 315 320 



Arg Asn Val Ser Ala Glu Asp Ala 
325 

Asn Ser lie Gly Leu Ser Tyr Gin 
340 

Val Arg Gly Gin Arg Arg Thr Pro 
355 360 

Pro Gly lie Arg Thr Ser Ser Cys 
370 375 

Leu Cys Ser Cys Cys Trp Pro Gly 
385 390 



Gly Glu Tyr Thr Cys Leu Ala Gly 
330 335 ' 

Ser Ala Trp Leu Thr Val Leu Pro 
345 350 

His Gly Pro Gin Gin Arg Pro Arg 
365 

Thr Arg Arg Ala Pro Trp Pro Trp 
380 

Cys lie Glu Gly Arg Arg Ser Thr 
395 400 



Ala Gly Thr Pro Ala 
405 



Arg Pro Pro Leu Cys Arg Ser Ser Pro Ala Pro 
410 415 
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Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 

Glu Asp Asn Val 
610 

His His lie Asp 
625 

Lys Trp Met Ala 



Ser Asp Val Trp 
660 

Gly Gly Ser Pro 
675 

Leu Arg Glu Gly 
690 

Leu Tyr Gly Leu 
705 

Pro Thr Phe Lys 



Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys lie Ala 
615 

Tyr Tyr Lys Lys 
630 

Pro Glu Ala Leu 
645 

Ser Phe Gly lie 



Tyr Pro Gly lie 
680 

His Arg Met Asp 
695 

Met Arg Glu Cys 
710 

Gin Leu Val Glu 
725 



Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Val Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 

Thr Ser Asn Gly 
635 

Phe Asp Arg Val 
650 

Pro Leu Trp Glu 
665 

Pro Val Glu Glu 



Arg Pro Pro His 
700 

Trp His Ala Ala 
715 

Ala Leu Asp Lys 
730 



Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



Arg Leu Pro Val 
640 

Tyr Thr His Gin 
655 

lie Phe Thr Leu 
670 

Leu Phe Ser Leu 
685 

Cys Pro Pro Glu 



Pro Ser Gin Arg 
720 

Val Leu Leu Ala 
735 



Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 
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Pro Ser Gly 
755 



Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
760 765 



Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 11 
<211> 2383 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (17) . . (2383) 
<400> 11 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
1 5 10 

a 9t gtg cct ggg cct cca gtc teg tec ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc cgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Arg Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 2 92 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg ace tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 43 6 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac ace gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 
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cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gec ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 82 0 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gee cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala 'Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac acc j 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg . cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 * 395 

agg cgc tec acg gec ggc acc ccc gec cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 

3 5 



415 



420 



425 



ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gec ccg cct tgc teg ccg gec teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gee gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gec tct gac aag gac ctg gec gac ctg gtc teg gag atg 154 0 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc ace cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gee 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gee aag gga aac ctg egg gag ttc ctg egg gec egg cgc ccc cca ggc 168*4 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gee tac cag gtg gee cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gec cgc aat 182 8 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gee cgc ggc gtc cac cac att gac tac tat aag aaa ace age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gee ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc ace etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
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lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 



ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gee gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 12 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
1 5 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Arg Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 
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Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 



Ala Val Pro Ala 



Asn Pro Thr Pro 
180 

Gly Glu Asn Arg 
195 

Leu Val Met Glu 
210 

Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 



Gly Asn Thr Val 
165 

Thr lie Arg Trp 



lie Gly Gly lie 
200 

Ser Val Val Pro 
215 

Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
3 90 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 



Lys Phe Arg Cys 
170 

.Leu Lys Asp Gly 
185 

Arg Leu Arg His 



Ser Asp Arg Gly 
220 

lie Arg Tyr Asn 
235 

Pro lie Leu Gin 
250 

Ser Asp Val Glu 
265 

lie Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 
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Pro Ala Ala Gly 
175 

Gin Ala Phe His 
190 

Gin His Trp Ser 
205 

Thr Tyr Thr Cys 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Leu Leu Cys Lys 
270 

Lys His lie Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 



Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu Lys Asp Asn Ala 
485 490 495 



Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met Glu Val Met Lys 
500 505 510 

Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu Gly Val Cys Thr 
515 520 525 

Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala Ala Lys Gly Asn 
530 535 540 

Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly Pro Asp Leu Ser 
545 550 555 560 

Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser Phe Pro Val Leu 
565 570 575 

Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin Tyr Leu Glu Ser 
580 585 590 

Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
595 600 605 

Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Gly Val 
610 615 620 

His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 635 640 

Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin 
645 650 655 

Ser Asp Val Trp Ser Phe Gly He Pro Leu Trp Glu He Phe Thr Leu 
660 665 670 

Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 

Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 13 
<211> 2383 
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<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 

<222> (17) . . (2383) 
<400> 13 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
1 5 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg aca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Thr Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 2 92 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 34 0 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gactcc ttg acc tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser. Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 
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aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gec ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gec cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gec gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gec gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 12 04 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 ' 395 

agg cgc tec acg gee ggc acc ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
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465 



470 



475 



gac cct gcc egg cct gac caa gec age act gtg gee gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gcc tct gac aag gac ctg gcc gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gcc 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gcc aag gga aac ctg egg gag ttc ctg egg gcc egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gcc tac cag gtg gcc cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gcc cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gcc cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
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Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 



gtc ctg ctg gcc gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gcc age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 14 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 . 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Thr Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 
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Leu Val Met Glu 
210 

Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 



Ser Val Val Pro 
215 

Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 



Ser Asp Arg Gly 
220 

lie Arg Tyr Asn 
235 

Pro lie Leu Gin 
250 

Ser Asp Val Glu 
265 

lie Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys .Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Thr Tyr Thr Cys 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Leu Leu Cys Lys 
270 

Lys His lie Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 



Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala Ala Lys Gly Asn 
530 535 540 
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Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 

Glu Asp Asn Val 
610 

His His lie Asp 
625 

Lys Trp Met Ala 



Ser Asp Val Trp 
660 

Gly Gly Ser Pro 
675 

Leu Arg Glu Gly 
690 



Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys lie Ala 
615 

Tyr Tyr Lys Lys 
630 

Pro Glu Ala Leu 
645 

Ser Phe Gly lie 



Tyr Pro Gly lie 
680 

His Arg Met Asp 
695 



Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 

Thr Ser Asn Gly 
635 

Phe Asp Arg Val 
650 

Pro Leu Trp Glu 
665 

Pro Val Glu Glu 



Arg Pro Pro His 
700 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



Arg Leu Pro Val 
640 

Tyr Thr His Gin 
655 

lie Phe Thr Leu 
670 

Leu Phe Ser Leu 
685 

Cys Pro Pro Glu 



Leu Tyr Gly Leu 
705 

Pro Thr Phe Lys 



Met Arg Glu Cys 
710 

Gin Leu Val Glu 
725 



Trp His Ala Ala 
715 

Ala Leu Asp Lys 
730 



Pro Ser Gin Arg 
720 

Val Leu Leu Ala 
735 



Val Ser Glu Glu Tyr Leu Asp Leu 
740 

Pro Ser Gly Gly Asp Ala Ser Ser 
755 760 

Phe Ser His Asp Pro Leu Pro Leu 
770 775 

Ser Gly Val Gin Thr 
785 



Arg Leu Thr Phe Gly Pro Tyr Ser 
745 750 

Thr Cys Ser Ser Ser Asp Ser Val 
765 

Gly Ser Ser Ser Phe Pro Phe Gly 
780 



<210> 15 
<211> 2383 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (17) . . (2383) 



<400> 15 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
1 5 10 
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agt gtg cct ggg cct cca gtc teg tec ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 148 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 2 92 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg acc tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 " 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 " 185 

cag gec ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 62 8 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 f 265 
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ctg ctg tgc aag gtg tac age gat gec cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His He Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His He Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp He Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac ace 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 % 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser He Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

ac 9 gtg ctg cca gtg cga ggg cag agg agg ace cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly He Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys He Glu Gly 
385 390 395 

agg cgc tec acg gee ggc ace ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 13 96 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gee gtc aag atg etc 14 92 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gec tct gac aag gac ctg gec gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys- Leu He Gly Arg His Lys Asn He He Asn Leu Leu 
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510 



515 



520 



ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gec 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gec aag gga aac ctg egg gag ttc ctg egg gee egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gec tac cag gtg gee cga ggc gtg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Val Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gec cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gee cgc ggc gtc- cac cac att gac tac tat aag aaa acc age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gee ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gee gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 

48 



Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 



ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 16 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 22 0 

Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn Tyr Leu Leu Asp 
225 230 235 240 

Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin Ala Gly Leu Pro 
245 250 255 

Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu Leu Leu Cys Lys 
260 265 270 
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Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 

325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



lie Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Val Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Val Gin 
585 



Lys His lie Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 



Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
595 600 605 
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Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Gly Val 
610 615 620 

His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 635 640 

Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin 
645 650 655 

Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu lie Phe Thr Leu 
660 665 670 

Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 

Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 17 
<211> 2392 
<212> DNA 

<213> Homo sapiens 

' <220> 

<221> CDS 

<222> (17) . . (2383) 

<400> 17 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gec tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 



gag ctt gag ccc tgc ctg get ccc 
Glu Leu Glu Pro Cys Leu Ala Pro 
30 35 

ctg aca gta gec ctt ggg cag cct 
Leu Thr Val Ala Leu Gly Gin Pro 
45 50 



age ctg gag cag caa gag cag gag 148 
Ser Leu Glu Gin Gin Glu Gin Glu 
40 

gtg egg ctg tgc tgt ggg egg get 196 
Val Arg Leu Cys Cys Gly Arg Ala 
55 60 
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gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gec age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc acc ttg att aca ggt gac tec ttg acc tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 484 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 62 8 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 ~ 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 82 0 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 ' 265 

ctg ctg tgc aag gtg tac age gat gee cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 

Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 
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gtc ctg tac ctg egg aac gtg tea gec gag gac gca ggc gag tac acc 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

agg cgc tec acg gee ggc acc ccc gee cgc ccg cca ctg tgc aga age 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gee gtc aag atg etc 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gee tct gac aag gac ctg gee gac ctg gtc teg gag atg 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie He Asn Leu Leu 
510 515 520 

ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg aag tgc gee 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val He Val Lys Cys Ala 
525 530 535 540 

gec aag gga aac ctg egg gag ttc ctg egg gee egg cgc ccc cca ggc 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 



ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
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1012 



1060 



1108 



1156 



1204 



1252 



1300 



1348 



1396 



1444 



1492 



1540 



1588 



1636 



1684 



1732 



560 565 570 

ttc cca gtc ctg gtc tec tgc gec tac cag gtg gec cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gec cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys He His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys He Ala Asp Phe Gly Leu 
605 610 615 620 

gec cgc ggc gtc cac cac att gac tac tat aag aaa ace age aac ggc 1924 
Ala Arg Gly Val His His He Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gec ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly He Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
He Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gee gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca gtcgaegge 2392 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 18 

<211> 789 

<212> PRT 

<213> Homo sapiens 
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<400> 18 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
1 5 10' 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 



Asn Pro Thr Pro 
180 

Gly Glu Asn Arg 
195 

Leu Val Met Glu 
210 

Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 



Thr lie Arg Trp 



He Gly Gly He 
200 

Ser Val Val Pro 
215 

Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp He Asn Ser 
310 



Leu Lys Asp Gly 
185 

Arg Leu Arg His 



Ser Asp Arg Gly 
220 

He Arg Tyr Asn 
235 

Pro He Leu Gin 
250 

Ser Asp Val Glu 
265 

He Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 



Gin Ala Phe His 
190 

Gin His Trp Ser 
205 

Thr Tyr Thr Cys 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Leu Leu Cys Lys 
270 

Lys His He Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 



Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr Cys Leu Ala Gly 
325 330 335 
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Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
5 95 

Glu Asp Asn Val 
610 

His His lie Asp 
625 

Lys Trp Met Ala 



Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val He 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys He Ala 
615 

Tyr Tyr Lys Lys 
630 

Pro Glu Ala Leu 
645 



Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys He Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

He Asn Leu Leu 



Val Lys Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 

Thr Ser Asn Gly 
635 

Phe Asp Arg Val 
650 



Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



Arg Leu Pro Val 
640 

Tyr Thr His Gin 
655 



Ser Asp Val Trp Ser Phe Gly He Pro Leu Trp Glu He Phe Thr Leu 
660 665 670 
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Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 



Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 19 

<211> 2383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 

<400> 19 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
1 5 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 34 0 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 
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gtc ctg cag aat etc acc ttg att aca ggt gac tec ttg acc tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 484 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gee cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 

Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 
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cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

agg cgc tec acg gee ggc ace ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gee gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gee tct gac aag gac ctg gee gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc ace cag gaa ggg ccc ctg tac gtg ate gcg gag tgc gec 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Ala Glu Cys Ala 
525 530 535 540 

gee aag gga aac ctg egg gag ttc ctg egg gee egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 173 2 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gee tac cag gtg gee cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gee cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
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605 



610 



615 



620 



gcc cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu . Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gcc gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gcc age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 20 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 
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His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 



Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 220 

Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn Tyr Leu Leu Asp 
225 230 235 240 

Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin Ala Gly Leu Pro 
245 250 255 

Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu Leu Leu Cys Lys 
260 265 270 

Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu Lys His lie Val 
275 280 285 

lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro Tyr Val Gin Val 
290 295 300 

Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu Val Leu Tyr Leu 
305 310 315 320 

Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr Cys Leu Ala Gly 
325 330 335 

Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu Thr Val Leu Pro 
340 345 350 

Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin Gin Arg Pro Arg 
355 360 365 

Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala Pro Trp Pro Trp 
370 375 380 



Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly Arg Arg Ser Thr 
385 390 395 400 
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Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 

Glu Asp Asn Val 
610 

His His lie Asp 
625 

Lys Trp Met Ala 



Ser Asp Val Trp 
660 

Gly Gly Ser Pro 
675 

Leu Arg Glu Gly 
690 

Leu Tyr Gly Leu 
705 



Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys lie Ala 
615 

Tyr Tyr Lys Lys 
630 

Pro Glu Ala Leu 
645 

Ser Phe Gly lie 



Tyr Pro Gly lie 
680 

His Arg Met Asp 
695 

Met Arg Glu Cys 
710 



Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Ala Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 

Thr Ser Asn Gly 
635 

Phe Asp Arg Val 
650 

Pro Leu Trp Glu 
665 

Pro Val Glu Glu 



Arg Pro Pro His 
700 

Trp His Ala Ala 
715 



Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



Arg Leu Pro Val 
640 

Tyr Thr His Gin 
655 

lie Phe Thr Leu 
670 

Leu Phe Ser Leu 
685 

Cys Pro Pro Glu 



Pro Ser Gin Arg 
720 



Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 
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Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 



Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 21 
<211> 2383 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 

<400> 21 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gec tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 



ctg aca gta gec ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gec age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc acc ttg att aca ggt gac tec ttg ace tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 1 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 484 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 
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aag aaa ctg 
Lys Lys Leu 



cca get gca 
Pro Ala Ala 
175 

cag gec ttt 
Gin Ala Phe 
190 

cag cac tgg 
Gin His Trp 
205 

aca tac acc 
Thr Tyr Thr 



tac ctg eta 
Tyr Leu Leu 



gee ggg etc 
Ala Gly Leu 
255 

ctg ctg tgc 
Leu Leu Cys 
270 

aag cac ate 
Lys His lie 
285 

tat gtg caa 
Tyr Val Gin 



gtc ctg tac 
Val Leu Tyr 



tgc etc gca 
Cys Leu Ala 
335 

acg gtg ctg 
Thr Val Leu 
350 

cag cgc ccg 
Gin Arg Pro 
365 

ccc tgg cct 
Pro Trp Pro 



a 99 cgc tec 
Arg Arg Ser 



cat gca gta 
His Ala Val 
160 

ggc aac ccc 
Gly Asn Pro 



cat ggg gag 
His Gly Glu 



agt etc gtg 
Ser Leu Val 
210 

tgc ctg gta 
Cys Leu Val 
225 

gat gtg ctg 
Asp Val Leu 
240 

ccg gee aac 
Pro Ala Asn 



aag gtg tac 
Lys Val Tyr 



gtc ate aac 
Val He Asn 
290 

gtc eta aag 
Val Leu Lys 
305 

ctg egg aac 
Leu Arg Asn 
320 

ggc aat tec 
Gly Asn Ser 



cca gtg cga 
Pro Val Arg 



agg cca ggt 
Arg Pro Gly 
370 

tgg ctg tgc 
Trp Leu Cys 
385 

acg gee ggc 
Thr Ala Gly 
400 



cct gcg ggg 
Pro Ala Gly 
165 

acg ccc acc 
Thr Pro Thr 
180 

aac cgc att 
Asn Arg He 
195 

atg gag age 
Met Glu Ser 



gag aac get 
Glu Asn Ala 



gag egg tec 
Glu Arg Ser 
245 

acc aca gee 
Thr Thr Ala 
260 

age gat gee 
Ser Asp Ala 
275 

ggc age age 
Gly Ser Ser 



act gca gac 
Thr Ala Asp 



gtg tea gee 
Val Ser Ala 
325 

ate ggc etc 
He Gly Leu 
340 

ggg cag agg 
Gly Gin Arg 
355 

ata egg aca 
He Arg Thr 



tec tgc tgc 
Ser Cys Cys 



acc ccc gee 
Thr Pro Ala 
405 



aac acc gtc 
Asn Thr Val 



ate cgc tgg 
He Arg Trp 



gga ggc att 
Gly Gly He 
200 

gtg gtg ccc 
Val Val Pro 
215 

gtg ggc age 
Val Gly Ser 
230 

ccg cac egg 
Pro His Arg 



gtg gtg ggc 
Val Val Gly 



cag ccc cac 
Gin Pro His 
280 

ttc gga gee 
Phe Gly Ala 
295 

ate aat age 
He. Asn Ser 
310 

gag gac gca 
Glu Asp Ala 



tec tac cag 
Ser Tyr Gin 



agg acc cca 
Arg Thr Pro 
360 

tea tec tgt 
Ser Ser Cys 
375 

tgg ccg ggc 
Trp Pro Gly 
390 

cgc ccg cca 
Arg Pro Pro 

64 



aag ttc cgc 
Lys Phe Arg 
170 

ctt aag gat 
Leu Lys Asp 
185 

egg ctg cgc 
Arg Leu Arg 



teg gac cgc 
Ser Asp Arg 



ate cgt tat 
He Arg Tyr 
235 

ccc ate ctg 
Pro He Leu 
250 

age gac gtg 
Ser Asp Val 
265 

ate cag tgg 
He Gin Trp 



gac ggt ttc 
Asp Gly Phe 



tea gag gtg 
Ser Glu Val 
315 

ggc gag tac 
Gly Glu Tyr 
330 

tct gee tgg 
Ser Ala Trp 
345 

cat gga ccg 
His Gly Pro 



acg cgt egg 
Thr Arg Arg 



tgt ate gag 
Cys He Glu 
395 

ctg tgc aga 
Leu Cys Arg 
410 



tgt 532 
Cys 



gga 58 0 
Gly 



cat 628 
His 



ggc 676 

Gly 

220 

aac 724 
Asn 



cag 772 
Gin 



gag 820 
Glu 



ctg 868 
Leu 



ccc 916 

Pro 

300 

gag 964 
Glu 



acc 1012 
Thr 



etc 1060 
Leu 



cag 1108 
Gin 



get 1156 

Ala 

380 

ggc 1204 
Gly 



age 1252 
Ser 



tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gec ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gee gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gee tct gac aag gac ctg gee gac ctg gtc teg gag atg 154 0 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc ace cag gaa ggg ccc ctg tac gtg ate atg gag tgc gee 163 6 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Met Glu Cys Ala 
525 530 535 540 

gee aag gga aac ctg egg gag ttc ctg egg gee egg cgc ccc cca ggc 16 84 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gee tac cag gtg gee cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gee cgc aat 182 8 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gee cgc ggc gtc cac cac att gac tac tat aag aaa ace age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gec ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 

65 



655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gee gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 22 

<211> 789 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu He Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met He Val Leu Gin Asn 
100 105 110 



Leu Thr Leu He Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 
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Asp Pro Glu Ser 
130 

Gin Ala Pro Tyr 
145 

Ala Val Pro Ala 



Asn Pro Thr Pro 
180 

Gly Glu Asn Arg 
195 

Leu Val Met Glu 
210 

Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 



His Arg Asp Leu 
135 

Trp Thr His Pro 
150 

Gly Asn Thr Val 
165 

Thr lie Arg Trp 



He Gly Gly He 
200 

Ser Val Val Pro 
215 

Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp He Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 



Ser Asn Arg His 
140 

Gin Arg Met Glu 
155 

Lys Phe Arg Cys 
170 

Leu Lys Asp Gly 
185 

Arg Leu Arg His 



Ser Asp Arg Gly 
220 

He Arg Tyr Asn 
235 

Pro He Leu Gin 
250 

Ser Asp Val Glu 
265 

He Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys He Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Ser Tyr Pro Gin 



Lys Lys Leu His 
160 

Pro Ala Ala Gly 
175 

Gin Ala Phe His 
190 

Gin His Trp Ser 
205 

Thr Tyr Thr Cys 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Leu Leu Cys Lys 
270 

Lys His He Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 



Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu Gly Glu Gly Cys 
450 455 460 
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Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 

Glu Asp Asn Val 
610 

His His lie Asp 
625 

Lys Trp Met Ala 



Ser Asp Val Trp 
660 

Gly Gly Ser Pro 
675 

Leu Arg Glu Gly 
690 

Leu Tyr Gly Leu 
705 

Pro Thr Phe Lys 



Val Ser Glu Glu 
740 

Pro Ser Gly Gly 
755 

Phe Ser His Asp 
770 



Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys lie Ala 
615 

Tyr Tyr Lys Lys 
630 

Pro Glu Ala Leu 
645 

Ser Phe Gly He 



Tyr Pro Gly He 
680 

His Arg Met Asp 
695 

Met Arg Glu Cys 
710 

Gin Leu Val Glu 
725 

Tyr Leu Asp Leu 



Asp Ala Ser Ser 
760 

Pro Leu Pro Leu 
775 



Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

He Asn Leu Leu 



Met Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 

Thr Ser Asn Gly 
635 

Phe Asp Arg Val 
650 

Pro Leu Trp Glu 
665 

Pro Val Glu Glu 



Arg Pro Pro His 
700 

Trp His Ala Ala 
715 

Ala Leu Asp Lys 
730 

Arg Leu Thr Phe 
745 

Thr Cys Ser Ser 



Gly Ser Ser Ser 
780 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe . Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



Arg Leu Pro Val 
640 

Tyr Thr His Gin 
655 

He Phe Thr Leu 
670 

Leu Phe Ser Leu 
685 

Cys Pro Pro Glu 



Pro Ser Gin Arg 
720 

Val Leu Leu Ala 
735 

Gly Pro Tyr Ser 
750 

Ser Asp Ser Val 
765 

Phe Pro Phe Gly 



Ser Gly Val Gin Thr 
785 
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<210> 23 
<211> 2383 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (17) - . (2383) 
<400> 23 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 148 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 



gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 N 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 2 92 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc acc ttg att aca ggt gac tec ttg acc tec age 3 88 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 43 6 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 5 80 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg He Gly Gly He Arg Leu Arg His 
190 195 200 
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cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac ace tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro He Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gee cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His He Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His He Val He Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 

Tyr Val Gin Val Leu Lys Thr Ala Asp He Asn Ser Ser Glu Val Glu 
305 310 315 

i 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac acc 1012 

Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 

320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly He Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 12 04 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys He Glu Gly 
385 390 395 

agg cgc tec acg gee ggc acc ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt cct ccc tgg agt cag get ctt 13 00 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Pro Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gec teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 
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L 



ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gcc ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gcc egg cct gac caa gcc age act gtg gcc gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gcc tct gac aag gac ctg gcc gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn He He Asn Leu Leu 
510 515 520 

ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gcc 163 6 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val He Val Glu Cys Ala 
525 530 535 540 

gcc aag gga aac ctg egg gag ttc ctg egg gcc egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gcc tac cag gtg gcc cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gcc cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys He His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys He Ala Asp Phe Gly Leu 
605 610 615 620 

gcc cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 1924 
Ala Arg Gly Val His His He Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2 02 0 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly He Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
He Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
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705 



710 



715 



ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gec gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 

( 785 

<210> 24 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
1 5 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 



Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 
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Gly Glu Asn Arg 
195 

Leu Val Met Glu 
210 

Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 



lie Gly Gly He 
200 

Ser Val Val Pro 
215 

Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp He Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Pro Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



Arg Leu Arg His 



Ser Asp Arg Gly 
220 

He Arg Tyr Asn 
235 

Pro He Leu Gin 
250 

Ser Asp Val Glu 
265 

He Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys He Glu Gly 
3 95 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 



Gin His Trp Ser 
205 

Thr Tyr Thr Cys 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Leu Leu Cys Lys 
270 

Lys His He Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 



Leu He Gly Arg His Lys Asn He He Asn Leu Leu Gly Val Cys Thr 
515 520 525 
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Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala Ala Lys Gly Asn 
530 535 540 



Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly Pro Asp Leu Ser 

545 550 555 560 

Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser Phe Pro Val Leu 

565 570 575 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 

Glu Asp Asn Val 
610 

His His lie Asp 
62 5 

Lys Trp Met Ala 



Ser Asp Val Trp 
660 

Gly Gly Ser Pro 
675 

Leu Arg Glu Gly 
690 



Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys lie Ala 
615 

Tyr . Tyr Lys Lys 
630 

Pro Glu Ala Leu 
645 

Ser Phe Gly lie 



Tyr Pro Gly lie 
680 

His Arg Met Asp 
695 



Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 

Thr Ser Asn Gly 
635 

Phe Asp Arg Val 
650 

Pro Leu Trp Glu 
665 

Pro Val Glu Glu 



Arg Pro Pro His 
700 



Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



Arg Leu Pro Val 
640 

Tyr Thr His Gin 
655 

lie Phe Thr Leu 
670 

Leu Phe Ser Leu 
685 

Cys Pro Pro Glu 



Leu Tyr Gly Leu 
705 

Pro Thr Phe Lys 



Met Arg Glu Cys 
710 

Gin Leu Val Glu 
725 



Trp His Ala Ala 
715 

Ala Leu Asp Lys 
730 



Pro Ser Gin Arg 
720 

Val Leu Leu Ala 
735 



Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 



Ser Gly Val Gin Thr 
785 



<210> 25 

<211> 2383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 



<400> 25 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 
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Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gec tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 148 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg acc tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 484 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 
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gcc ggg etc ccg gec aac acc aca gec gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gcc cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gcc gac ggt ttc ccc 916 
Lys His He Val He Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp He Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gcc gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gcc tgg etc 1060 
Cys Leu Ala Gly Asn Ser He Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly He Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys He Glu Gly 
385 390 395 

a 99 cgc tec acg gcc ggc acc ccc gcc cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc egg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Arg Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 134 8 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gcc ccg cct tgc teg ccg gcc teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gcc ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gcc egg cct gac caa gcc age act gtg gcc gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gcc tct gac aag gac ctg gcc gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 
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gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc ace cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gee 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gee aag gga aac ctg egg gag ttc ctg egg gee egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gee tac cag gtg gee cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gee cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gee cgc ggc gtc cac cac att gac tac tat aag aaa ace age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gee ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2 02 0 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc ace etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct ace ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gee gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 23 08 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 

7 7 



750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 26 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

f 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 220 

Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn Tyr Leu Leu Asp 
225 230 235 240 

Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin Ala Gly Leu Pro 
245 250 255 
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Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 



Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 



Ser Asp Val Glu 
265 

lie Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 



Leu Leu Cys Lys 
270 

Lys His lie Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Arg 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 



Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 



Ser Asp Lys Asp Leu Ala Asp Leu 
500 

Leu lie Gly Arg His Lys Asn lie 

515 520 

Gin Glu Gly Pro Leu Tyr Val lie 
530 535 

Leu Arg Glu Phe Leu Arg Ala Arg 
545 550 

Pro Asp Gly Pro Arg Ser Ser Glu 
565 

Val Ser Cys Ala Tyr Gin Val Ala 
580 



Val Ser Glu Met Glu Val Met Lys 
505 510 

lie Asn Leu Leu Gly Val Cys Thr 
525 

Val Glu Cys Ala Ala Lys Gly Asn 
540 

Arg Pro Pro Gly Pro Asp Leu Ser 
555 560 

Gly Pro Leu Ser Phe Pro Val Leu 
570 575 

Arg Gly Met Gin Tyr Leu Glu Ser 
585 590 
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Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
595 600 605 



Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Gly Val 
610 615 620 

His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 635 640 

Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin 
645 650 655 

Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu lie Phe Thr Leu 
660 665 670 

Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 

Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 27 

<211> 2383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 

<400> 27 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 



ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 

80 



Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg ace tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 43 6 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 484 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac ace gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc ace ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 62 8 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac ace tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser He Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro He Leu Gin 
240 245 250 

gec ggg etc ccg gee aac ace aca gec gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gec cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His He Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gec gac ggt ttc ccc 916 
Lys His He Val He Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 
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tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac ace 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg ace cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

agg cgc tec acg gee ggc ace ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag act ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Thr Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 134 8 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gec ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gec age act gtg gee gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gee tct gac aag gac ctg gec gac ctg gtc teg gag atg 154 0 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 15 8 8 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc ace cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gec 163 6 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gee aag gga aac ctg egg gag ttc ctg egg gec egg cgc ccc cca ggc 16 84 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 
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ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 



1732 



ttc cca gtc ctg gtc tec tgc gee tac cag gtg gee cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gee cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gee cgc ggc gtc cac cac att gac tac tat aag aaa ace age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gee ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly He Pro Leu Trp Glu 
655 660 665 

ate ttc ace etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
He Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct ace ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gee gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 23 83 

Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 28 
<211> 789 

83 



<212> PRT 

<213> Homo sapiens 



<400> 28 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 220 

Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn Tyr Leu Leu Asp 
225 230 235 240 

Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin Ala Gly Leu Pro 
245 250 255 

Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu Leu Leu Cys Lys 
260 265 270 

Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu Lys His lie Val 
275 280 285 

lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro Tyr Val Gin Val 
290 295 300 



Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu Val Leu Tyr Leu 
305 310 315 320 
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Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 

Glu Asp Asn Val 
610 

His His lie Asp 
625 



Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys lie Ala 
615 

Tyr Tyr Lys Lys 
630 



Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Thr Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Val Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 

Thr Ser Asn Gly 
635 



Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



Arg Leu Pro Val 
640 



Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin 
645 650 655 
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Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu lie Phe Thr Leu 
660 665 670 



Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 

Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 29 
<211> 2383 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (17) . . (2383) 
<400> 29 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gec tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 148 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
' 30 35 40 

ctg aca gta gec ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gec age ttc eta 2 92 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 



cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 

86 



Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc acc ttg att aca ggt gac tec ttg ace tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 4 36 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gec ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gec gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gec cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gec tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 
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acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

agg cgc tec acg gee ggc acc ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gec age act gtg gee gtc aag atg etc 14 92 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gee tct gac aag gac ctg gee gac ctg gtc teg gag atg 154 0 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 15 88 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gee 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gee aag gga aac ctg egg gag ttc ctg egg gee egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gee tac cag gtg gee cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gee cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 
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gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gec cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gec ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gee gtc tct gag gag tac etc gac etc cgc ctg gec ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Ala Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 23 83 

Phe Pro Phe Gly Ser Gly Val Gin Thr 

785 { 



<210> 30 

<211> 789 

<212> PRT 

<213> Homo sapiens 



<400> 30 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 



Cys Leu Ala Pro Ser Leu Glu 
35 



Gin 
40 



Gin 



Glu Gin Glu Leu Thr Val Ala 
45 
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Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 



His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 220 

Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn Tyr Leu Leu Asp 
225 230 235 240 

Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin Ala Gly Leu Pro 
245 250 255 

Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu Leu Leu Cys Lys 
260 265 270 

Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu Lys His lie Val 
275 280 285 



lie Asn Gly Ser Ser Phe Gly Ala 
290 295 

Leu Lys Thr Ala Asp lie Asn Ser 
305 310 

Arg Asn Val Ser Ala Glu Asp Ala 
325 

Asn Ser lie Gly Leu Ser Tyr Gin 
340 

Val Arg Gly Gin Arg Arg Thr Pro 
355 360 



Asp Gly Phe Pro Tyr Val Gin Val 
300 

Ser Glu Val Glu Val Leu Tyr Leu 
315 320 

Gly Glu Tyr Thr Cys Leu Ala Gly 
330 335 

Ser Ala Trp Leu Thr Val Leu Pro 
345 350 

His Gly Pro Gin Gin Arg Pro Arg 
365 



Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala Pro Trp Pro Trp 
370 375 380 
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Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly Arg Arg Ser Thr 
385 390 395 400 



Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser Ser Pro Ala Ser 
405 410 415 

Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu Pro Ala Ser Gin 
420 425 430 

Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro Ala Ala Pro Pro 
435 440 445 

Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu Gly Glu Gly Cys 
450 455 460 

Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met Asp Pro Ala Arg 
465 470 475 480 

Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu Lys Asp Asn Ala 
485 490 495 

Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met Glu Val Met Lys 
500 505 510 

Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu Gly Val Cys Thr 
515 520 525 

Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala Ala Lys Gly Asn 
530 535 540 

Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly Pro Asp Leu Ser 
545 550 555 560 

Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser Phe Pro Val Leu 
565 570 575 

Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin Tyr Leu Glu Ser 
580 585 590 

Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
595 600 605 

Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Gly Val 
610 615 620 

His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 635 640 

Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin 
645 650 655 

Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu lie Phe Thr Leu 
660 665 670 

Gly Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 

Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 715 720 
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Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 



Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Ala Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 31 

<211> 2383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 

<400> 31 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gec tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 148 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gec ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

9 a 9 cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gec age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc acc ttg att aca ggt gac tec ttg acc tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 



agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
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Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 



aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gec ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 62 8 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gec ggg etc ccg gec aac acc aca gec gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ccg ctg tgc aag gtg tac age gat gec cag ccc cac ate cag tgg ctg 868 
Pro Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gec gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gec gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gec tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 12 04 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 



93 



agg cgc tec acg gec ggc acc ccc gec cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 13 96 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gec ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gee gtc aag atg etc 14 92 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gee tct gac aag gac ctg gee gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gee 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val He Val Glu Cys Ala 
525 530 535 540 

gee aag gga aac ctg egg gag ttc ctg egg gec egg cgc ccc cca ggc 1684 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt ' cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gee tac cag gtg gee cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gee cgc aat 182 8 
Tyr Leu Glu Ser Arg Lys Cys He His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys He Ala Asp Phe Gly Leu 
605 610 615 620 

gee cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 1924 
Ala Arg Gly Val His His He Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gec ttg ttt gac egg gtg 1972 

Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 
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tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 



ate ttc ace etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2 068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct ace ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gee gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gee age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 32 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 
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Leu Thr Leu lie 
115 

Asp Pro Glu Ser 
130 

Gin Ala Pro Tyr 
145 

Ala Val Pro Ala 



Asn Pro Thr Pro 
180 

Gly Glu Asn Arg 
195 

Leu Val Met Glu 
210 

Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 



Thr Gly Asp Ser 
120 

His Arg Asp Leu 
135 

Trp Thr His Pro 
150 

Gly Asn Thr Val 
165 

Thr lie Arg Trp 



lie Gly Gly lie 
200 

Ser Val Val Pro 
215 

Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
3 90 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Leu Thr Ser Ser 



Ser Asn Arg His 
140 

Gin Arg Met Glu 
155 

Lys Phe Arg Cys 
170 

Leu Lys Asp Gly 
185 

Arg Leu Arg His 



Ser Asp Arg Gly 
220 

lie Arg Tyr Asn 
235 

Pro lie Leu Gin 
250 

Ser Asp Val Glu 
265 

lie Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 



Asn Asp Asp Glu 
125 

Ser Tyr Pro Gin 



Lys Lys Leu His 
160 

Pro Ala Ala Gly 
175 

Gin Ala Phe His 
190 

Gin His Trp Ser 
205 

Thr Tyr Thr Cys 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Pro Leu Cys Lys 
270 

Lys His He Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 



Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro Ala Ala Pro Pro 
435 440 445 
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Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 

Glu Asp Asn Val 
610 

His His lie Asp 
625 

Lys Trp Met Ala 



Ser Asp Val Trp 
660 

Gly Gly Ser Pro 
675 

Leu Arg Glu Gly 
690 

Leu Tyr Gly Leu 
705 

Pro Thr Phe Lys 



Val Ser Glu Glu 
740 

Pro Ser Gly Gly 
755 



Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys lie Ala 
615 

Tyr Tyr Lys Lys 
630 

Pro Glu Ala Leu 
645 

Ser Phe Gly lie 



Tyr Pro Gly lie 
680 

His Arg Met Asp 
695 

Met Arg Glu Cys 
710 

Gin Leu Val Glu 
725 

Tyr Leu Asp Leu 



Asp Ala Ser Ser 
760 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Val Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 

Thr Ser Asn Gly 
635 

Phe Asp Arg Val 
650 

Pro Leu Trp Glu 
665 

Pro Val Glu Glu 



Arg Pro Pro His 
700 

Trp His Ala Ala 
715 

Ala Leu Asp Lys 
730 

Arg Leu Thr Phe 
745 

Thr Cys Ser Ser 



Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



Arg Leu Pro Val 
640 

Tyr Thr His Gin 
655 

lie Phe Thr Leu 
670 

Leu Phe Ser Leu 
685 

Cys Pro Pro Glu 



Pro Ser Gin Arg 
720 

Val Leu Leu Ala 
735 

Gly Pro Tyr Ser 
750 

Ser Asp Ser Val 
765 



Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 
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Ser Gly Val Gin Thr 
785 

<210> 33 
<211> 2383 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 

<400> 33 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 



gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gee ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 34 0 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg ace tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 484 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac ace gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc ace ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 



cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 
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Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac ace tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gee ggg etc ccg gee aac acc aca gee gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gee cag ccc cac ate cag tgg ctg 86 8 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gee gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gee tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 12 04 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

^99 cgc tec acg gee ggc acc ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 1348 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 
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gcg gcc ccg cct tgc teg ccg gec teg ctg gtg ctt ggg aag ccc eta 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 



ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gcc ttt ggc atg 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gcc egg cct gac caa gcc age act gtg gcc gtc aag atg etc 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gcc tct gac aag gac ctg gcc gac ctg gtc teg gag atg 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc ace cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gcc 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val He Val Glu Cys Ala 
525 530 535 540 

gcc aag gga aac ctg egg gag ttc ctg egg gcc egg cgc ccc cca ggc 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gcc tac cag gtg gcc cga ggc atg cag 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580' 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gcc cgc aat 
Tyr Leu Glu Ser Arg Lys Cys He His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 
Val Leu Val Thr Glu Asp Asn Val Met Lys He Ala Asp Phe Gly Leu 
605 610 615 620 

gcc cgc ggc gtc cac cac att gac tac tat aag aaa ace age aac ggc 
Ala Arg Gly Val His His He Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly He Pro Leu Trp Glu 
655 660 665 

ate ttc ace etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 
He Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

100 



1396 



1444 



1492 



1540 



1588 



1636 



1684 



1732 



1780 



1828 



1876 



1924 



1972 



2020 



2068 



2116 



tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc ccc cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Pro Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gcc gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 

gga ccc tat tec ccc tct ggt ggg gac gcc age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 34 

<211> 789 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 



Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 
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Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 



Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 220 

Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn Tyr Leu Leu Asp 
225 230 235 240 

Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin Ala Gly Leu Pro 
245 250 255 

Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu Leu Leu Cys Lys 
260 265 270 

Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu Lys His lie Val 
275 280 285 

lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro Tyr Val Gin Val 
290 295 300 

Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu Val Leu Tyr Leu 
305 310 315 320 

Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr Cys Leu Ala Gly 
325 330 335 

Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu Thr Val Leu Pro 
340 345 350 

Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin Gin Arg Pro Arg 
355 360 365 

Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala Pro Trp Pro Trp 
370 375 ' 380 

Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly Arg Arg Ser Thr 
385 390 395 400 

Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser Ser Pro Ala Ser 
405 410 415 

Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu Pro Ala Ser Gin 
420 425 430 

( 

Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro Ala Ala Pro Pro 
435 440 445 

Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu Gly Glu Gly Cys 
450 455 460 

Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met Asp Pro Ala Arg 
465 470 475 480 

Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu Lys Asp Asn Ala 
485 490 495 

Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met Glu Val Met Lys 
500 505 510 
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Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu Gly Val Cys Thr 
515 520 525 



Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala Ala Lys Gly Asn 
530 535 540 

Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly Pro Asp Leu Ser 
545 550 555 560 

Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser Phe Pro Val Leu 
565 570 575 

Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin Tyr Leu Glu Ser 
580 585 590 

Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
595 600 605 

Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Gly Val 
610 615 620 

His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 635 640 

Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin 
645 650 655 

Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu lie Phe Thr Leu 
660 665 670 

Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 

Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Pro Gin Arg 
705 710 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 

<210> 35 

<211> 2383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 
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<400> 35 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 

agt gtg cct ggg cct cca gtc teg tec ctg gag gec tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val 
15 20 25 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
30 35 40 

ctg aca gta gec ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gee age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 34 0 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg acc tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gee ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
205 210 215 220 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser He Arg Tyr Asn 
225 230 235 



tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg egg 772 
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Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Arg 
240 245 250 

gcc ggg etc ccg gec aac acc aca gec gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gcc cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gcc gac ggt ttc ccc 916 
Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 300 

tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 

gtc ctg tac ctg egg aac gtg tea gcc gag gac gca ggc gag tac acc 1012 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 

tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gcc tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg acc cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 1204 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

a 99 cgc tec acg gcc ggc acc ccc gcc cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 134 8 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gcc ccg cct tgc teg ccg gcc teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gcc ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gcc egg cct gac caa gcc age act gtg gcc gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 
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aaa gac aac gcc tct gac aag gac ctg gcc gac ctg gtc teg gag atg 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 
Glu Val Met Lys Leu lie Gly Arg His Lys Asn lie lie Asn Leu Leu 
510 515 520 

ggt gtc tgc acc cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gcc 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val lie Val Glu Cys Ala 
525 530 535 540 

gcc aag gga aac ctg egg gag ttc ctg egg gcc egg cgc ccc cca ggc 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 

ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gcc tac cag gtg gcc cga ggc atg cag 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gcc cgc aat 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gcc cgc ggc gtc cac cac att gac tac tat aag aaa acc age aac ggc 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc acc etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct acc ttc aag cag ctg gtg gag gcg ctg gac aag 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 



gtc ctg ctg gcc gtc tct gag gag tac etc gac etc cgc ctg acc ttc 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 740 745 
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1540 



1588 



1636 



1684 



1732 



1780 



1828 



1876 



1924 



1972 



2020 



2068 



2116 



2164 



2212 



2260 



gga ccc tat tec ccc tct ggt ggg gac gec age age ace tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 2356 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 

<210> 36 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
15 10 15 

Pro Pro Val Ser Ser Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His Gin His Trp Ser 
195 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 220 



Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn Tyr Leu Leu Asp 
225 230 235 240 
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Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 

545 " 



Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp lie Asn Ser 
310 

Ala Glu Asp Ala 

325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 



Pro lie Leu Arg 
250 

Ser Asp Val Glu 
265 

lie Gin Trp Leu 



Asp Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Val Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 



Ala Gly Leu Pro 
255 

Leu Leu Cys Lys 
270 

Lys His lie Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 



Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser Phe Pro Val Leu 
565 570 575 
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Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin Tyr Leu Glu Ser 
580 585 590 



Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr 
595 600 605 

Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu Ala Arg Gly Val 
610 615 620 

His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 635 640 

Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin 
645 650 655 

Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu lie Phe Thr Leu 
660 665 670 

Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu Leu Phe Ser Leu 
675 680 685 

Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu 
690 695 700 

Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Ser Gin Arg 
705 710 . 715 720 

Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala 
725 730 735 

Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe Gly Pro Tyr Ser 
740 745 750 

Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val 
755 760 765 

Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly 
770 775 780 

Ser Gly Val Gin Thr 
785 



<210> 37 

<211> 2383 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (2383) 

<400> 37 

caccaagctt cccacc atg egg ctg ctg ctg gec ctg ttg ggg gtc ctg ctg 52 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu 
15 10 



agt gtg cct ggg cct cca gtc teg ttc ctg gag gee tct gag gaa gtg 100 
Ser Val Pro Gly Pro Pro Val Ser Phe Leu Glu Ala Ser Glu Glu Val 
15 20 25 

/ 

gag ctt gag ccc tgc ctg get ccc age ctg gag cag caa gag cag gag 14 8 
Glu Leu Glu Pro Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu 
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30 35 40 

ctg aca gta gcc ctt ggg cag cct gtg egg ctg tgc tgt ggg egg get 196 
Leu Thr Val Ala Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala 
45 50 55 60 

gag cgt ggt ggc cac tgg tac aag gag ggc agt cgc ctg gca cct get 244 
Glu Arg Gly Gly His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala 
65 70 75 

ggc cgt gta egg ggc tgg agg ggc cgc eta gag att gcc age ttc eta 292 
Gly Arg Val Arg Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu 
80 85 90 

cct gag gat get ggc cgc tac etc tgc ccg gca cga ggc tec atg ate 340 
Pro Glu Asp Ala Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met lie 
95 100 105 

gtc ctg cag aat etc ace ttg att aca ggt gac tec ttg acc tec age 388 
Val Leu Gin Asn Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser 
110 115 ~ 120 

aac gat gat gag gac ccc gag tec cat agg gac etc teg aat agg cac 436 
Asn Asp Asp Glu Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His 
125 130 135 140 

agt tac ccc cag caa gca ccc tac tgg aca cac ccc cag cgc atg gag 4 84 
Ser Tyr Pro Gin Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu 
145 150 155 

aag aaa ctg cat gca gta cct gcg ggg aac acc gtc aag ttc cgc tgt 532 
Lys Lys Leu His Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys 
160 165 170 

cca get gca ggc aac ccc acg ccc acc ate cgc tgg ctt aag gat gga 580 
Pro Ala Ala Gly Asn Pro Thr Pro Thr lie Arg Trp Leu Lys Asp Gly 
175 180 185 

cag gcc ttt cat ggg gag aac cgc att gga ggc att egg ctg cgc cat 628 
Gin Ala Phe His Gly Glu Asn Arg lie Gly Gly lie Arg Leu Arg His 
190 195 200 

cag cac tgg agt etc gtg atg gag age gtg gtg ccc teg gac cgc ggc 676 
Gin His Trp Ser Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly 
2 05 210 215 22 0 

aca tac acc tgc ctg gta gag aac get gtg ggc age ate cgt tat aac 724 
Thr Tyr Thr Cys Leu Val Glu Asn Ala Val Gly Ser lie Arg Tyr Asn 
225 230 235 

tac ctg eta gat gtg ctg gag egg tec ccg cac egg ccc ate ctg cag 772 
Tyr Leu Leu Asp Val Leu Glu Arg Ser Pro His Arg Pro lie Leu Gin 
240 245 250 

gcc ggg etc ccg gcc aac acc aca gcc gtg gtg ggc age gac gtg gag 820 
Ala Gly Leu Pro Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu 
255 260 265 

ctg ctg tgc aag gtg tac age gat gcc cag ccc cac ate cag tgg ctg 868 
Leu Leu Cys Lys Val Tyr Ser Asp Ala Gin Pro His lie Gin Trp Leu 
270 275 280 

aag cac ate gtc ate aac ggc age age ttc gga gcc gac ggt ttc ccc 916 
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Lys His lie Val lie Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro 
285 290 295 ' 300 



tat gtg caa gtc eta aag act gca gac ate aat age tea gag gtg gag 964 
Tyr Val Gin Val Leu Lys Thr Ala Asp lie Asn Ser Ser Glu Val Glu 
305 310 315 



gtc ctg tac ctg egg aac gtg tea gee gag gac gca ggc gag tac ace 
Val Leu Tyr Leu Arg Asn Val Ser Ala Glu Asp Ala Gly Glu Tyr Thr 
320 325 330 



1012 



tgc etc gca ggc aat tec ate ggc etc tec tac cag tct gec tgg etc 1060 
Cys Leu Ala Gly Asn Ser lie Gly Leu Ser Tyr Gin Ser Ala Trp Leu 
335 340 345 

acg gtg ctg cca gtg cga ggg cag agg agg ace cca cat gga ccg cag 1108 
Thr Val Leu Pro Val Arg Gly Gin Arg Arg Thr Pro His Gly Pro Gin 
350 355 360 

cag cgc ccg agg cca ggt ata egg aca tea tec tgt acg cgt egg get 1156 
Gin Arg Pro Arg Pro Gly lie Arg Thr Ser Ser Cys Thr Arg Arg Ala 
365 370 375 380 

ccc tgg cct tgg ctg tgc tec tgc tgc tgg ccg ggc tgt ate gag ggc 12 04 
Pro Trp Pro Trp Leu Cys Ser Cys Cys Trp Pro Gly Cys lie Glu Gly 
385 390 395 

agg cgc tec acg gee ggc ace ccc gee cgc ccg cca ctg tgc aga age 1252 
Arg Arg Ser Thr Ala Gly Thr Pro Ala Arg Pro Pro Leu Cys Arg Ser 
400 405 410 

tct ccc get tec etc tgg ccc gac agt tct ccc tgg agt cag get ctt 1300 
Ser Pro Ala Ser Leu Trp Pro Asp Ser Ser Pro Trp Ser Gin Ala Leu 
415 420 425 

ccg gca agt caa get cat ccc tgg tac gag gcg tgc gtc tct cct cca 134 8 
Pro Ala Ser Gin Ala His Pro Trp Tyr Glu Ala Cys Val Ser Pro Pro 
430 435 440 

gcg gee ccg cct tgc teg ccg gee teg ctg gtg ctt ggg aag ccc eta 1396 
Ala Ala Pro Pro Cys Ser Pro Ala Ser Leu Val Leu Gly Lys Pro Leu 
445 450 455 460 

ggc gag ggc tgc ttt ggc cag gta gta cgt gca gag gee ttt ggc atg 1444 
Gly Glu Gly Cys Phe Gly Gin Val Val Arg Ala Glu Ala Phe Gly Met 
465 470 475 

gac cct gee egg cct gac caa gee age act gtg gee gtc aag atg etc 1492 
Asp Pro Ala Arg Pro Asp Gin Ala Ser Thr Val Ala Val Lys Met Leu 
480 485 490 

aaa gac aac gee tct gac aag gac ctg gee gac ctg gtc teg gag atg 1540 
Lys Asp Asn Ala Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met 
495 500 505 

gag gtg atg aag ctg ate ggc cga cac aag aac ate ate aac ctg ctt 1588 
Glu Val Met Lys Leu He Gly Arg His Lys Asn He He Asn Leu Leu 
510 515 520 

ggt gtc tgc ace cag gaa ggg ccc ctg tac gtg ate gtg gag tgc gec 1636 
Gly Val Cys Thr Gin Glu Gly Pro Leu Tyr Val He Val Glu Cys Ala 
525 530 535 " 540 
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gcc aag gga aac ctg egg gag ttc ctg egg gee egg cgc ccc cca ggc 
Ala Lys Gly Asn Leu Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly 
545 550 555 



1684 



ccc gac etc age ccc gac ggt cct egg age agt gag ggg ccg etc tec 1732 
Pro Asp Leu Ser Pro Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser 
560 565 570 

ttc cca gtc ctg gtc tec tgc gcc tac cag gtg gcc cga ggc atg cag 1780 
Phe Pro Val Leu Val Ser Cys Ala Tyr Gin Val Ala Arg Gly Met Gin 
575 580 585 

tat ctg gag tec egg aag tgt ate cac egg gac ctg get gcc cgc aat 1828 
Tyr Leu Glu Ser Arg Lys Cys lie His Arg Asp Leu Ala Ala Arg Asn 
590 595 600 

gtg ctg gtg act gag gac aat gtg atg aag att get gac ttt ggg ctg 1876 
Val Leu Val Thr Glu Asp Asn Val Met Lys lie Ala Asp Phe Gly Leu 
605 610 615 620 

gcc cgc ggc gtc cac cac att gac tac tat aag aaa ace age aac ggc 1924 
Ala Arg Gly Val His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly 
625 630 635 

cgc ctg cct gtg aag tgg atg gcg ccc gag gcc ttg ttt gac egg gtg 1972 
Arg Leu Pro Val Lys Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val 
640 645 650 

tac aca cac cag agt gac gtg tgg tct ttt ggg ate ccg eta tgg gag 2020 
Tyr Thr His Gin Ser Asp Val Trp Ser Phe Gly lie Pro Leu Trp Glu 
655 660 665 

ate ttc ace etc ggg ggc tec ccg tat cct ggc ate ccg gtg gag gag 2068 
lie Phe Thr Leu Gly Gly Ser Pro Tyr Pro Gly lie Pro Val Glu Glu 
670 675 680 

ctg ttc teg ctg ctg egg gag gga cat egg atg gac cga ccc cca cac 2116 
Leu Phe Ser Leu Leu Arg Glu Gly His Arg Met Asp Arg Pro Pro His 
685 690 695 700 

tgc ccc cca gag ctg tac ggg ctg atg cgt gag tgc tgg cac gca gcg 2164 
Cys Pro Pro Glu Leu Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala 
705 710 715 

ccc tec cag agg cct ace ttc aag cag ctg gtg gag gcg ctg gac aag 2212 
Pro Ser Gin Arg Pro Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys 
720 725 730 

gtc ctg ctg gcc gtc tct gag gag tac etc gac etc cgc ctg acc ttc 2260 
Val Leu Leu Ala Val Ser Glu Glu Tyr Leu Asp Leu Arg Leu Thr Phe 
735 4 740 745 

gga ccc tat tec ccc tct ggt ggg gac gcc age age acc tgc tec tec 2308 
Gly Pro Tyr Ser Pro Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser 
750 755 760 

age gat tct gtc ttc age cac gac ccc ctg cca ttg gga tec age tec 23 56 
Ser Asp Ser Val Phe Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser 
765 770 775 780 

ttc ccc ttc ggg tct ggg gtg cag aca 2383 
Phe Pro Phe Gly Ser Gly Val Gin Thr 
785 
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<210> 38 

<211> 789 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
1 5 10 15 

Pro Pro Val Ser Phe Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 

Cys Leu Ala Pro Ser Leu Glu Gin Gin Glu Gin Glu Leu Thr Val Ala 
35 40 45 

Leu Gly Gin Pro Val Arg Leu Cys Cys Gly Arg Ala Glu Arg Gly Gly 
50 55 60 

His Trp Tyr Lys Glu Gly Ser Arg Leu Ala Pro Ala Gly Arg Val Arg 
65 70 75 80 

Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Pro Ala Arg Gly Ser Met He Val Leu Gin Asn 
100 105 110 

Leu Thr Leu He Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Glu Ser His Arg Asp Leu Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 

Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
165 170 175 

Asn Pro Thr Pro Thr He Arg Trp Leu Lys Asp Gly Gin Ala Phe His 
180 185 190 

Gly Glu Asn Arg He Gly Gly He Arg Leu Arg His Gin His Trp Ser 
195 200 205 

Leu Val Met Glu Ser Val Val Pro Ser Asp Arg Gly Thr Tyr Thr Cys 
210 215 220 

Leu Val Glu Asn Ala Val Gly Ser He Arg Tyr Asn Tyr Leu Leu Asp 
225 230 235 240 

Val Leu Glu Arg Ser Pro His Arg Pro He Leu Gin Ala Gly Leu Pro 
245 250 255 

Ala Asn Thr Thr Ala Val Val Gly Ser Asp Val Glu Leu Leu Cys Lys 
260 265 270 

Val Tyr Ser Asp Ala Gin Pro His He Gin Trp Leu Lys His He Val 
275 280 285 



He Asn Gly Ser Ser Phe Gly Ala Asp Gly Phe Pro Tyr Val Gin Val 
290 295 300 
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Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Ser Asp Lys Asp 
500 

Leu lie Gly Arg 
515 

Gin Glu Gly Pro 
530 

Leu Arg Glu Phe 
545 

Pro Asp Gly Pro 



Val Ser Cys Ala 
580 

Arg Lys Cys lie 
595 

Glu Asp Asn Val 
610 



Asp lie Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Ser Pro Trp 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 

Leu Ala Asp Leu 



His Lys Asn lie 
520 

Leu Tyr Val lie 
535 

Leu Arg Ala Arg 
550 

Arg Ser Ser Glu 
565 

Tyr Gin Val Ala 



His Arg Asp Leu 
600 

Met Lys lie Ala 
615 



Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys lie Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Ala Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Met 
475 

Val Lys Met Leu 
490 

Val Ser Glu Met 
505 

lie Asn Leu Leu 



Val Glu Cys Ala 
540 

Arg Pro Pro Gly 
555 

Gly Pro Leu Ser 
570 

Arg Gly Met Gin 
585 

Ala Ala Arg Asn 



Asp Phe Gly Leu 
620 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val -Leu Pro 
350 

Gin Arg Pro Arg 
365 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Ser 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 

Glu Val Met Lys 
510 

Gly Val Cys Thr 
525 

Ala Lys Gly Asn 



Pro Asp Leu Ser 
560 

Phe Pro Val Leu 
575 

Tyr Leu Glu Ser 
590 

Val Leu Val Thr 
605 

Ala Arg Gly Val 



His His lie Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val 
625 630 ^635 640 
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Lys Trp Met Ala 



Ser Asp Val Trp 
660 

Gly Gly Ser Pro 
675 

Leu Arg Glu Gly 
690 

Leu Tyr Gly Leu 
705 

Pro Thr Phe Lys 



Val Ser Glu Glu 
740 

Pro Ser Gly Gly 
755 

Phe Ser His Asp 
770 



Pro Glu Ala Leu 
645 

Ser Phe Gly He 



Tyr Pro Gly He 
680 

His Arg Met Asp 
695 

Met Arg Glu Cys 
710 

Gin Leu Val Glu 
725 

Tyr Leu Asp Leu 



Asp Ala Ser Ser 
760 

Pro Leu Pro Leu 
775 



Phe Asp Arg Val 
650 

Pro Leu Trp Glu 
665 

Pro Val Glu Glu 



Arg Pro Pro His 
700 

Trp His Ala Ala 
715 

Ala Leu Asp Lys 
730 

Arg Leu Thr Phe 
745 

Thr Cys Ser Ser 



Gly Ser Ser Ser 
780 



Tyr Thr His Gin 
655 

He Phe Thr Leu 
670 

Leu Phe Ser Leu 
685 

Cys Pro Pro Glu 



Pro Ser Gin Arg 
720 

Val Leu Leu Ala 
735 

Gly Pro Tyr Ser 
750 

Ser Asp Ser Val 
765 

Phe Pro Phe Gly 



Ser Gly Val Gin Thr 
785 



<210> 39 

<211> 2383 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<222> (78) . . (78) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (113) . . (113) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (236) . . (236) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_f eature 
<222> (771) . . (771) 

<22 3> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (822) . . (822) 

<2 23> Wherein n may be a, c, g or t 
<220> 

<221> misc__f eature 
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<222> (863) . . (863) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_f eature 
<222> (873) . . (873) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (1262) . . (1262) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc^feature 
<222> (1280) . . (1280) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (1286) . . (1286) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (1295) . . (1295) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (1442) . . (1442) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (1625) . . (1625) 

<22 3> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (1626) . . (1626) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (1628) . . (1628) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (1775) . . (1775) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (2168) . . (2168) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (2255) . . (2255) 

<223> Wherein n may be a, c, g or t 
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<400> 39 

caccaagctt 

tgggcctcca 

tcccagcctg 

gtgctgtggg 

tgctggccgt 

tgctggccgc 

gattacaggt 

cctctcgaat 

ggagaagaaa 

aggcaacccc 

ccgcattgga 

gccctcggac 

taactacctg 

cccggccaac 

cgatgcccag 

agccgacggt 

ggaggtcctg 

aggcaattcc 

gcagaggagg 

ctgtacgcgt 

gggcaggcgc 

tnccctctgg 

ctggtacgag 

gcttgggaag 

cntggaccct 

cgcctctgac 

ccgacacaag 

gatcnngnag 

aggccccgac 

cctggtctcc 

tatccaccgg 

tgctgacttt 

cggccgcctg 

ccagagtgac 

cccgtatcct 

ggaccgaccc 

agcgcccncc 

ggccgtctct 

tggggacgcc 

attgggatcc 



cccaccatgc 
gtctcgtncc 
gagcagcaag 
cgggctgagc 
gtacggggct 
tacctctgcc 
gactccttga 
aggcacagtt 
ctgcatgcag 
acgcccacca 
ggcattcggc 
cgcggcacat 
ctagatgtgc 
accacagccg 
ccccacatcc 
ttcccctatg 
tacctgcgga 
atcggcctct 
accccacatg 

cgggctccct 

tccacggccg 
cccgacagtn 
gcgtgcgtct 
cccctaggcg 
gcccggcctg 
aaggacctgg 
aacatcatca 
tgcgccgcca 
ctcagccccg 
tgcgcctacc 
gacctggctg 
gggctggccc 
cctgtgaagt 
gtgtggtctt 
ggcatcccgg 
ccacactgcc 
cagaggccta 
gaggagtacc 
agcagcacct 
agctccttcc 



ggctgctgct 
tggaggcctc 
agcaggagct 
gtggtggcca 
ggaggggccg 
cggcacgagg 
cctccagcaa 
acccccagca 
tacctgcggg 
tccgctggct 
tgcgccatca 
acacctgcct 
tggagcggtc 
tggtgggcag 
agnggctgaa 
tgcaagtcct 
acgtgtcagc 
cctaccagtc 
gaccgcagca 
ggccttggct 
gcacccccgc 
ctcccnggag 
ctcctccagc 
agggctgctt 
accaagccag 
ccgacctggt 
acctgcttgg 
agggaaacct 
acggtcctcg 
aggtggcccg 
cccgcaatgt 
gcggcgtcca 
ggatggcgcc 
ttgggatccc 
tggaggagct 
ccccagagct 
ccttcaagca 
tcgacctccg 
gctcctccag 
ccttcgggtc 



ggccctgttg 
tgaggaagtg 
gacagtagcc 
ctggtacaag 
cctagagat t 
ctccatgatc 
cgatgatgag 
agcaccctac 
gaacaccgtc 
taaggatgga 
gcactggagt 
ggtagagaac 
cccgcaccgg 
cgacgtggag 
gcncatcgtc 
aaagactgca 
cgaggacgca 
tgcctggctc 
gcgcccgagg 
gtgctcctgc 
ccgcccgcca 
tcagnctctt 
ggccccgcct 
tggccaggta 
cactgtggcc 
ctcggagatg 
tgtctgcacc 
gcgggagttc 
gagcagtgag 
aggcntgcag 
gctggtgact 
ccacattgac 
cgaggccttg 
gctatgggag 
gttctcgctg 
gtacgggctg 
gctggtggag 
cctgnccttc 
cgattctgtc 
tggggtgcag 



ggggtcctgc 
gagcttgagc 
cttgggcagc 
gagggcagtc 
gccagcttcc 
gtcctgcaga 
gaccccgagt 
tggacacacc 
aagttccgct 
caggcctttc 
ctcgtgatgg 
gctgtgggca 
cccatcctgc 
cngctgtgca 
atcaacggca 
gacatcaata 
ggcgagtaca 
acggtgctgc 
ccaggtatac 
tgctggccgg 
ctgtgcagaa 
ccggcaagtc 
tgctcgccgg 
gtacgtgcag 
gtcaagatgc 
gaggtgatga 
caggaagggc 
ctgcgggccc 
gggccgctct 
tatctggagt 
gaggacaatg 
tactataaga 
tttgaccggg 
atcttcaccc 
ctgcgggagg 
atgcgtgagt 
gcgctggaca 
ggaccctatt 
ttcagccacg 
aca 



tgagtgtgcc 
ccngcctggc 
ctgtgcggct 
gcctgncacc 
tacctgagga 
atctcacctt 
cccataggga 
cccagcgcat 
gtccagctgc 
atggggagaa 
agagcgtggt 
gcatccgtta 
nggccgggct 
aggtgtacag 
gcagcttcgg 
gctcagaggt 
cctgcctcgc 
cagtgcgagg 
ggacatcatc 
gctgtatcga 
gctctcccgc 
aagctcatcc 
cctcgctggt 
aggcctttgg 
tcaaagacaa 
agctgatcgg 
ccctgtacgt 
ggcgcccccc 
ccttcccagt 
cccggaagtg 
tgatgaagat 
aaaccagcaa 
tgtacacaca 
tcgggggctc 
gacatcggat 
gctggcacgc 
aggtcctgct 
ccccctctgg 
accccctgcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2383 



<210> 40 
<211> 788 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (20) . . (20) 

<223> Wherein Xaa may be any naturally occurring amino acid 



<220> 

<221> misc_f eature 
<222> (21) . . (21) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (33) . . (33) 

<223> Wherein Xaa may be any naturally occurring amino acid 



<220> 
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<221> misc_f eature 
<222> (74) . . (74) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (102) . . (102) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (131) . . (131) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (136) . . (136) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (252) . . (252) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (269) . . (269) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc__f eature 
<222> (283) . . (283) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (286) . . (286) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (297) . . (297) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (416) . . (416) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (422) . . (422) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (424) . . (424) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (427) . . (427) 

<223> Wherein Xaa may be any naturally occurring amino acid 
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<220> 

<221> misc_feature 
<222> (476) . . (476) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_f eature 
<222> (537) . . (537) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (586) . . (586) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (665) . . (665) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (717) . . (717) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (746) . . (746) 

<22 3> Wherein Xaa may be any naturally occurring amino acid 
<400> 40 

Met Arg Leu Leu Leu Ala Leu Leu Gly Val Leu Leu Ser Val Pro Gly 
1 5 10 15 

Pro Pro Val Xaa Xaa Leu Glu Ala Ser Glu Glu Val Glu Leu Glu Pro 
20 25 30 



Xaa Leu Ala Pro Ser Leu Glu Gin 
35 40 

Leu Gly Gin Pro Val Arg Leu Cys 
50 55 

His Trp Tyr Lys Glu Gly Ser Arg 
65 70 



Gin Glu Gin Glu Leu Thr Val Ala 
45 

Cys Gly Arg Ala Glu Arg Gly Gly 
60 

Leu Xaa Pro Ala Gly Arg Val Arg 
75 80 



Gly Trp Arg Gly Arg Leu Glu lie Ala Ser Phe Leu Pro Glu Asp Ala 
85 90 95 

Gly Arg Tyr Leu Cys Xaa Ala Arg Gly Ser Met lie Val Leu Gin Asn 
100 105 110 

Leu Thr Leu lie Thr Gly Asp Ser Leu Thr Ser Ser Asn Asp Asp Glu 
115 120 125 

Asp Pro Xaa Ser His Arg Asp Xaa Ser Asn Arg His Ser Tyr Pro Gin 
130 135 140 

Gin Ala Pro Tyr Trp Thr His Pro Gin Arg Met Glu Lys Lys Leu His 
145 150 155 160 



Ala Val Pro Ala Gly Asn Thr Val Lys Phe Arg Cys Pro Ala Ala Gly 
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165 



170 



175 



Asn Pro Thr Pro 
180 

Gly Glu Asn Arg 
195 

Leu Val Met Glu 
210 

Leu Val Glu Asn 
225 

Val Leu Glu Arg 



Ala Asn Thr Thr 
260 

Val Tyr Ser Asp 
275 

lie Asn Gly Ser 
290 

Leu Lys Thr Ala 
305 

Arg Asn Val Ser 



Asn Ser lie Gly 
340 

Val Arg Gly Gin 
355 

Pro Gly lie Arg 
370 

Leu Cys Ser Cys 
385 

Ala Gly Thr Pro 



Leu Trp Pro Asp 
420 

Ala His Pro Trp 
435 

Cys Ser Pro Ala 
450 

Phe Gly Gin Val 
465 

Pro Asp Gin Ala 



Thr lie Arg Trp 



lie Gly Gly He 
200 

Ser Val Val Pro 
215 

Ala Val Gly Ser 
230 

Ser Pro His Arg 
245 

Ala Val Val Gly 



Ala Gin Pro His 
280 

Ser Phe Gly Ala 
295 

Asp He Asn Ser 
310 

Ala Glu Asp Ala 
325 

Leu Ser Tyr Gin 



Arg Arg Thr Pro 
360 

Thr Ser Ser Cys 
375 

Cys Trp Pro Gly 
390 

Ala Arg Pro Pro 
405 

Ser Xaa Pro Xaa 



Tyr Glu Ala Cys 
440 

Ser Leu Val Leu 
455 

Val Arg Ala Glu 
470 

Ser Thr Val Ala 
485 



Leu Lys Asp Gly 
185 

Arg Leu Arg His 



Ser Asp Arg Gly 
220 

He Arg Tyr Asn 
235 

Pro He Leu Xaa 
250 

Ser Asp Val Glu 
265 

He Gin Xaa Leu 



Xaa Gly Phe Pro 
300 

Ser Glu Val Glu 
315 

Gly Glu Tyr Thr 
330 

Ser Ala Trp Leu 
345 

His Gly Pro Gin 



Thr Arg Arg Ala 
380 

Cys He Glu Gly 
395 

Leu Cys Arg Ser 
410 

Ser Gin Xaa Leu 
425 

Val Ser Pro Pro 



Gly Lys Pro Leu 
460 

Ala Phe Gly Xaa 
475 

Val Lys Met Leu 
490 



Gin Ala Phe His 
190 

Gin His Trp Ser 
205 

Thr Tyr Thr Cys 



Tyr Leu Leu Asp 
240 

Ala Gly Leu Pro 
255 

Xaa Leu Cys Lys 
270 

Lys Xaa He Val 
285 

Tyr Val Gin Val 



Val Leu Tyr Leu 
320 

Cys Leu Ala Gly 
335 

Thr Val Leu Pro 
350 

Gin Arg Pro Arg 
3 65 

Pro Trp Pro Trp 



Arg Arg Ser Thr 
400 

Ser Pro Ala Xaa 
415 

Pro Ala Ser Gin 
430 

Ala Ala Pro Pro 
445 

Gly Glu Gly Cys 



Asp Pro Ala Arg 
480 

Lys Asp Asn Ala 
495 



Ser Asp Lys Asp Leu Ala Asp Leu Val Ser Glu Met Glu Val Met Lys 

12 0 



500 



505 



510 



Leu lie Gly Arg His Lys Asn lie He Asn Leu Leu Gly Val Cys Thr 
515 520 525 

Gin Glu Gly Pro Leu Tyr Val He Xaa Cys Ala Ala Lys Gly Asn Leu 
530 535 540 

Arg Glu Phe Leu Arg Ala Arg Arg Pro Pro Gly Pro Asp Leu Ser Pro 
545 550 555 560 

Asp Gly Pro Arg Ser Ser Glu Gly Pro Leu Ser Phe Pro Val Leu Val 
565 570 575 

Ser Cys Ala Tyr Gin Val Ala Arg Gly Xaa Gin Tyr Leu Glu Ser Arg 
580 585 590 

Lys Cys He His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Thr Glu 
595 600 605 

Asp Asn Val Met Lys He Ala Asp Phe Gly Leu Ala Arg Gly Val His 
610 615 620 

His He Asp Tyr Tyr Lys Lys Thr Ser Asn Gly Arg Leu Pro Val Lys 
625 630 635 640 

Trp Met Ala Pro Glu Ala Leu Phe Asp Arg Val Tyr Thr His Gin Ser 
645 650 655 

Asp Val Trp Ser Phe Gly He Pro Xaa Trp Glu He Phe Thr Leu Gly 
660 665 670 

Gly Ser Pro Tyr Pro Gly He Pro Val Glu Glu Leu Phe Ser Leu Leu 
675 680 685 

Arg Glu Gly His Arg Met Asp Arg Pro Pro His Cys Pro Pro Glu Leu 
690 - 695 700 

Tyr Gly Leu Met Arg Glu Cys Trp His Ala Ala Pro Xaa Gin Arg Pro 
705 710 715 720 

Thr Phe Lys Gin Leu Val Glu Ala Leu Asp Lys Val Leu Leu Ala Val 
725 730 735 

Ser Glu Glu Tyr Leu Asp Leu Arg Leu Xaa Phe Gly Pro Tyr Ser Pro 
740 745 750 

Ser Gly Gly Asp Ala Ser Ser Thr Cys Ser Ser Ser Asp Ser Val Phe 
755 760 765 

Ser His Asp Pro Leu Pro Leu Gly Ser Ser Ser Phe Pro Phe Gly Ser 
770 775 780 

Gly Val Gin Thr 
785 

<210> 41 

<211> 1942 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> (15) . . (1742) 



<400> 41 

cgaacacctc caac atg aag ctt ctt cat gtt ttc ctg tta ttt ctg tgc 50 

Met Lys Leu Leu His Val Phe Leu Leu Phe Leu Cys 
15 10 

ttc cac tta agg ttt tgc aag gtc act tat aca tct caa gag gat ctg 98 
Phe His Leu Arg Phe Cys Lys Val Thr Tyr Thr Ser Gin Glu Asp Leu 
15 20 25 

gtg gag aaa aag tgc tta gca aaa aaa tat act cac etc tec tgc gat 146 
Val Glu Lys Lys Cys Leu Ala Lys Lys Tyr Thr His Leu Ser Cys Asp 
30 35 40 

aaa gtc ttc tgc cag cca tgg cag aga tgc att gag ggc acc tgt gtt 194 
Lys Val Phe Cys Gin Pro Trp Gin Arg Cys He Glu Gly Thr Cys Val 
45 50 55 60 

tgt aaa eta ccg tat cag tgc cca aag aat ggc act gca gtg tgt gca 242 
Cys Lys Leu Pro Tyr Gin Cys Pro Lys Asn Gly Thr Ala Val Cys Ala 
65 70 75 

act aac agg aga age ttc cca aca tac tgt caa caa aag agt ttg gaa 2 90 
Thr Asn Arg Arg Ser Phe Pro Thr Tyr Cys Gin Gin Lys Ser Leu Glu 
80 85 90 

tgt ctt cat cca ggg aca aag ttt tta aat aac gga aca tgc aca gec 338 
Cys Leu His Pro Gly Thr Lys Phe Leu Asn Asn Gly Thr Cys Thr Ala 
95 100 105 

gaa gga aag ttt agt gtt tec ttg aag cat gga aat aca gat tea gag 386 
Glu Gly Lys Phe Ser Val Ser Leu Lys His Gly Asn Thr Asp Ser Glu 
110 115 120 

gga ata gtt gaa gta aaa ctt gtg gac caa gat aag aca atg ttc ata 434 
Gly He Val Glu Val Lys Leu Val Asp Gin Asp Lys Thr Met Phe lie 
125 130 135 140 

tgc aaa age age tgg age atg agg gaa gee aac gtg gee tgc ctt gac 482 
Cys Lys Ser Ser Trp Ser Met Arg Glu Ala Asn Val Ala Cys Leu Asp 
145 150 155 

ctt ggg ttt caa caa ggt get gat act caa aga agg ttt aag ttg tct 53 0 
Leu Gly Phe Gin Gin Gly Ala Asp Thr Gin Arg Arg Phe Lys Leu Ser 
160 165 170 

gat etc tct ata aat tec act gaa tgt eta cat gtg cat tgc cga gga 578 
Asp Leu Ser He Asn Ser Thr Glu Cys Leu His Val His Cys Arg Gly 
175 180 185 

tta gag acc agt ttg get gaa tgt act ttt act aag aga aga act atg 626 
Leu Glu Thr Ser Leu Ala Glu Cys Thr Phe Thr Lys Arg Arg Thr Met 
190 195 200 

ggt tac cag gat ttc get gat gtg gtt tgt tat aca cag aaa gca gat 674 
Gly Tyr Gin Asp Phe Ala Asp Val Val Cys Tyr Thr Gin Lys Ala Asp 
205 210 215 220 

tct cca atg gat gac ttc ttt cag tgt gtg aat ggg aaa tac att tct 722 
Ser Pro Met Asp Asp Phe Phe Gin Cys Val Asn Gly Lys Tyr He Ser 
225 230 235 
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cag atg aaa gcc tgt gat ggt ate aat gat tgt gga gac caa agt gat 770 
Gin Met Lys Ala Cys Asp Gly lie Asn Asp Cys Gly Asp Gin Ser Asp 
240 245 250 

gaa ctg tgt tgt aaa gca tgc caa ggc aaa ggc ttc cat tgc aaa teg 818 
Glu Leu Cys Cys Lys Ala Cys Gin Gly Lys Gly Phe His Cys Lys Ser 
255 260 265 

ggt gtt tgc att cca age cag tat caa tgc aat ggt gag gtg gac tgc 866 
Gly Val Cys lie Pro Ser Gin Tyr Gin Cys Asn Gly Glu Val Asp Cys 
270 275 280 

att aca ggg gaa gat gaa gtt ggc tgt gca gaa gaa aca gaa att ttg 914 
lie Thr Gly Glu Asp Glu Val Gly Cys Ala Glu Glu Thr Glu lie Leu 
285 290 295 300 

act get gac atg gat gca gaa aga aga egg ata aaa tea tta tta cct 962 
Thr Ala Asp Met Asp Ala Glu Arg Arg Arg lie Lys Ser Leu Leu Pro 
305 310 315 

aaa eta tct tgt gga gtt aaa aac aga atg cac att cga agg aaa cga 1010 
Lys Leu Ser Cys Gly Val Lys Asn Arg Met His lie Arg Arg Lys Arg 
320 325 330 

att gtg gga gga aag cga gca caa ctg gga gac etc cca tgg cag gtg 1058 
lie Val Gly Gly Lys Arg Ala Gin Leu Gly Asp Leu Pro Trp Gin Val 
335 340 345 

gca att aag gat gcc agt gga ate acc tgt ggg gga att tat att ggt 1106 
Ala lie Lys Asp Ala Ser Gly lie Thr Cys Gly Gly lie Tyr lie Gly 
350 355 360 

99C tgt tgg att ctg act get gca cat tgt etc aga gcc agt aaa act 1154 
Gly Cys Trp lie Leu Thr Ala Ala His Cys Leu Arg Ala Ser Lys Thr 
365 370 375 380 

cat cgt tac caa ata tgg aca aca gta gta gac tgg ata cac ccc gac 1202 
His Arg Tyr Gin lie Trp Thr Thr Val Val Asp Trp lie His Pro Asp 
385 390 395 

ctt aaa cgt ata gta att gaa tac gtg gat aga att att ttc cat gaa 1250 
Leu Lys Arg lie Val lie Glu Tyr Val Asp Arg lie lie Phe His Glu 
400 405 410 

aac tac aat gca ggc act tac caa aat gac ate get ttg att gaa atg 1298 
Asn Tyr Asn Ala Gly Thr Tyr Gin Asn Asp lie Ala Leu lie Glu Met 
415 420 425 

aaa aaa gac gga aac aaa aaa gat tgt gag ctg cct cgt tec ate cct 134 6 
Lys Lys Asp Gly Asn Lys Lys Asp Cys Glu Leu Pro Arg Ser lie Pro 
430 435 440 

gcc tgt gtc ccc tgg tct cct tac eta ttc caa cct aat gat aca tgc 1394 
Ala Cys Val Pro Trp Ser Pro Tyr Leu Phe Gin Pro Asn Asp Thr Cys 
445 450 455 460 

ate gtt tct ggc tgg gga cga gaa aaa gat aac gaa aga gtc ttt tea 1442 
lie Val Ser Gly Trp Gly Arg Glu Lys Asp Asn Glu Arg Val Phe Ser 
465 470 475 

ctt cag tgg ggt gaa gtt aaa eta ata age aac tgc tct aag ttt tac 1490 
Leu Gin Trp Gly Glu Val Lys Leu lie Ser Asn Cys Ser Lys Phe Tyr 
480 485 490 
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gga aat cgt ttc tat gaa aaa gaa atg gaa tgt gca ggt aca tat gat 
Gly Asn Arg Phe Tyr Glu Lys Glu Met Glu Cys Ala Gly Thr Tyr Asp 
4 95 500 505 



1538 



ggt tec ate gat gee tgt aaa ggg gac tct gga ggc ccc tta gtc tgt 1586 
Gly Ser lie Asp Ala Cys Lys Gly Asp Ser Gly Gly Pro Leu Val Cys 
510 515 520 

atg gat gee aac aat gtg act tat gtc tgg ggt gtt gtg agt tgg ggg 1634 
Met Asp Ala Asn Asn Val Thr Tyr Val Trp Gly Val Val Ser Trp Gly 
525 530 535 540 

gaa aac tgt gga aaa cca gag ttc cca ggt ttt tac ace aaa gtg gee 1682 
Glu Asn Cys Gly Lys Pro Glu Phe Pro Gly Phe Tyr Thr Lys Val Ala 
545 550 555 

aat tat ttt gac tgg att age tac cat gta gga agg cct ttt att tct 1730 
Asn Tyr Phe Asp Trp lie Ser Tyr His Val Gly Arg Pro Phe lie Ser 
560 565 570 

cag tac aat gta taaaattgtg atctctctct tcattctatt ctttttctct 1782 
Gin Tyr Asn Val 
575 

caagagttcc atttaatgga aataaaaegg tataattaat aattctctag gggggaaaaa 1842 

tgaagcaaat ctcattggat atttttaaag gtctccacag agtttatgcc atattggaat 1902 

tttgttgtat aattctcaaa taaatatttt ggtgaagcat 1942 

<210> 42 
<211> 576 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Lys Leu Leu His Val Phe Leu Leu Phe Leu Cys Phe His Leu Arg 
1 5 10 15 

Phe Cys Lys Val Thr Tyr Thr Ser Gin Glu Asp Leu Val Glu Lys Lys 
20 25 30 

Cys Leu Ala Lys Lys Tyr Thr His Leu Ser Cys Asp Lys Val Phe Cys 
35 40 45 

Gin Pro Trp Gin Arg Cys lie Glu Gly Thr Cys Val Cys Lys Leu Pro 
50 55 60 

Tyr Gin Cys Pro Lys Asn Gly Thr Ala Val Cys Ala Thr Asn Arg Arg 
65 70 75 80 

Ser Phe Pro Thr Tyr Cys Gin Gin Lys Ser Leu Glu Cys Leu His Pro 
85 90 95 

Gly Thr Lys Phe Leu Asn Asn Gly Thr Cys Thr Ala Glu Gly Lys Phe 
100 105 110 

Ser Val Ser Leu Lys His Gly Asn Thr Asp Ser Glu Gly lie Val Glu 
115 120 125 



Val Lys Leu Val Asp Gin Asp Lys Thr Met Phe lie Cys Lys Ser Ser 
130 135 140 
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Trp Ser Met Arg Glu Ala Asn Val Ala Cys Leu Asp Leu Gly Phe Gin 
145 150 155 160 



Gin Gly Ala Asp 



Asn Ser Thr Glu 
180 

Leu Ala Glu Cys 
195 

Phe Ala Asp Val 
210 

Asp Phe Phe Gin 
225 

Cys Asp Gly lie 



Lys Ala Cys Gin 
260 

Pro Ser Gin Tyr 
275 

Asp Glu Val Gly 
290 

Asp Ala Glu Arg 
305 

Gly Val Lys Asn 



Lys Arg Ala Gin 
340 

Ala Ser Gly lie 
355 

Leu Thr Ala Ala 
370 

lie Trp Thr Thr 
385 

Val lie Glu Tyr 



Gly Thr Tyr Gin 
420 

Asn Lys Lys Asp 
435 

Trp Ser Pro Tyr 
450 

Trp Gly Arg Glu 
465 



Thr Gin Arg Arg 
165 

Cys Leu His Val 



Thr Phe Thr Lys 
200 

Val Cys Tyr Thr 
215 

Cys Val Asn Gly 
230 

Asn Asp Cys Gly 
245 

Gly Lys Gly Phe 



Gin Cys Asn Gly 
280 

Cys Ala Glu Glu 
295 

Arg Arg lie Lys 
310 

Arg Met His lie 
325 

Leu Gly Asp Leu 



Thr Cys Gly Gly 
360 

His Cys Leu Arg 
375 

Val Val Asp Trp 
390 

Val Asp Arg lie 
405 

Asn Asp lie Ala 



Cys Glu Leu Pro 
440 

Leu Phe Gin Pro 
455 

Lys Asp Asn Glu 
470 



Phe Lys Leu Ser 
170 

His Cys Arg Gly 
185 

Arg Arg Thr Met 



Gin Lys Ala Asp 
220 

Lys Tyr lie Ser 
235 

Asp Gin Ser Asp 
250 

His Cys Lys Ser 
265 

Glu Val Asp Cys 



Thr Glu lie Leu 
300 

Ser Leu Leu Pro 
315 

Arg Arg Lys Arg 
330 

Pro Trp Gin Val 
345 

lie Tyr lie Gly 



Ala Ser Lys Thr 
380 

lie His Pro Asp 
395 

He Phe His Glu 
410 

Leu He Glu Met 
425 

Arg Ser He Pro 



Asn Asp Thr Cys 
460 

Arg Val Phe Ser 
475 

125 



Asp Leu Ser He 
175 

Leu Glu Thr Ser 
190 

Gly Tyr Gin Asp 
205 

Ser Pro Met Asp 



Gin Met Lys Ala 
240 

Glu Leu Cys Cys 
255 

Gly Val Cys He 
270 

He Thr Gly Glu 
285 

Thr Ala Asp Met 



Lys Leu Ser Cys 
320 

He Val Gly Gly 
335 

Ala He Lys Asp 
350 

Gly Cys Trp He 
365 

His Arg Tyr Gin 



Leu Lys Arg He 
400 

Asn Tyr Asn Ala 
415 

Lys Lys Asp Gly 
430 

Ala Cys Val Pro 
445 

He Val Ser Gly 



Leu Gin Trp Gly 
480 



Glu Val Lys Leu lie Ser Asn Cys Ser Lys Phe Tyr Gly Asn Arg Phe 
485 490 495 



Tyr Glu Lys Glu Met Glu Cys Ala Gly Thr Tyr Asp Gly Ser lie Asp 
500 505 510 

Ala Cys Lys Gly Asp Ser Gly Gly Pro Leu Val Cys Met Asp Ala Asn 
515 520 525 

Asn Val Thr Tyr Val Trp Gly Val Val Ser Trp Gly Glu Asn Cys Gly 
530 535 540 

Lys Pro Glu Phe Pro Gly Phe Tyr Thr Lys Val Ala Asn Tyr Phe Asp 
545 550 555 560 

Trp lie Ser Tyr His Val Gly Arg Pro Phe lie Ser Gin Tyr Asn Val 
565 570 575 

<210> 43 
<211> 1674 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1671) 

<400> 43 

atg aag egg ccc cgc tgt ggg gtg cca gac cag ttc ggg gta cga gtg 4 8 

Met Lys Arg Pro Arg Cys Gly Val Pro Asp Gin Phe Gly Val Arg Val 

15 10 15 

aaa gec aac ctg egg egg cgt egg aag cgc tac gee etc ace ggg agg 96 
Lys Ala Asn Leu Arg Arg Arg Arg Lys Arg Tyr Ala Leu Thr Gly Arg 
20 25 30 

aag tgg aac aac cac cat ctg ace ttt age ate cag aac tac acg gag 144 
Lys Trp Asn Asn His His Leu Thr Phe Ser lie Gin Asn Tyr Thr Glu 
35 40 45 

aag ttg ggc tgg tac cac teg atg gag gcg gtg cgc agg gee ttc cgc 192 
Lys Leu Gly Trp Tyr His Ser Met Glu Ala Val Arg Arg Ala Phe Arg 
50 55 60 

gtg tgg gag cag gee acg ccc ctg gtc ttc cag gag gtg ccc tat gag 24 0 
Val Trp Glu Gin Ala Thr Pro Leu Val Phe Gin Glu Val Pro Tyr Glu 
65 70 75 80 

gac ate egg ctg egg cga cag aag gag gee gac ate atg gaa aca ace 288 
Asp lie Arg Leu Arg Arg Gin Lys Glu Ala Asp lie Met Glu Thr Thr 
85 90 95 

tct tec tgg tgg cag tgc atg age tgg gee acg cgc tgg ggc tgg age 3 36 
Ser Ser Trp Trp Gin Cys Met Ser Trp Ala Thr Arg Trp Gly Trp Ser 
100 105 110 

act cca gca acc cca atg cca tea tgg cgc cgt tct ace agt gga agg 384 
Thr Pro Ala Thr Pro Met Pro Ser Trp Arg Arg Ser Thr Ser Gly Arg 
115 120 125 

acg ttg aca act tea age tgc ccg agg acg ate tec gtg gca tec age 432 
Thr Leu Thr Thr Ser Ser Cys Pro Arg Thr lie Ser Val Ala Ser Ser 

126 



130 



135 



140 



age tct acg caa ctt gga aat gca gag tec aaa acg cct gaa gee agg 480 
Ser Ser Thr Gin Leu Gly Asn Ala Glu Ser Lys Thr Pro Glu Ala Arg 
145 150 155 160 

gec tgg age etc tgc tgg age agg ctg gca tec caa ggg gaa tgt ccc 52 8 
Ala Trp Ser Leu Cys Trp Ser Arg Leu Ala Ser Gin Gly Glu Cys Pro 
165 170 175 

caa ggg gac atg cag gca gac acc etc agg age aca gtg ace caa ggt 576 
Gin Gly Asp Met Gin Ala Asp Thr Leu Arg Ser Thr Val Thr Gin Gly 
180 185 190 

acc cca gac ggt cag cca cag cct acc cag cct etc ccc act gtg acg 624 
Thr Pro Asp Gly Gin Pro Gin Pro Thr Gin Pro Leu Pro Thr Val Thr 
195 200 205 

cca egg egg cca ggc egg cct gac cac egg ccg ccc egg cct ccc cag 672 
Pro Arg Arg Pro Gly Arg Pro Asp His Arg Pro Pro Arg Pro Pro Gin 
210 215 220 

cca cca ccc cca ggt ggg aag cca gag egg ccc cca aag ccg ggc ccc 720 
Pro Pro Pro Pro Gly Gly Lys Pro Glu Arg Pro Pro Lys Pro Gly Pro 
225 230 235 240 

cca gtc cag ccc cga gee aca gag egg ccc gac cag tat ggc ccc aac 768 
Pro Val Gin Pro Arg Ala Thr Glu Arg Pro Asp Gin Tyr Gly Pro Asn 
245 250 255 

ate tgc gac ggg gac ttt gac aca gtg gee atg ctt cgc ggg gag atg 816 
lie Cys Asp Gly Asp Phe Asp Thr Val Ala Met Leu Arg Gly Glu Met 
260 265 270 

ttc gtg ttc aag ggc cgc tgg ttc tgg cga gtc egg cac aac cgc gtc 864 
Phe Val Phe Lys Gly Arg Trp Phe Trp Arg Val Arg His Asn Arg Val 
275 280 285 

ctg gac aac tat ccc atg ccc ate ggg cac ttc tgg cgt ggt ctg ccc 912 
Leu Asp Asn Tyr Pro Met Pro lie Gly His Phe Trp Arg Gly Leu Pro 
290 295 300 

ggt gac ate agt get gee tac gag cgc caa gac ggt cgt ttt gtc ttt 960 
Gly Asp lie Ser Ala Ala Tyr Glu Arg Gin Asp Gly Arg Phe Val Phe 
305 310 315 320 

ttc aaa ggt gac cgc tac tgg etc ttt cga gaa gcg aac ctg gag ccc 1008 
Phe Lys Gly Asp Arg Tyr Trp Leu Phe Arg Glu Ala Asn Leu Glu Pro 
325 330 335 

ggc tac cca cag ccg ctg acc age tat ggc ctg ggc ate ccc tat gac 1056 
Gly Tyr Pro Gin Pro Leu Thr Ser Tyr Gly Leu Gly lie Pro Tyr Asp 
340 345 350 

cgc att gac acg gee ate tgg tgg gag ccc aca ggc cac acc ttc ttc 1104 
Arg lie Asp Thr Ala lie Trp Trp Glu Pro Thr Gly His Thr Phe Phe 
355 360 365 

ttc caa gag gac agg tac tgg cgc ttc aac gag gag aca cag cgt gga 1152 
Phe Gin Glu Asp Arg Tyr Trp Arg Phe Asn Glu Glu Thr Gin Arg Gly 
370 375 380 

gac cct ggg tac ccc aag ccc ate agt gtc tgg cag ggg ate cct gee 1200 
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Asp Pro Gly Tyr Pro Lys 
385 390 



Pro lie Ser Val Trp Gin Gly lie Pro Ala 
395 400 



tec cct aaa ggg gec ttc ctg age aat gac gca gee tac ace tac ttc 1248 
Ser Pro Lys Gly Ala Phe Leu Ser Asn Asp Ala Ala Tyr Thr Tyr Phe 
405 410 415 

tac aag ggc ace aaa tac tgg aaa ttc gac aat gag cgc ctg egg atg 1296 
Tyr Lys Gly Thr Lys Tyr Trp Lys Phe Asp Asn Glu Arg Leu Arg Met 
420 425 430 

gag ccc ggc tac ccc aag tec ate ctg egg gac ttc atg ggc tgc cag 1344 
Glu Pro Gly Tyr Pro Lys Ser lie Leu Arg Asp Phe Met Gly Cys Gin 
435 440 445 

gag cac gtg gag cca ggc ccc cga tgg ccc gac gtg gee egg ccg ccc 1392 
Glu His Val Glu Pro Gly Pro Arg Trp Pro Asp Val Ala Arg Pro Pro 
450 455 460 

ttc aac ccc cac ggg ggt gca gag ccc ggg gcg gac age gca gag ggc 144 0 
Phe Asn Pro His Gly Gly Ala Glu Pro Gly Ala Asp Ser Ala Glu Gly 
465 470 475 480 

gac gtg ggg gat ggg gat ggg gac ttt ggg gee ggg gtc aac aag gac 14 8 8 
Asp Val Gly Asp Gly Asp Gly Asp Phe Gly Ala Gly Val Asn Lys Asp 
485 490 495 

ggg ggc age cgc gtg gtg gtg cag atg gag gag gtg gca egg acg gtg 1536 
Gly Gly Ser Arg Val Val Val Gin Met Glu Glu Val Ala Arg Thr Val 
500 505 510 

aac gtg gtg atg gtg ctg gtg cca ctg ctg ctg ctg etc tgc gtc ctg 1584 
Asn Val Val Met Val Leu Val Pro Leu Leu Leu Leu Leu Cys Val Leu 
515 520 525 

ggc etc ace tac gcg ctg gtg cag atg cag cgc aag ggt gcg cca cgt 1632 
Gly Leu Thr Tyr Ala Leu Val Gin Met Gin Arg Lys Gly Ala Pro Arg 
530 535 540 

gtc ctg ctt tac tgc aag cgc teg ctg cag gag tgg gtc tga 1674 
Val Leu Leu Tyr Cys Lys Arg Ser Leu Gin Glu Trp Val 
545 550 555 

<210> 44 

<211> 557 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Met Lys Arg Pro Arg Cys Gly Val Pro Asp Gin Phe Gly Val Arg Val 
15 10 15 

Lys Ala Asn Leu Arg Arg Arg Arg Lys Arg Tyr Ala Leu Thr Gly Arg 
20 25 30 

Lys Trp Asn Asn His His Leu Thr Phe Ser He Gin Asn Tyr Thr Glu 
35 40 45 

Lys Leu Gly Trp Tyr His Ser Met Glu Ala Val Arg Arg Ala Phe Arg 
50 55 60 



Val Trp Glu Gin Ala Thr Pro Leu Val Phe Gin Glu Val Pro Tyr Glu 
65 70 75 80 
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Asp lie Arg Leu 



Ser Ser Trp Trp 
100 

Thr Pro Ala Thr 
115 

Thr Leu Thr Thr 
130 

Ser Ser Thr Gin 
145 

Ala Trp Ser Leu 



Gin Gly Asp Met 
180 

Thr Pro Asp Gly 
195 

Pro Arg Arg Pro 
210 

Pro Pro Pro Pro 
225 

Pro Val Gin Pro 



lie Cys Asp Gly 
260 

Phe Val Phe Lys 
275 

Leu Asp Asn Tyr 
290 

Gly Asp lie Ser 
305 

Phe Lys Gly Asp 



Gly Tyr Pro Gin 
340 

Arg He Asp Thr 
355 

Phe Gin Glu Asp 
370 

Asp Pro Gly Tyr 
385 



Arg Arg Gin Lys 
85 

Gin Cys Met Ser 



Pro Met Pro Ser 
120 

Ser Ser Cys Pro 
135 

Leu Gly Asn Ala 
150 

Cys Trp Ser Arg 
165 

Gin Ala Asp Thr 



Gin Pro Gin Pro 
200 

Gly Arg Pro Asp 
215 

Gly Gly Lys Pro 
230 

Arg Ala Thr Glu 
245 

Asp Phe Asp Thr 



Gly Arg Trp Phe 
280 

Pro Met Pro He 
295 

Ala Ala Tyr Glu 
310 

Arg Tyr Trp Leu 
325 

Pro Leu Thr Ser 



Ala He Trp Trp 
360 

Arg Tyr Trp Arg 
375 

Pro Lys Pro He 
390 



Glu Ala Asp He 
90 

Trp Ala Thr Arg 
105 

Trp Arg Arg Ser 



Arg Thr He Ser 
140 

Glu Ser Lys Thr 
155 

Leu Ala Ser Gin 
170 

Leu Arg Ser Thr 
185 

Thr Gin Pro Leu 



His Arg Pro Pro 
220 

Glu Arg Pro Pro 
235 

Arg Pro Asp Gin 
250 

Val Ala Met Leu 
265 

Trp Arg Val Arg 



Gly His Phe Trp 
300 

Arg Gin Asp Gly 
315 

Phe Arg Glu Ala 
330 

Tyr Gly Leu Gly 
345 

Glu Pro Thr Gly 



Phe Asn Glu Glu 
380 

Ser Val Trp Gin 
395 



Met Glu Thr Thr 
95 

Trp Gly Trp Ser 
110 

Thr Ser Gly Arg 
125 

Val Ala Ser Ser 



Pro Glu Ala Arg 
160 

Gly Glu Cys Pro 
175 

Val Thr Gin Gly 
190 

Pro Thr Val Thr 
205 

Arg Pro Pro Gin 



Lys Pro Gly Pro 
240 

Tyr Gly Pro Asn 
255 

Arg Gly Glu Met 
270 

His Asn Arg Val 
285 

Arg Gly Leu Pro 



Arg Phe Val Phe 
320 

Asn Leu Glu Pro 
335 

He Pro Tyr Asp 
350 

His Thr Phe Phe 
365 

Thr Gin Arg Gly 



Gly He Pro Ala 
400 



Ser Pro Lys Gly Ala Phe Leu Ser Asn Asp Ala Ala Tyr Thr Tyr Phe 
405 410 415 
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Tyr Lys Gly Thr Lys Tyr Trp Lys Phe Asp Asn Glu Arg Leu Arg Met 
420 425 430 



Glu Pro Gly Tyr Pro Lys Ser lie Leu Arg Asp Phe Met Gly Cys Gin 
435 440 445 

Glu His Val Glu Pro Gly Pro Arg Trp Pro Asp Val Ala Arg Pro Pro 
450 455 460 

Phe Asn Pro His Gly Gly Ala Glu Pro Gly Ala Asp Ser Ala Glu Gly 
465 470 475 480 

Asp Val Gly Asp Gly Asp Gly Asp Phe Gly Ala Gly Val Asn Lys Asp 
485 490 495 

Gly Gly Ser Arg Val Val Val Gin Met Glu Glu Val Ala Arg Thr Val 
500 505 510 

Asn Val Val Met Val Leu Val Pro Leu Leu Leu Leu Leu Cys Val Leu 
515 520 525 

Gly Leu Thr Tyr Ala Leu Val Gin Met Gin Arg Lys Gly Ala Pro Arg 
530 535 540 

Val Leu Leu Tyr Cys Lys Arg Ser Leu Gin Glu Trp Val 
545 550 555 

<210> 45 

<211> 3079 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (53) . . (2548) 

<400> 45 

tagcccggcg ctctcgccgg ccacacggag cggcgcccgg gagctatgag cc atg aag 58 

Met Lys 
1 

ccg ccc ggc age age teg egg cag ccg ccc ctg gcg ggc tgc age ctt 106 
Pro Pro Gly Ser Ser Ser Arg Gin Pro Pro Leu Ala Gly Cys Ser Leu 
5 10 15 

gee ggc get tec tgc ggc ccc caa cgc ggc ccc gec ggc teg gtg cct 154 
Ala Gly Ala Ser Cys Gly Pro Gin Arg Gly Pro Ala Gly Ser Val Pro 
20 25 30 

gec age gec ccg gec cgc acg ccg ccc tgc cgc ctg ctt etc gtc ctt 202 
Ala Ser Ala Pro Ala Arg Thr Pro Pro Cys Arg Leu Leu Leu Val Leu 
35 40 45 50 

etc ctg ctg cct ccg etc gec gec teg tec egg ccc cgc gec tgg ggg 250 
Leu Leu Leu Pro Pro Leu Ala Ala Ser Ser Arg Pro Arg Ala Trp Gly 
55 60 65 

get get gcg ccc age get ccg cat tgg aat gaa act gca gaa aaa aat 2 98 
Ala Ala Ala Pro Ser Ala Pro His Trp Asn Glu Thr Ala Glu Lys Asn 
70 75 80 



ttg gga gtc ctg gca gat gaa gac aat aca ttg caa cag aat age age 34 6 

13 0 



Leu Gly Val Leu Ala Asp Glu Asp Asn Thr Leu Gin Gin Asn Ser Ser 
85 90 95 

agt aat ate agt tac age aat gca atg cag aaa gaa ate aca ctg cct 394 
Ser Asn lie Ser Tyr Ser Asn Ala Met Gin Lys Glu He Thr Leu Pro 
100 105 110 

tea aga etc ata tat tac ate aac caa gac teg gaa age cct tat cac 442 
Ser Arg Leu He Tyr Tyr He Asn Gin Asp Ser Glu Ser Pro Tyr His 
115 120 125 130 

gtt ctt gac aca aag gca aga cac cag caa aaa cat aat aag get gtc 4 90 
Val Leu Asp Thr Lys Ala Arg His Gin Gin Lys His Asn Lys Ala Val 
135 140 145 

cat ctg gee cag gca age ttc cag att gaa gee ttc ggc tec aaa ttc 53 8 
His Leu Ala Gin Ala Ser Phe Gin He Glu Ala Phe Gly Ser Lys Phe 
150 155 160 

att ctt gac etc ata ctg aac aat ggt ttg ttg tct tct gat tat gtg 586 
He Leu Asp Leu He Leu Asn Asn Gly Leu Leu Ser Ser Asp Tyr Val 
165 170 175 

gag att cac tac gaa aat ggg aaa cca cag tac tct aag ggt gga gag 634 
Glu He His Tyr Glu Asn Gly Lys Pro Gin Tyr Ser Lys Gly Gly Glu 
180 185 190 

cac tgt tac tac cat gga age ate aga ggc gtc aaa gac tec aag gtg 682 
His Cys Tyr Tyr His Gly Ser He Arg Gly Val Lys Asp Ser Lys Val 
195 200 205 210 

get ctg tea acc tgc aat gga ctt cat ggc atg ttt gaa gat gat ace 730 
Ala Leu Ser Thr Cys Asn Gly Leu His Gly Met Phe Glu Asp Asp Thr 
215 220 225 

ttc gtg tat atg ata gag cca eta gag ctg gtt cat gat gag aaa age 778 
Phe Val Tyr Met He Glu Pro Leu Glu Leu Val His Asp Glu Lys Ser 
230 235 240 

aca ggt cga cca cat ata ate cag aaa acc ttg gca gga cag tat tct 826 
Thr Gly Arg Pro His He He Gin Lys Thr Leu Ala Gly Gin Tyr Ser 
245 250 255 

aag caa atg aag aat etc act atg gaa aga ggt gac cag tgg ccc ttt 874 
Lys Gin Met Lys Asn Leu Thr Met Glu Arg Gly Asp Gin Trp Pro Phe 
260 265 270 

etc tct gaa tta cag tgg ttg aaa aga agg aag aga gca gtg aat cca 922 
Leu Ser Glu Leu Gin Trp Leu Lys Arg Arg Lys Arg Ala Val Asn Pro 
275 280 285 290 

tea cgt ggt ata ttt gaa gaa atg aaa tat ttg gaa ctt atg att gtt 970 
Ser Arg Gly He Phe Glu Glu Met Lys Tyr Leu Glu Leu Met He Val 
295 300 305 

aat gat cac aaa acg tat aag aag cat cgc tct tct cat gca cat acc 1018 
Asn Asp His Lys Thr Tyr Lys Lys His Arg Ser Ser His Ala His Thr 
310 315 320 

aac aac ttt gca aag tec gtg gtc aac ctt gtg gat tct att tac aag 1066 
Asn Asn Phe Ala Lys Ser Val Val Asn Leu Val Asp Ser He Tyr Lys 
325 330 335 



131 



gag cag etc aac acc agg gtt gtc ctg gtg get gta gag ace tgg act 
Glu Gin Leu Asn Thr Arg Val Val Leu Val Ala Val Glu Thr Trp Thr 
340 345 350 



1114 



gag aag gat cag att gac ate acc acc aac cct gtg cag atg etc cat 
Glu Lys Asp Gin lie Asp lie Thr Thr Asn Pro Val Gin Met Leu His 
355 360 365 370 



1162 



gag ttc tea aaa tac egg cag cgc att aag cag cat get gat get gtg 
Glu Phe Ser Lys Tyr Arg Gin Arg lie Lys Gin His Ala Asp Ala Val 
375 380 385 



1210 



cac etc ate teg egg gtg aca ttt cac tat aag aga age agt ctg agt 
His Leu lie Ser Arg Val Thr Phe His Tyr Lys Arg Ser Ser Leu Ser 
390 395 400 



1258 



tac ttt gga ggt gtc tgt tct cgc aca aga gga gtt ggt gtg aat gag 
Tyr Phe Gly Gly Val Cys Ser Arg Thr Arg Gly Val Gly Val Asn Glu 
405 410 415 



1306 



tat ggt ctt cca atg gca gtg gca caa gta tta teg cag age ctg get 
Tyr Gly Leu Pro Met Ala Val Ala Gin Val Leu Ser Gin Ser Leu Ala 
420 425 430 



1354 



caa aac ctt gga ate caa tgg gaa cct tct age aga aag cca aaa tgt 
Gin Asn Leu Gly lie Gin Trp Glu Pro Ser Ser Arg Lys Pro Lys Cys 
435 440 445 450 



1402 



gac tgc aca gaa tec tgg ggt ggc tgc ate atg gag gaa aca ggg gtg 
Asp Cys Thr Glu Ser Trp Gly Gly Cys lie Met Glu Glu Thr Gly Val 
455 460 465 



1450 



tec cat tct cga aaa ttt tea aag tgc age att ttg gag tat aga gac 
Ser His Ser Arg Lys Phe Ser Lys Cys Ser lie Leu Glu Tyr Arg Asp 
470 475 480 



1498 



ttt tta cag aga gga ggt gga gee tgc ctt ttc aac agg cca aca aag 
Phe Leu Gin Arg Gly Gly Gly Ala Cys Leu Phe Asn Arg Pro Thr Lys 
485 490 495 



1546 



eta ttt gag ccc acg gaa tgt gga aat gga tac gtg gaa get ggg gag 
Leu Phe Glu Pro Thr Glu Cys Gly Asn Gly Tyr Val Glu Ala Gly Glu 
500 505 510 



1594 



gag tgt gat tgt ggt ttt cat gtg gaa tgc tat gga tta tgc tgt aag 
Glu Cys Asp Cys Gly Phe His Val Glu Cys Tyr Gly Leu Cys Cys Lys 
515 520 525 530 



1642 



aaa tgt tec etc tec aac ggg get cac tgc age gac ggg ccc tgc tgt 
Lys Cys Ser Leu Ser Asn Gly Ala His Cys Ser Asp Gly Pro Cys Cys 
535 540 545 



1690 



aac aat acc tea tgt ctt ttt cag cca cga ggg tat gaa tgc egg gat 
Asn Asn Thr Ser Cys Leu Phe Gin Pro Arg Gly Tyr Glu Cys Arg Asp 
550 555 560 



1738 



get gtg aac gag tgt gat att act gaa tat tgt act gga gac tct ggt 
Ala Val Asn Glu Cys Asp lie Thr Glu Tyr Cys Thr Gly Asp Ser Gly 
565 570 575 



1786 



cag tgc cca cca aat ctt cat aag caa gac gga tat gca tgc aat caa 
Gin Cys Pro Pro Asn Leu His Lys Gin Asp Gly Tyr Ala Cys Asn Gin 
580 585 590 
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1834 



aat cag ggc cgc tgc tac aat ggc gag tgc aag acc aga gac aac cag 1882 
Asn Gin Gly Arg Cys Tyr Asn Gly Glu Cys Lys Thr Arg Asp Asn Gin 
595 600 605 610 

tgt cag tac ate tgg gga aca aag get gca ggg tct gac aag ttc tgc 1930 
Cys Gin Tyr lie Trp Gly Thr Lys Ala Ala Gly Ser Asp Lys Phe Cys 
615 620 625 

tat gaa aag ctg aat aca gaa ggc act gag aag gga aac tgc ggg aag 1978 
Tyr Glu Lys Leu Asn Thr Glu Gly Thr Glu Lys Gly Asn Cys Gly Lys 
630 635 640 

gat gga gac egg tgg att cag tgc age aaa cat gat gtg ttc tgt gga 2026 
Asp Gly Asp Arg Trp lie Gin Cys Ser Lys His Asp Val Phe Cys Gly 
645 650 655 

ttc tta etc tgt acc aat ctt act cga get cca cgt att ggt caa ctt 2074 
Phe Leu Leu Cys Thr Asn Leu Thr Arg Ala Pro Arg lie Gly Gin Leu 
660 665 670 

cag ggt gag ate att cca act tec ttc tac cat caa ggc egg gtg att 2122 
Gin Gly Glu lie lie Pro Thr Ser Phe Tyr His Gin Gly Arg Val lie 
675 680 685 690 

gac tgc agt ggt gee cat gta gtt tta gat gat gat acg gat gtg ggc 2170 
Asp Cys Ser Gly Ala His Val Val Leu Asp Asp Asp Thr Asp Val Gly 
695 700 705 

tat gta gaa gat gga acg cca tgt ggc ccg tct atg atg tgt tta gat 2218 
Tyr Val Glu Asp Gly Thr Pro Cys Gly Pro Ser Met Met Cys Leu Asp 
710 715 720 

egg aag tgc eta caa att caa gee eta aat atg age age tgt cca etc 2266 
Arg Lys Cys Leu Gin lie Gin Ala Leu Asn Met Ser Ser Cys Pro Leu 
725 730 735 

gat tec aag ggt aaa gtc tgt teg ggc cat ggg gtg tgt agt aat gaa 2 314 
Asp Ser Lys Gly Lys Val Cys Ser Gly His Gly Val Cys Ser Asn Glu 
740 745 750 

gee acc tgc att tgt gat ttc acc tgg gca ggg aca gat tgc agt ate 2362 
Ala Thr Cys lie Cys Asp Phe Thr Trp Ala Gly Thr Asp Cys Ser lie 
755 760 765 770 

egg gat cca gtt agg aac ctt cac ccc ccc aag gat gaa gga ccc aag 2410 
Arg Asp Pro Val Arg Asn Leu His Pro Pro Lys Asp Glu Gly Pro Lys 
775 780 785 

gtg aat atg gee aca age agg eta ata ggg gee gtg gee ggc acc att 2458 
Val Asn Met Ala Thr Ser Arg Leu lie Gly Ala Val Ala Gly Thr lie 
790 795 800 

ctg gee ctg ggg gtg att ttt gga ggc aca ggg tgg gga ata gaa aat 2506 
Leu Ala Leu Gly Val lie Phe Gly Gly Thr Gly Trp Gly lie Glu Asn 
805 810 " 815 

gtc aag aag aga agg ttc gat cct act cag caa ggc ccc ate 2548 
Val Lys Lys Arg Arg Phe Asp Pro Thr Gin Gin Gly Pro lie 
820 825 830 



tgaatcagct gcgctggatg gacaccgcct tgcactgttg gattctgggt atgacatact 2608 
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cgcagcagtg ttactggaac tattaagttt gtaaacaaaa cctttgggtg gtaatgacta 2668 

cggagctaaa gttggggtga caaggatggg gtaaaagaaa actgtctctt ttggaaataa 2728 

tgtcaaagaa cacctttcac cacctgtcag taaacggggg agggggcaaa agaccatgct 2788 

ataaaaagaa ctgttccaga atcttttttt tccctaatgg acgaaggaac aacacacaca 2848 

caaaaattaa atgcaataaa ggaatcatta aaaaaaatag taaatgattt tttttccctc 2908 

agcctgctgg cacttaatat cttctaaatg atttggcatg attttttttt ctttactacc 2968 

gatgacaaac tccagtggca tgaagatcta attttcaaaa gggtaaaaac tgcatggcat 3028 

atatacaaca agctagcaag ccaattctca gcaaaacctg caacagaatt c 3079 

<210> 46 
<211> 832 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Met Lys Pro Pro Gly Ser Ser Ser Arg Gin Pro Pro Leu Ala Gly Cys 
15 10 15 

Ser Leu Ala Gly Ala Ser Cys Gly Pro Gin Arg Gly Pro Ala Gly Ser 
20 25 30 

Val Pro Ala Ser Ala Pro Ala Arg Thr Pro Pro Cys Arg Leu Leu Leu 
35 40 45 

Val Leu Leu Leu Leu Pro Pro Leu Ala Ala Ser Ser Arg Pro Arg Ala 
50 55 60 

Trp Gly Ala Ala Ala Pro Ser Ala Pro His Trp Asn Glu Thr Ala Glu 
65 70 75 80 

Lys Asn Leu Gly Val Leu Ala Asp Glu Asp Asn Thr Leu Gin Gin Asn 
85 90 95 

Ser Ser Ser Asn He Ser Tyr Ser Asn Ala Met Gin Lys Glu He Thr 
100 105 110 

Leu Pro Ser Arg Leu He Tyr Tyr He Asn Gin Asp Ser Glu Ser Pro 
115 120 125 

Tyr His Val Leu Asp Thr Lys Ala Arg His Gin Gin Lys His Asn Lys 
130 135 140 

Ala Val His Leu Ala Gin Ala Ser Phe Gin He Glu Ala Phe Gly Ser 
145 150 155 160 

Lys Phe He Leu Asp Leu He Leu Asn Asn Gly Leu Leu Ser Ser Asp 
165 170 175 

Tyr Val Glu He His Tyr Glu Asn Gly Lys Pro Gin Tyr Ser Lys Gly 
180 185 190 

Gly Glu His Cys Tyr Tyr His Gly Ser He Arg Gly Val Lys Asp Ser 
195 200 205 

Lys Val Ala Leu Ser Thr Cys Asn Gly Leu His Gly Met Phe Glu Asp 
210 215 220 

134 



Asp Thr Phe Val 
225 

Lys Ser Thr Gly 



Tyr Ser Lys Gin 
260 

Pro Phe Leu Ser 
275 

Asn Pro Ser Arg 
290 

lie Val Asn Asp 
305 

His Thr Asn Asn 



Tyr Lys Glu Gin 
340 

Trp Thr Glu Lys 
355 

Leu His Glu Phe 
370 

Ala Val His Leu 
385 

Leu Ser Tyr Phe 



Asn Glu Tyr Gly 
420 

Leu Ala Gin Asn 
435 

Lys Cys Asp Cys 
450 

Gly Val Ser His 
465 

Arg Asp Phe Leu 



Thr Lys Leu Phe 
500 

Gly Glu Glu Cys 
515 

Cys Lys Lys Cys 
530 



Tyr Met lie Glu 
230 

Arg Pro His He 
245 

Met Lys Asn Leu 



Glu Leu Gin Trp 
280 

Gly He Phe Glu 
295 

His Lys Thr Tyr 
310 

Phe Ala Lys Ser 
325 

Leu Asn Thr Arg 



Asp Gin He Asp 
360 

Ser Lys Tyr Arg 
375 

He Ser Arg Val 
390 

Gly Gly Val Cys 
405 

Leu Pro Met Ala 



Leu Gly He Gin 
440 

Thr Glu Ser Trp 
455 

Ser Arg Lys Phe 
470 

Gin Arg Gly Gly 
485 

Glu Pro Thr Glu 



Asp Cys Gly Phe 
520 

Ser Leu Ser Asn 
535 



Pro Leu Glu Leu 

235 

He Gin Lys Thr 
250 

Thr Met Glu Arg 
265 

Leu Lys Arg Arg 



Glu Met Lys Tyr 
300 

Lys Lys His Arg 
315 

Val Val Asn Leu 
330 

Val Val Leu Val 
345 

He Thr Thr Asn 



Gin Arg He Lys 
380 

Thr Phe His Tyr 
395 

Ser Arg Thr Arg 
410 

Val Ala Gin Val 
425 

Trp Glu Pro Ser 



Gly Gly Cys He 
460 

Ser Lys Cys Ser 
475 

Gly Ala Cys Leu 
490 

Cys Gly Asn Gly 
505 

His Val Glu Cys 



Gly Ala His Cys 
540 



Val His Asp Glu 
240 

Leu Ala Gly Gin 
255 

Gly Asp Gin Trp 
270 

Lys Arg Ala Val 
285 

Leu Glu Leu Met 



Ser Ser His Ala 
320 

Val Asp Ser He 
335 

Ala Val Glu Thr 
350 

Pro Val Gin Met 
365 

Gin His Ala Asp 



Lys Arg Ser Ser 
400 

Gly Val Gly Val 
415 

Leu Ser Gin Ser 
430 

Ser Arg Lys Pro 
445 

Met Glu Glu Thr 



He Leu Glu Tyr 
480 

Phe Asn Arg Pro 
495 

Tyr Val Glu Ala 
510 

Tyr Gly Leu Cys 
525 

Ser Asp Gly Pro 



Cys Cys Asn Asn Thr Ser Cys Leu Phe Gin Pro Arg Gly Tyr Glu Cys 
545 550 555 560 

135 



Arg Asp Ala Val Asn Glu Cys Asp lie Thr Glu Tyr Cys Thr Gly Asp 
565 570 575 

Ser Gly Gin Cys Pro Pro Asn Leu His Lys Gin Asp Gly Tyr Ala Cys 
580 585 590 

Asn Gin Asn Gin Gly Arg Cys Tyr Asn Gly Glu Cys Lys Thr Arg Asp 
595 600 605 

Asn Gin Cys Gin Tyr lie Trp Gly Thr Lys Ala Ala Gly Ser Asp Lys 
610 615 620 

Phe Cys Tyr Glu Lys Leu Asn Thr Glu Gly Thr Glu Lys Gly Asn Cys 
625 630 635 640 

Gly Lys Asp Gly Asp Arg Trp lie Gin Cys Ser Lys His Asp Val Phe 
645 650 655 

Cys Gly Phe Leu Leu Cys Thr Asn Leu Thr Arg Ala Pro Arg lie Gly 
660 665 670 

Gin Leu Gin Gly Glu lie lie Pro Thr Ser Phe Tyr His Gin Gly Arg 
675 680 685 

Val lie Asp Cys Ser Gly Ala His Val Val Leu Asp Asp Asp Thr Asp 
690 695 700 

Val Gly Tyr Val Glu Asp Gly Thr Pro Cys Gly Pro Ser Met Met Cys 
705 710 715 720 

Leu Asp Arg Lys Cys Leu Gin lie Gin Ala Leu Asn Met Ser Ser Cys 
725 730 735 

Pro Leu Asp^ Ser Lys Gly Lys Val Cys Ser Gly His Gly Val Cys Ser 
740 745 750 

Asn Glu Ala Thr Cys lie Cys Asp Phe Thr Trp Ala Gly Thr Asp Cys 
755 760 765 

Ser lie Arg Asp Pro Val Arg Asn Leu His Pro Pro Lys Asp Glu Gly 
770 775 780 

Pro Lys Val Asn Met Ala Thr Ser Arg Leu lie Gly Ala Val Ala Gly 
785 790 795 800 

Thr He Leu Ala Leu Gly Val lie Phe Gly Gly Thr Gly Trp Gly He 
805 810 815 

Glu Asn Val Lys Lys Arg Arg Phe Asp Pro Thr Gin Gin Gly Pro He 
820 825 830 
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at 9 99^ eta aga gec tct gga aag gac tea gec cca aca gtg gtg tea 
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Met Gly Leu Arg Ala Ser Gly Lys Asp Ser Ala Pro Thr Val Val Ser 
1 5 10 15 

ggg ate eta ggg ggt tec gtg act etc ccc eta aac ate tea gta gac 96 
Gly lie Leu Gly Gly Ser Val Thr Leu Pro Leu Asn lie Ser Val Asp 
20 25 30 

aca gag att gag aac gtc ate tgg att ggt ccc aaa aat get ctt get 144 
Thr Glu lie Glu Asn Val He Trp He Gly Pro Lys Asn Ala Leu Ala 
35 40 45 

ttc gca cgt ccc aaa gaa aat gta ace att atg gtc aaa age tac ctg 192 
Phe Ala Arg Pro Lys Glu Asn Val Thr He Met Val Lys Ser Tyr Leu 
50 55 60 

ggc cga eta gac ate acc aag tgg agt tac tec ctg tgc ate age aat 240 
Gly Arg Leu Asp He Thr Lys Trp Ser Tyr Ser Leu Cys He Ser Asn 
65 70 75 80 

ctg act ctg aat gat gca gga tec tac aaa gee cag ata aac caa agg 2 88 
Leu Thr Leu Asn Asp Ala Gly Ser Tyr Lys Ala Gin He Asn Gin Arg 
85 90 95 

aat ttt gaa gtc acc act gag gag gaa ttc acc ctg ttc gtc tat gag 336 
Asn Phe Glu Val Thr Thr Glu Glu Glu Phe Thr Leu Phe Val Tyr Glu 
100 105 110 

cag ctg cag gag ccc caa gtc acc atg aag tct gtg aag gtg tct gag 384 
Gin Leu Gin Glu Pro Gin Val Thr Met Lys Ser Val Lys Val Ser Glu 
115 120 125 

aac ttc tec tgt aac ate act eta atg tgc tec gtg aag ggg gca gag 432 
Asn Phe Ser Cys Asn He Thr Leu Met Cys Ser Val Lys Gly Ala Glu 
130 135 140 

aaa agt gtt ctg tac age tgg acc cca agg gaa ccc cat get tct gag 480 
Lys Ser Val Leu Tyr Ser Trp Thr Pro Arg Glu Pro His Ala Ser Glu 
145 150 155 160 

tec aat gga ggc tec att ctt acc gtc tec cga aca cca tgt gac cca 528 
Ser Asn Gly Gly Ser He Leu Thr Val Ser Arg Thr Pro Cys Asp Pro 
165 170 175 

gac ctg cca tac ate tgc aca gec cag aac ccc gtc age cag aga age 576 
Asp Leu Pro Tyr He Cys Thr Ala Gin Asn Pro Val Ser Gin Arg Ser 
180 185 190 

tec etc cct gtc cat gtt ggg cag ttc tgt aca gat cca gga gee tec 624 
Ser Leu Pro Val His Val Gly Gin Phe Cys Thr Asp Pro Gly Ala Ser 
195 200 205 

aga gga gga aca acg ggg gag act gtg gta ggg gtc ctg gga gag cca 672 
Arg Gly Gly Thr Thr Gly Glu Thr Val Val Gly Val Leu Gly Glu Pro 
210 215 220 

gtc acc ctg cca ctt gca etc cca gec tgc egg gac aca gag aag gtt 720 
Val Thr Leu Pro Leu Ala Leu Pro Ala Cys Arg Asp Thr Glu Lys Val 
225 230 235 240 

gtc tgg ttg ttt aac aca tec ate att age aaa gag agg gaa gaa gca 768 
Val Trp Leu Phe Asn Thr Ser He He Ser Lys Glu Arg Glu Glu Ala 
245 250 255 
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gca acg gca gat cca etc att aaa tec agg gat cct tac aag aac agg 816 
Ala Thr Ala Asp Pro Leu lie Lys Ser Arg Asp Pro Tyr Lys Asn Arg 
260 265 270 

gtg tgg gtc tec age cag gac tgc tec ctg aag ate age cag ctg aag 864 
Val Trp Val Ser Ser Gin Asp Cys Ser Leu Lys He Ser Gin Leu Lys 
275 280 285 

ata gag gac gee ggc ccc tac cat gee tac gtg tgc tea gag gee tec 912 
He Glu Asp Ala Gly Pro Tyr His Ala Tyr Val Cys Ser Glu Ala Ser 
290 295 300 

age gtc ace age atg aca cat gtc ace ctg etc ate tac cgc agg ctg 960 
Ser Val Thr Ser Met Thr His Val Thr Leu Leu He Tyr Arg Arg Leu 
305 310 315 320 

agg aag ccc aaa ate acg tgg age etc agg cac agt gag gat ggc ate 1008 
Arg Lys Pro Lys He Thr Trp Ser Leu Arg His Ser Glu Asp Gly He 
325 330 335 

tgc agg ate age ctg ace tgc tec gtg gag gac ggg gga aac act gtc 1056 
Cys Arg He Ser Leu Thr Cys Ser Val Glu Asp Gly Gly Asn Thr Val 
340 345 350 

atg tac aca tgg ace ccg ctg cag aag gaa get gtt gtg tec caa ggg 1104 
Met Tyr Thr Trp Thr Pro Leu Gin Lys Glu Ala Val Val Ser Gin Gly 
355 360 365 

gaa tea cac etc aat gtc tea tgg aga age agt gaa aat cac ccc aac 1152 
Glu Ser His Leu Asn Val Ser Trp Arg Ser Ser Glu Asn His Pro Asn 
370 375 380 

etc aca tgc aca gee age aac cct gtc age agg agt tec cac cag ttt 12 00 
Leu Thr Cys Thr Ala Ser Asn Pro Val Ser Arg Ser Ser His Gin Phe 
385 390 395 400 

ctt tct gag aac ate tgt tea gga cct gag aga aac aca aag ctt tgg 1248 
Leu Ser Glu Asn He Cys Ser Gly Pro Glu Arg Asn Thr Lys Leu Trp 
405 410 415 

a tt ggg ttg ttc ctg atg gtt tgc ctt ctg tgc gtt ggg ate ttc age 12 96 
He Gly Leu Phe Leu Met Val Cys Leu Leu Cys Val Gly He Phe Ser 
420 425 430 

tgg tgc att tgg aag cga aaa gga egg tgt tea gtc cca gec ttc tgt 1344 
Trp Cys He Trp Lys Arg Lys Gly Arg Cys Ser Val Pro Ala Phe Cys 
435 440 445 

tec age caa get gag gec cca gcg gat aca cca gaa ccc aca get ggc 13 92 
Ser Ser Gin Ala Glu Ala Pro Ala Asp Thr Pro Glu Pro Thr Ala Gly 
450 455 460 

cac acg eta tac tct gtg etc tec caa gga tat gag aag ctg gac act 1440 
His Thr Leu Tyr Ser Val Leu Ser Gin Gly Tyr Glu Lys Leu Asp Thr 
465 470 475 480 

ccc etc agg cct gee agg caa cag cct aca ccc ace tea gac ggc age 1488 
Pro Leu Arg Pro Ala Arg Gin Gin Pro Thr Pro Thr Ser Asp Gly Ser 
485 490 495 

tct gac age aac etc aca act gag gag gat gag gac agg cct gag gtg 153 6 
Ser Asp Ser Asn Leu Thr^ Thr Glu Glu Asp Glu Asp Arg Pro Glu Val 
500 505 510 

138 



cac aag ccc ate agt gga aga tat gag gta ttt gac cag gtc acc cag 1584 
His Lys Pro lie Ser Gly Arg Tyr Glu Val Phe Asp Gin Val Thr Gin 
515 520 525 



gag ggc get gga cat gac cca gee cct gag ggc caa gca gac tat gat 1632 
Glu Gly Ala Gly His Asp Pro Ala Pro Glu Gly Gin Ala Asp Tyr Asp 
530 535 540 

ccc gtc act cca tat gtc acg gaa gtt gag tct gtg gtt gga gag aac 1680 
Pro Val Thr Pro Tyr Val Thr Glu Val Glu Ser Val Val Gly Glu Asn 
545 550 555 560 

acc atg tat gca caa gtg ttc aac tta cag gga aag acc cca gtt tct 1728 
Thr Met Tyr Ala Gin Val Phe Asn Leu Gin Gly Lys Thr Pro Val Ser 
565 570 575 

cag aag gaa gag age tea gee aca ate tac tgc tec ata egg aaa cct 1776 
Gin Lys Glu Glu Ser Ser Ala Thr lie Tyr Cys Ser lie Arg Lys Pro 
580 585 590 

cag gtg gtg cca cca cca caa cag^ aat gat ctt gag att cct gaa agt 1824 
Gin Val Val Pro Pro Pro Gin Gin Asn Asp Leu Glu lie Pro Glu Ser 
595 600 605 

cct acc tat gaa aat ttc acc tag 1848 
Pro Thr Tyr Glu Asn Phe Thr 
610 615 

<210> 48 
<211> 615 
<212> PRT 

<213> Homo sapiens 
<400> 48 

Met Gly Leu Arg Ala Ser Gly Lys Asp Ser Ala Pro Thr Val Val Ser 
15 10 15 

Gly lie Leu Gly Gly Ser Val Thr Leu Pro Leu Asn lie Ser Val Asp 
20 25 30 

Thr Glu lie Glu Asn Val lie Trp lie Gly Pro Lys Asn Ala Leu Ala 
35 40 45 

Phe Ala Arg Pro Lys Glu Asn Val Thr lie Met Val Lys Ser Tyr Leu 
50 55 60 

Gly Arg Leu Asp lie Thr Lys Trp Ser Tyr Ser Leu Cys He Ser Asn 
65 70 75 80 

Leu Thr Leu Asn Asp Ala Gly Ser Tyr Lys Ala Gin He Asn Gin Arg 
85 90 95 

Asn Phe Glu Val Thr Thr Glu Glu Glu Phe Thr Leu Phe Val Tyr Glu 
100 105 110 

Gin Leu Gin Glu Pro Gin Val Thr Met Lys Ser Val Lys Val Ser Glu 
115 120 125 

Asn Phe Ser Cys Asn He Thr Leu Met Cys Ser Val Lys Gly Ala Glu 
130 135 140 



Lys Ser Val Leu Tyr Ser Trp Thr Pro Arg Glu Pro His Ala Ser Glu 

139 



145 



150 



155 



160 



Ser Asn Gly Gly 



Asp Leu Pro Tyr 
180 

Ser Leu Pro Val 
195 

Arg Gly Gly Thr 
210 

Val Thr Leu Pro 
225 

Val Trp Leu Phe 



Ala Thr Ala Asp 
260 

Val Trp Val Ser 
275 

lie Glu Asp Ala 
290 

Ser Val Thr Ser 
305 

Arg Lys Pro Lys 



Cys Arg lie Ser 
340 

Met Tyr Thr Trp 
355 

Glu Ser His Leu 
370 

Leu Thr Cys Thr 
385 

Leu Ser Glu Asn 



lie Gly Leu Phe 
420 

Trp Cys He Trp 
435 

Ser Ser Gin Ala 
450 

His Thr Leu Tyr 
465 



Ser He Leu Thr 
165 

He Cys Thr Ala 



His Val Gly Gin 
200 

Thr Gly Glu Thr 
215 

Leu Ala Leu Pro 
230 

Asn Thr Ser He 
245 

Pro Leu He Lys 



Ser Gin Asp Cys 
280 

Gly Pro Tyr His 
295 

Met Thr His Val 
310 

He Thr Trp Ser 
325 

Leu Thr Cys Ser 



Thr Pro Leu Gin 
360 

Asn Val Ser Trp 
375 

Ala Ser Asn Pro 
390 

He Cys Ser Gly 
405 

Leu Met Val Cys 



Lys Arg Lys Gly 
440 

Glu Ala Pro Ala 
455 

Ser Val Leu Ser 
470 



Val Ser Arg Thr 
170 

Gin Asn Pro Val 
185 

Phe Cys Thr Asp 



Val Val Gly Val 
220 

Ala Cys Arg Asp 
235 

He Ser Lys Glu 
250 

Ser Arg Asp Pro 
265 

Ser Leu Lys He 



Ala Tyr Val Cys 
300 

Thr Leu Leu He 
315 

Leu Arg His Ser 
330 

Val Glu Asp Gly 
345 

Lys Glu Ala Val 



Arg Ser Ser Glu 
380 

Val Ser Arg Ser 
395 

Pro Glu Arg Asn 
410 

Leu Leu Cys Val 
425 

Arg Cys Ser Val 



Asp Thr Pro Glu 
460 

Gin Gly Tyr Glu 
475 



Pro Cys Asp Pro 
175 

Ser Gin Arg Ser 
190 

Pro Gly Ala Ser 
205 

Leu Gly Glu Pro 



Thr Glu Lys Val 
240 

Arg Glu Glu Ala 
255 

Tyr Lys Asn Arg 
270 

Ser Gin Leu Lys 
285 

Ser Glu Ala Ser 



Tyr Arg Arg Leu 
320 

Glu Asp Gly He 
335 

Gly Asn Thr Val 
350 

Val Ser Gin Gly 
365 

Asn His Pro Asn 



Ser His Gin Phe 
400 

Thr Lys Leu Trp 
415 

Gly He Phe Ser 
430 

Pro Ala Phe Cys 
445 

Pro Thr Ala Gly 



Lys Leu Asp Thr 
480 



Pro Leu Arg Pro Ala Arg Gin Gin Pro Thr Pro Thr Ser Asp Gly Ser 

140 



485 



490 



495 



Ser Asp Ser Asn Leu Thr Thr Glu Glu Asp Glu Asp Arg Pro Glu Val 
500 505 ~ 510 

His Lys Pro lie Ser Gly Arg Tyr Glu Val Phe Asp Gin Val Thr Gin 
515 520 525 

Glu Gly Ala Gly His Asp Pro Ala Pro Glu Gly Gin Ala Asp Tyr Asp 
530 535 540 

Pro Val Thr Pro Tyr Val Thr Glu Val Glu Ser Val Val Gly Glu Asn 
545 550 555 560 

Thr Met Tyr Ala Gin Val Phe Asn Leu Gin Gly Lys Thr Pro Val Ser 
565 570 575 

Gin Lys Glu Glu Ser Ser Ala Thr lie Tyr Cys Ser lie Arg Lys Pro 
580 585 590 

Gin Val Val Pro Pro Pro Gin Gin Asn Asp Leu Glu lie Pro Glu Ser 
595 600 605 

Pro Thr Tyr Glu Asn Phe Thr 
610 615 

<210> 49 
<211> 1581 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1578) 

<400> 49 

atg gga eta aga gec tct gga aag gac tea gee cca aca gtg gtg tea 4 8 

Met Gly Leu Arg Ala Ser Gly Lys Asp Ser Ala Pro Thr Val Val Ser 
15 10 15 

999 ate eta ggg ggt tec gtg act etc ccc eta aac ate tea gta gac 96 
Gly lie Leu Gly Gly Ser Val Thr Leu Pro Leu Asn lie Ser Val Asp 
20 25 30 

aca gag att gag aac gtc ate tgg att ggt ccc aaa aat get ctt get 144 
Thr Glu lie Glu Asn Val lie Trp lie Gly Pro Lys Asn Ala Leu Ala 
35 40 45 

ttc gca cgt ccc aaa gaa aat gta acc att atg gtc aaa age tac ctg 192 
Phe Ala Arg Pro Lys Glu Asn Val Thr lie Met Val Lys Ser Tyr Leu 
50 , 55 60 

ggc cga eta gac ate acc aag tgg agt tac tec ctg tgc ate age aat 24 0 
Gly Arg Leu Asp lie Thr Lys Trp Ser Tyr Ser Leu Cys He Ser Asn 
65 70 75 80 

ctg act ctg aat gat gca gga tec tac aaa gee cag ata aac caa agg 288 
Leu Thr Leu Asn Asp Ala Gly Ser Tyr Lys Ala Gin He Asn Gin Arg 
85 90 95 

aat ttt gaa gtc acc act gag gag gaa ttc acc ctg ttc gtc tat gag 336 
Asn Phe Glu Val Thr Thr Glu Glu Glu Phe Thr Leu Phe Val Tyr Glu 
100 105 110 
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cag ctg cag gag ccc caa gtc acc atg aag tct gtg aag gtg tct gag 384 
Gin Leu Gin Glu Pro Gin Val Thr Met Lys Ser Val Lys Val Ser Glu 
115 120 125 

aac ttc tec tgt aac ate act eta atg tgc tec gtg aag ggg gca gag 432 
Asn Phe Ser Cys Asn lie Thr Leu Met Cys Ser Val Lys Gly Ala Glu 
13 0 135 14 0 

aaa agt gtt ctg tac age tgg acc cca agg gaa ccc cat get tct gag 480 
Lys Ser Val Leu Tyr Ser Trp Thr Pro Arg Glu Pro His Ala Ser Glu 
145 150 155 160 

tec aat gga ggc tec att ctt acc gtc tec cga aca cca tgt gac cca 528 
Ser Asn Gly Gly Ser lie Leu Thr Val Ser Arg Thr Pro Cys Asp Pro 
165 170 175 

gac ctg cca tac ate tgc aca gee cag aac ccc gtc age cag aga age 576 
Asp Leu Pro Tyr lie Cys Thr Ala Gin Asn Pro Val Ser Gin Arg Ser 
180 185 190 

tec etc cct gtc cat gtt ggg cag ttc tgt aca gat cca gga gee tec 624 
Ser Leu Pro Val His Val Gly Gin Phe Cys Thr Asp Pro Gly Ala Ser 
195 200 205 

aga gga gga aca acg ggg gag act gtg gta ggg gtc ctg gga gag cca 672 
Arg Gly Gly Thr Thr Gly Glu Thr Val Val Gly Val Leu Gly Glu Pro 
210 215 220 

gtc acc ctg cca ctt gca etc cca gee tgc egg gac aca gag aag gtt 720 
Val Thr Leu Pro Leu Ala Leu Pro Ala Cys Arg Asp Thr Glu Lys Val 
225 230 235 240 

gtc tgg ttg ttt aac aca tec ate att age aaa gag agg gaa gaa gca 768 
Val Trp Leu Phe Asn Thr Ser lie lie Ser Lys Glu Arg Glu Glu Ala 
245 250 255 

gca acg gca gat cca etc att aaa tec agg gat cct tac aag aac agg 816 
Ala Thr Ala Asp Pro Leu lie Lys Ser Arg Asp Pro Tyr Lys Asn Arg 
260 265 270 

9^9 tgg gtc tec age cag gac tgc tec ctg aag ate age cag ctg aag 864 
Val Trp Val Ser Ser Gin Asp Cys Ser Leu Lys lie Ser Gin Leu Lys 
275 280 285 

ata gag gac gee ggc ccc tac cat gee tac gtg tgc tea gag gee tec 912 
lie Glu Asp Ala Gly Pro Tyr His Ala Tyr Val Cys Ser Glu Ala Ser 
290 295 300 

age gtc acc age atg aca cat gtc acc ctg etc ate tac cga cct gag 960 
Ser Val Thr Ser Met Thr His Val Thr Leu Leu lie Tyr Arg Pro Glu 
305 310 315 " 320 

aga aac aca aag ctt tgg att ggg ttg ttc ctg atg gtt tgc ctt ctg 1008 
Arg Asn Thr Lys Leu Trp lie Gly Leu Phe Leu Met Val Cys Leu Leu 
325 330 335 

tgc gtt ggg ate ttc age tgg tgc att tgg aag cga aaa gga egg tgt 1056 
Cys Val Gly lie Phe Ser Trp Cys lie Trp Lys Arg Lys Gly Arg Cys 
340 345 350 

tea gtc cca gee ttc tgt tec age caa get gag gee cca gcg gat aca 1104 
Ser Val Pro Ala Phe Cys Ser Ser Gin Ala Glu Ala Pro Ala Asp Thr 

142 



355 



360 



365 



cca gaa ccc aca get ggc cac acg eta tac tct gtg etc tec caa gga 1152 
Pro Glu Pro Thr Ala Gly His Thr Leu Tyr Ser Val Leu Ser Gin Gly 
370 375 380 

tat gag aag ctg gac act ccc etc agg cct gec agg caa cag cct aca 1200 
Tyr Glu Lys Leu Asp Thr Pro Leu Arg Pro Ala Arg Gin Gin Pro Thr 
385 390 395 400 

ccc ace tea gac age age tct gac age aac etc aca act gag gag gat 124 8 
Pro Thr Ser Asp Ser Ser Ser Asp Ser Asn Leu Thr Thr Glu Glu Asp 
405 410 415 

gag gac agg cct gag gtg cac aag ccc ate agt gga aga tat gag gta 1296 
Glu Asp Arg Pro Glu Val His Lys Pro lie Ser Gly Arg Tyr Glu Val 
420 425 430 

ttt gac cag gtc act cag gag ggc get gga cat gac cca gee cct gag 1344 
Phe Asp Gin Val Thr Gin Glu Gly Ala Gly His Asp Pro Ala Pro Glu 
435 440 445 

ggc caa gca gac tat gat ccc gtc act cca tat gtc acg gaa gtt gag 1392 
Gly Gin Ala Asp Tyr Asp Pro Val Thr Pro Tyr Val Thr Glu Val Glu 
450 455 460 

tct gtg gtt gga gag aac ace atg tat gca caa gtg ttc aac tta cag 144 0 
Ser Val Val Gly Glu Asn Thr Met Tyr Ala Gin Val Phe Asn Leu Gin 
465 470 475 480 

gga aag ace cca gtt tct cag gag gaa gag age tea gee aca ate tac 1488 
Gly Lys Thr Pro Val Ser Gin Glu Glu Glu Ser Ser Ala Thr lie Tyr 
485 490 495 

tgc tec ata egg aaa cct cag gtg gtg gtg cca cca cca caa cag aat 1536 
Cys Ser lie Arg Lys Pro Gin Val Val Val Pro Pro Pro Gin Gin Asn 
500 505 510 

gat ctt gag att cct gaa agt cct ace tat gaa aat ttc ace tag 1581 
Asp Leu Glu lie Pro Glu Ser Pro Thr Tyr Glu Asn Phe Thr 
515 520 525 

<210> 50 
<211> 526 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Met Gly Leu Arg Ala Ser Gly Lys Asp Ser Ala Pro Thr Val Val Ser 
15 10 15 

Gly lie Leu Gly Gly Ser Val Thr Leu Pro Leu Asn lie Ser Val Asp 
20 25 30 

Thr Glu He Glu Asn Val He Trp He Gly Pro Lys Asn Ala Leu Ala 
3 5 4 0 4 5 

Phe Ala Arg Pro Lys Glu Asn Val Thr He Met Val Lys Ser Tyr Leu 
50 55 60 

Gly Arg Leu Asp He Thr Lys Trp Ser Tyr Ser Leu Cys He Ser Asn 
65 70 75 80 
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Leu Thr Leu Asn Asp Ala Gly Ser Tyr Lys Ala Gin lie Asn Gin Arg 
85 90 95 



Asn Phe Glu Val 
100 

Gin Leu Gin Glu 
115 

Asn Phe Ser Cys 
130 

Lys Ser Val Leu 
145 

Ser Asn Gly Gly 



Asp Leu Pro Tyr 
180 

Ser Leu Pro Val 
195 

Arg Gly Gly Thr 
210 

Val Thr Leu Pro 
225 

Val Trp Leu Phe 



Ala Thr Ala Asp 
260 

Val Trp Val Ser 
275 

lie Glu Asp Ala 
290 

Ser Val Thr Ser 
305 

Arg Asn Thr Lys 



Cys Val Gly lie 
340 

Ser Val Pro Ala 
355 

Pro Glu Pro Thr 
370 

Tyr Glu Lys Leu 
385 

Pro Thr Ser Asp 



Thr Thr Glu Glu 



Pro Gin Val Thr 
120 

Asn lie Thr Leu 
135 

Tyr Ser Trp Thr 
150 

Ser lie Leu Thr 
165 

lie Cys Thr Ala 



His Val Gly Gin 
200 

Thr Gly Glu Thr 
215 

Leu Ala Leu Pro 
230 

Asn* Thr Ser lie 
245 

Pro Leu lie Lys 



Ser Gin Asp Cys 
280 

Gly Pro Tyr His 
295 

Met Thr His Val 
310 

Leu Trp lie Gly 
325 

Phe Ser Trp Cys 



Phe Cys Ser Ser 
360 

Ala Gly His Thr 
375 

Asp Thr Pro Leu 
390 

Ser Ser Ser Asp 
405 



Glu Phe Thr Leu 
105 

Met Lys Ser Val 



Met Cys Ser Val 
140 

Pro Arg Glu Pro 
155 

Val Ser Arg Thr 
170 

Gin Asn Pro Val 
185 

Phe Cys Thr Asp 



Val Val Gly Val 
220 

Ala Cys Arg Asp 
235 

lie Ser Lys Glu 
250 

Ser Arg Asp Pro 
265 

Ser Leu Lys lie 



Ala Tyr Val Cys 
300 

Thr Leu Leu lie 
315 

Leu Phe Leu Met 
330 

He Trp Lys Arg 
345 

Gin Ala Glu Ala 



Leu Tyr Ser Val 
380 

Arg Pro Ala Arg 
395 

Ser Asn Leu Thr 
410 



Phe Val Tyr Glu 
110 

Lys Val Ser Glu 
125 

Lys Gly Ala Glu 



His Ala Ser Glu 
160 

Pro Cys Asp Pro 
175 

Ser Gin Arg Ser 
190 

Pro Gly Ala Ser 
205 

Leu Gly Glu Pro 



Thr Glu Lys Val 
240 

Arg Glu Glu Ala 
255 

Tyr Lys Asn Arg 
270 

Ser Gin Leu Lys 
285 

Ser Glu Ala Ser 



Tyr Arg Pro Glu 
320 

Val Cys Leu Leu 
335 

Lys Gly Arg Cys 
350 

Pro Ala Asp Thr 
365 

Leu Ser Gin Gly 



Gin Gin Pro Thr 
400 

Thr Glu Glu Asp 
415 
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Glu Asp Arg Pro Glu Val His Lys Pro lie Ser Gly Arg Tyr Glu Val 
420 425 430 



Phe Asp Gin Val Thr Gin Glu Gly Ala Gly His Asp Pro Ala Pro Glu 
435 440 445 

Gly Gin Ala Asp Tyr Asp Pro Val Thr Pro Tyr Val Thr Glu Val Glu 
450 455 460 

Ser Val Val Gly Glu Asn Thr Met Tyr Ala Gin Val Phe Asn Leu Gin 
465 470 475 480 

Gly Lys Thr Pro Val Ser Gin Glu Glu Glu Ser Ser Ala Thr lie Tyr 
485 490 495 

Cys Ser lie Arg Lys Pro Gin Val Val Val Pro Pro Pro Gin Gin Asn 
500 505 510 

Asp Leu Glu lie Pro Glu Ser Pro Thr Tyr Glu Asn Phe Thr 
515 520 525 

<210> 51 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (375) 

<400> 51 

cac ccc ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc 48 

His Pro He Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val 
1 5 10 15 

egg cag egg tac etc tac aca gat gat gee cag cag aca gaa gee cac 96 
Arg Gin Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His 
20 25 30 

ctg gag ate agg gag gat ggg acg gtg ggg ggc get get gac cag age 14 4 
Leu Glu He Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser 
35 40 45 

ccc gaa agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa 192 
Pro Glu Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val He Gin 
50 55 60 

ate ttg gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg 240 
He Leu Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly 
65 70 75 80 

gee ctg tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg 288 
Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg 
85 90 95 

gag ctg ctt ctt gag gac gga tac aat gtt tac cag tec gaa gee cac 336 
Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His 
100 105 " 110 

ggc etc ccg ctg cac ctg cca ggg tta cag agg agg etc 375 
Gly Leu Pro Leu His Leu Pro Gly Leu Gin Arg Arg Leu 
115 120 125 



145 



<210> 52 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 52 

His Pro lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val 
15 10 15 

Arg Gin Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His 
20 25 30 

Leu Glu lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser 
35 40 45 

Pro Glu Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin 
50 55 60 

lie Leu Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly 
65 70 75 80 

Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg 
85 90 95 

Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His 
100 105 110 

Gly Leu Pro Leu His Leu Pro Gly Leu Gin Arg Arg Leu 
115 120 125 

<210> 53 
<211> 549 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (549) 

<400> 53 

cac ccc ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc 48 

His Pro lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val 
1 5 10 15 

egg cag egg tac etc tac aca gat gat gee cag cag aca gaa gee cac 96 
Arg Gin Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His 
20 25 30 

ct 9 9 a 9 ate agg gag gat ggg acg gtg ggg ggc get get gac cag age 144 
Leu Glu lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser 
35 40 45 

ccc gaa agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa 192 
Pro Glu Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin 
50 55 * 60 

ate ctg gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg 24 0 
lie Leu Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly 
65 70 75 80 

gee ctg tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg 288 

Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg 
85 90 95 
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gag ctg ctt ctt gag gac gga tac aat gtt tac cag tec gaa gec cac 336 
Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His 
100 105 no 

ggc etc ccg ctg cac ctg cca ggg aac aag tec cca cac egg gac cct 384 
Gly Leu Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro 
115 120 125 

gca ccc cga gga cca get cgc ttc ctg cca eta cca ggc ctg ccc ccc 432 
Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro 
13 0 13 5 14 0 

gca etc ccg gag cca ccc gga ate ctg gee ccc cag ccc ccc gat gtg 480 
Ala Leu Pro Glu Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val 
145 150 155 160 

ggc tec teg gac cct ctg age atg gtg gga ttc cca ggg ccg aag ccc 528 
Gly Ser Ser Asp Pro Leu Ser Met Val Gly Phe Pro Gly Pro Lys Pro 
165 170 175 

cag eta cgc ttc cct cga ggg 54 9 

Gin Leu Arg Phe Pro Arg Gly 
180 

<210> 54 

<211> 183 

<212> PRT 

<213> Homo sapiens 

<400> 54 

His Pro lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val 
1 5 ao 15 

Arg Gin Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His 
20 25 30 

Leu Glu He Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser 
35 40 45 

Pro Glu Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val He Gin 
50 55 60 

He Leu Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly 
65 70 75 80 

Ala Leu Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg 
85 90 95 

Glu Leu Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His 
100 105 110 

Gly Leu Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro 
115 120 125 

Ala Pro Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro 
130 135 140 

Ala Leu Pro Glu Pro Pro Gly He Leu Ala Pro Gin Pro Pro Asp Val 
145 150 155 160 



Gly Ser Ser Asp Pro Leu Ser Met Val Gly Phe Pro Gly Pro Lys Pro 
165 170 175 
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Gin Leu Arg Phe Pro Arg Gly 
180 



<210> 


55 




<211> 


643 




<212> 


DNA 




<213 > 


Homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(9) . . 


(635) 


<400> 


55 





agccattg atg gac teg gac gag acc ggg ttc gag cac tea gga ctg tgg 50 
Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp 
1 5 10 

gtt tct gtg ctg get ggt ctt ctg ctg gga gec tgc cag gca cac ccc 98 
Val Ser Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro 
15 20 25 30 

ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 146 
lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 
35 40 45 

egg tac etc tac aca gat gat gee cag cag aca gaa gee cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu 
50 55 60 

ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 242 
lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 

agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa ate ttg 290 
Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin He Leu 
80 85 90 

gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg gee ccg 338 
Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Pro 
95 100 105 110 

tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg gag ctg 3 86 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 
115 120 125 

ctt ctt gag gac gga tac aat gtt tac cag tec gaa gee cac ggc etc 434 
Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu 
130 135 140 

ccg ctg cac ctg cca ggg aac aag tec cca cac egg gac cct gca ccc 482 
Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 
145 150 155 



cga gga cca get cgc ttc ctg cca eta cca ggc ctg ccc ccc gca etc 53 0 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 
160 165 170 

ccg gag cca ccc gga ate ctg gee ccc cag ccc ccc gat gtg ggc tec 578 
Pro Glu Pro Pro Gly He Leu Ala Pro Gin Pro Pro Asp Val Gly Ser 
175 180 185 190 



teg gac cct ctg age atg gtg gga cct tec cag ggc cga age ccc age 626 
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Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser 
195 200 205 



tac get tec tgaageca 
Tyr Ala Ser 



<210> 56 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 56 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp Val Ser 
15 10 15 

Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu Gly Val 
85 90 95 

Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Pro Tyr Gly 
100 105 110 

Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu Leu 
115 120 125 

Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro Leu 
130 135 140 

His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro Arg Gly 
145 150 155 160 

Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu Pro Glu 
165 170 175 

Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser Ser Asp 
180 185 190 

Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser Tyr Ala 
195 200 205 

Ser 



<210> 57 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (635) 
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<400> 57 

agccattg atg gac teg gac gag acc ggg ttc gag cac tea gga ctg tgg 50 
Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp 
1 5 10 

gtt tct gtg ctg get ggt ctt ctg ctg gga gee tgc cag gca cac ccc 98 
Val Ser Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro 
15 20 25 30 

ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 146 
He Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 
35 40 45 

egg tac etc tac aca gat gat gee cag cag aca gaa gee cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu 
50 55 60 

ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 242 
He Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 

agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa ate ttg 290 
Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin He Leu 
80 85 90 

gga gtc aag aca tec ggg ttc ctg tgc cag egg cca gat ggg gee ctg 338 
Gly Val Lys Thr Ser Gly Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu 
95 100 105 110 

tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg gag ctg 386 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 
115 120 125 

ctt ctt gag gac gga tac aat gtt tac cag tec gaa gee cac ggc etc 434 
Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu 
130 135 140 

ccg ctg cac ctg cca ggg aac aag tec cca cac egg gac cct gca ccc 482 
Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 
145 150 155 

cga gga cca get cgc ttc ctg cca eta cca ggc ctg ccc ccc gca etc 530 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 
160 165 170 

ccg gag cca ccc gga ate ctg gee ccc cag ccc ccc gat gtg ggc tec 578 
Pro Glu Pro Pro Gly He Leu Ala Pro Gin Pro Pro Asp Val Gly Ser 
175 180 185 190 

teg gac cct ctg age atg gtg gga cct tec cag ggc cga age ccc age 626 
Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser 
195 200 205 

tac get tec tgaageca 643 
Tyr Ala Ser 



<210> 58 
<211> 209 
<212> PRT 

<213> Homo sapiens 



150 



<400> 58 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp Val Ser 
15 10 15 

Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu Gly Val 
85 90 95 

Lys Thr Ser Gly Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu Tyr Gly 
100 105 110 

Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu Leu 
115 120 125 

Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro Leu 
130 135 140 

His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro Arg Gly 
145 . 150 155 160 

Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu Pro Glu 
165 170 175 

Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser Ser Asp 
180 185 190 

Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser Tyr Ala 
195 200 205 

Ser 



<210> 59 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (281) 



<400> 59 

agccattg atg gac teg gac gag acc ggg ttc gag cac tea gga ctg tgg 50 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp 
15 10 



gtt tct gtg ctg get ggt ctt ctg ctg gga gee tgc cag gca cac ccc 98 
Val Ser Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro 
15 20 25 30 



ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 146 
lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 

151 



35 



40 



45 



egg tac etc tac aca gat gat gee cag cag aca gaa gee cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu 
50 55 60 

ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 242 
lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 

agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att taaatcttgg 291 
Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie 
80 85 90 

gagtcaagac atccaggttc ctgtgccagc ggccagatgg ggccctgtat ggatcgctcc 351 

actttgaccc tgaggcctgc agettceggg agetgettet tgaggacgga tacaatgttt 411 

accagtccga agcccacggc ctcccgctgc acctgccagg gaacaagtcc ccacaccggg 471 

accctgcacc ccgaggacca gctcgcttcc tgccactacc aggcctgccc cccgcactcc 531 

cggagccacc eggaatcctg gccccccagc cccccgatgt gggctcctcg gaccctctga 591 

gcatggtggg accttcccag ggccgaagcc ccagctacgc ttcctgaagc ca 64 3 

<210> 60 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 60 

Met Asp Ser Asp Glu Thr fely Phe Glu His Ser Gly Leu Trp Val Ser 
1 5 10 15 

Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu He Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val He 
85 90 

<210> 61 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (635) 

<400> 61 

agecattg atg gac teg gac gag ace ggg ttc gag cac tea gga ctg tgg 50 
Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp 
1 5 10 

152 



gtt tct gtg ctg get ggt ctt ctg ctg gga gec tgc cag gca cac 
Val Ser Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His 
15 20 25 



ccc 98 
Pro 
30 



ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 146 
lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 
35 40 45 

egg tac etc tac aca gat gat gee egg cag aca gaa gee cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Arg Gin Thr Glu Ala His Leu Glu 
50 55 60 

ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 242 
lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 

agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa ate ttg 290 
Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu 
80 85 90 

gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg gee ctg 33 8 
Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu 
95 100 105 110 

tat gga teg etc cac ttt gac cct gag gec tgc age ttc egg gag ctg 386 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 
115 120 125 

ctt ctt gag gac gga tac aat gtt tac cag tec gaa gee cac ggc etc 434 
Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu 
130 135 140 

ccg ctg cac ctg cca ggg aac aag tec cca cac egg gac cct gca ccc 482 
Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 
145 150 155 

cga gga cca get cgc ttc ctg cca eta cca ggc ctg ccc ccc gca etc 530 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 
160 165 170 

ccg gag cca ccc gga ate ctg gee ccc cag ccc ccc gat gtg ggc tec 578 
Pro Glu Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser 
175 180 185 190 

teg gac cct ctg age atg gtg gga cct tec cag ggc cga age ccc age 62 6 
Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser 
195 200 205 

tac get tec tgaageca 643 
Tyr Ala Ser 



<210> 62 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 62 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp Val Ser 
15 10 15 

Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 

153 



20 



25 



30 



Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Arg Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu Gly Val 
85 90 95 

Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu Tyr Gly 
100 105 110 

Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu Leu 
115 120 125 

Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro Leu 
130 135 140 

His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro Arg Gly 
145 150 155 160 

Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu Pro Glu 
165 170 175 

Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser Ser Asp 
180 185 190 

Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser Tyr Ala 
195 200 205 

Ser 



<210> 63 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (635) 

<400> 63 

agccattg atg gac teg gac gag acc ggg ttc gag cac tea gga ctg tgg 5 0 
Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp 
1 5 10 

gtt tct gtg ctg get ggt cct ctg ctg gga gee tgc cag gca cac ccc 98 
Val Ser Val Leu Ala Gly Pro Leu Leu Gly Ala Cys Gin Ala His Pro 
15 20 25 30 

ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 146 
lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 
35 40 45 

c 99 tac etc tac aca gat gat gee cag cag aca gaa gee cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu 
50 55 60 

154 



ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 
lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 



242 



agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa ate ttg 290 
Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu 
80 85 90 

gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg gee ctg 338 
Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu 
95 100 105 110 

tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg gag ctg 3 86 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 
115 120 125 

ctt ctt gag gac gga tac aat gtt tac cag tec gaa gee cac ggc etc 434 
Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu 
130 135 140 

ccg ctg cac ctg cca ggg aac aag tec cca cac egg gac cct gca ccc 4 82 
Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 
145 150 155 

c ga gga cca get cgc ttc ctg cca eta cca ggc ctg ccc ccc gca etc 530 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 
160 165 170 

ccg gag cca ccc gga ate ctg gee ccc cag ccc ccc gat gtg ggc tec 578 
Pro Glu Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser 
175 180 185 190 

teg gac cct ctg age atg gtg gga cct tec. cag ggc cga age ccc age 626 
Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser 
195 200 205 

tac get tec tgaageca 643 
Tyr Ala Ser 



<210> 64 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 64 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp Val Ser 
15 10 15 

Val Leu Ala Gly Pro Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val He Gin He Leu Gly Val 

155 



85 



90 



95 



Lys Thr Ser Arg 
100 

Ser Leu His Phe 
115 

Glu Asp Gly Tyr 
130 

His Leu Pro Gly 
145 

Pro Ala Arg Phe 



Pro Pro Gly lie 
180 

Pro Leu Ser Met 
195 

Ser 



Phe Leu Cys Gin 



Asp Pro Glu Ala 
120 

Asn Val Tyr Gin 
135 

Asn Lys Ser Pro 
150 

Leu Pro Leu Pro 
165 

Leu Ala Pro Gin 



Val Gly Pro Ser 
200 



Arg Pro Asp Gly 
105 

Cys Ser Phe Arg 



Ser Glu Ala His 
140 

His Arg Asp Pro 
155 

Gly Leu Pro Pro 
170 

Pro Pro Asp Val 
185 

Gin Gly Arg Ser 



Ala Leu Tyr Gly 
110 

Glu Leu Leu Leu 
125 

Gly Leu Pro Leu 



Ala Pro Arg Gly 
160 

Ala Leu Pro Glu 
175 

Gly Ser Ser Asp 
190 

Pro Ser Tyr Ala 
205 



<210> 65 
<211> 643 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (635) 



<400> 65 

agccattg atg gac teg gac gag acc ggg ttc gag cac tea gga ctg tgg 50 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp 
1 5 10 



gtt tct gcg ctg get ggt ctt ctg ctg gga gee tgc cag gca cac ccc 98 
Val Ser Ala Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro 
15 20 25 30 

ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 14 6 
lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 
35 40 45 

egg tac etc tac aca gat gat gee cag cag aca gaa gee cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu 
50 55 60 

ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 242 
lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 

agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa ate ttg 290 
Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu 
80 85 90 

gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg gee ctg 33 8 
Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu 
95 100 105 110 

156 



tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg gag ctg 386 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 
115 120 125 

ctt ctt gag gac gga tac aat gtt tac cag tec gaa gee cac ggc etc 434 
Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu 
130 135 140 

ccg ctg cac ctg cca ggg aac aag tec cca cac egg gac cct gca ccc 4 82 
Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 
145 150 155 

cga gga cca get cgc ttc ctg cca eta cca ggc ctg ccc ccc gca etc 530 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 
160 165 170 

ccg gag cca ccc gga ate ctg gee ccc cag ccc ccc gat gtg ggc tec 578 
Pro Glu Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser 
175 180 - 185 190 

teg gac cct ctg age atg gtg gga cct tec cag ggc cga age ccc age 626 
Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser 
195 2 00 2 05 

tac get tec tgaageca 643 
Tyr Ala Ser 



<210> 66 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp Val Ser 
15 10 15 

Ala Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin' Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu Gly Val 
85 90 95 

Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu Tyr Gly 
100 105 110 

Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu Leu 
115 120 125 

Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro Leu 
130 135 140 



His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro Arg Gly 

15 7 



145 



150 



155 



160 



Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu Pro Glu 
165 170 175 

Pro Pro Gly He Leu Ala Pro Gin Pro Pro Asp Val Gly Ser Ser Asp 
180 185 190 

Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser Tyr Ala 
195 200 205 

Ser 



<210> 67 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (635) 

<400> 67 

agccattg atg gac teg gac gag ate ggg ttc gag cac tea gga ctg tgg 5 0 

Met Asp Ser Asp Glu He Gly Phe Glu His Ser Gly Leu Trp 
15 10 

gtt tct gtg ctg get ggt ctt ctg ctg gga gee tgc cag gca cac ccc 98 
Val Ser Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro 
15 20 25 30 

ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 146 
He Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 
35 40 45 

egg tac etc tac aca gat gat gee cag cag aca gaa gee cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu 
50 55 60 

ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 242 
He Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 

agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa ate ttg 290 
Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val He Gin He Leu 
80 85 90 

gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg gee ctg 338 
Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu 
95 100 105 110 

tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg gag ctg 3 86 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 
115 120 125 

ctt ctt gag gac gga tac aat gtt tac cag tec gaa gee cac ggc etc 434 
Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu 
13 0 135 14 0 

ccg ctg cac ctg cca ggg aac aag tec cca cac egg gac cct gca ccc 482 
Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 
145 150 155 

158 



cga gga cca get cgc ttc ctg cca eta cca ggc ctg ccc ccc gca etc 530 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 
160 165 170 

ccg gag cca ccc gga ate ctg gec ccc cag ccc ccc gat gtg ggc tec 578 
Pro Glu Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser 
175 180 185 190 

teg gac cct ctg age atg gtg gga cct tec cag ggc cga age ccc age 626 
Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser 
195 200 205 

tac get tec tgaageca 643 
Tyr Ala Ser 



<210> 68 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 68 

Met Asp Ser Asp Glu lie Gly Phe Glu His Ser Gly Leu Trp Val Ser 
15 10 15 

Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu Gly Val 
85 90 95 

Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu Tyr Gly 
100 105 110 

Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu Leu 
115 120 125 

Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro Leu 
130 135 140 

His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro Arg Gly 
145 150 155 160 

Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu Pro Glu 
165 170 175 

Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser Ser Asp 
180 185 190 

Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser Tyr Ala 
195 200 205 

Ser 

159 



<210> 69 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . - (635) 

<400> 69 

agccattg atg gac teg gac gag gec ggg ttc gag cac tea gga ctg tgg 50 
Met Asp Ser Asp Glu Ala Gly Phe Glu His Ser Gly Leu Trp 
1 5 10 

gtt tct gtg ctg get ggt ctt ctg ctg gga gec tgc cag gca cac ccc 98 
Val Ser Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro 
15 20 25 30 

ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 146 
lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 
35 40 45 

egg tac etc tac aca gat gat gee cag cag aca gaa gec cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu 
50 55 60 

ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 242 
lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 

agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa ate ttg 290 
Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu 
80 85 90 

gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg gec ctg 33 8 
Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu 
95 100 105 110 

tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg gag ctg 386 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 
115 120 125 

ctt ctt gag gac gga tac aat gtt tac cag tec gaa gec cac ggc etc 434 
Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu 
130 135 140 

ccg ctg cac ctg cca ggg aac aag tec cca cac egg gac cct gca ccc 482 
Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 
145 150 155 

c 9 a 99 a cca get cgc ttc ctg cca eta cca ggc ctg ccc ccc gca etc 53 0 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 
160 165 170 

ccg gag cca ccc gga ate ctg gee ccc cag ccc ccc gat gtg ggc tec 578 
Pro Glu Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser 
175 180 185 190 

teg gac cct ctg age atg gtg gga cct tec cag ggc cga age ccc age 626 

Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser 
195 200 205 

160 



tac get tec tgaageca 
Tyr Ala Ser 



643 



<210> 70 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 70 

Met Asp Ser Asp Glu Ala Gly Phe Glu His Ser Gly Leu Trp Val Ser 
15 10 15 

Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu Gly Val 
85 90 95 

Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu Tyr Gly 
100 105 ■ 110 

Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu Leu 
115 120 125 

Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro Leu 
130 135 140 

His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro Arg Gly 
145 150 155 160 

Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu Pro Glu 
165 170 175 

Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser Ser Asp 
180 185 190 

Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser Tyr Ala 
195 200 205 

Ser 



<210> 71 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (635) 

<400> 71 

161 



agccattg atg gac teg gac gag acc ggg ttc gag cac tea gga ctg tgg 50 
Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp 
15 10 



gtt tct gtg ctg get ggt ctt ctg ctg gga gee tgc cag gca cac ccc 98 
Val Ser Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro 
15 20 25 30 

ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 146 
lie Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 
35 40 45 

egg tac etc tac aca gat gat gee cag cag aca gaa gee cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu 
50 55 60 

ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 242 
lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 

agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa ate ttg 290 
Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu 
80 85 90 

gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg gee ctg 338 
Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu 
95 100 105 110 

tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg gag ctg 386 
Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 
115 120 125 

ctt ctt gag gac gga tac aat gtt tac cag tec gaa gee cac ggc etc 434 
Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu 
130 135 140 

ccg ctg cac cag cca ggg aac aag tec cca cac egg gac cct gca ccc 482 
Pro Leu His Gin Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 
145 150 155 

cga gga cca get cgc ttc ctg cca eta cca ggc ctg ccc ccc gca etc 530 
Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu 
160 165 170 

ccg gag cca ccc gga ate ctg gee ccc cag ccc ccc gat gtg ggc tec 578 
Pro Glu Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser 
175 180 185 190 

teg gac cct ctg age atg gtg gga cct tec cag ggc cga age ccc age 626 
Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser 
195 200 205 

tac get tec tgaageca 643 
Tyr Ala Ser 



<210> 72 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp Val Ser 
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1 



5 



10 



15 



Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val He Gin He Leu Gly Val 
85 90 95 

Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu Tyr Gly 
100 105 110 

Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu Leu 
115 120 125 

Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro Leu 
130 135 140 

His Gin Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro Arg Gly 
145 150 155 160 

Pro Ala Arg Phe Leu Pro Leu Pro Gly Leu Pro Pro Ala Leu Pro Glu 
165 170 175 

Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser Ser Asp 
180 185 190 

Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser Tyr Ala 
195 200 205 

Ser 



<210> 73 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (635) 



<400> 73 

agccattg atg gac teg gac gag acc ggg ttc gag cac tea gga ctg tgg 50 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp 
1 5 10 



gtt tct gtg ctg get ggt ctt ctg ctg gga gee tgc cag gca cac ccc 98 
Val Ser Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro 
15 20 25 30 

ate cct gac tec agt cct etc ctg caa ttc ggg ggc caa gtc egg cag 146 
He Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin 
35 40 45 
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egg tac etc tac aca gat gat gec cag cag aca gaa gec cac ctg gag 194 
Arg Tyr Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu 
50 55 60 



ate agg gag gat ggg acg gtg ggg ggc get get gac cag age ccc gaa 242 
lie Arg Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu 
65 70 75 

agt etc ctg cag ctg aaa gee ttg aag ccg gga gtt att caa ate ttg 290 

Ser Leu Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Gin lie Leu 
80 85 A . 90 

gga gtc aag aca tec agg ttc ctg tgc cag egg cca gat ggg gec ctg 338 

Gly Val Lys Thr Ser Arg Phe Leu Cys Gin Arg Pro Asp Gly Ala Leu 

95 100 105 110 

tat gga teg etc cac ttt gac cct gag gee tgc age ttc egg gag ctg 3 86 

Tyr Gly Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu 
115 120 125 

ctt ctt gag gac gga tac aat gtt tac cag tec gaa gee cac ggc etc 434 

Leu Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu 
130 135 140 

ccg ctg cac ctg cca ggg aac aag tec cca cac egg gac cct gca ccc 482 

Pro Leu His Leu Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro 
145 150 155 

cga gga cca get cgc ttc ctg cca eta cca ggc cag ccc ccc gca etc 530 

Arg Gly Pro Ala Arg Phe Leu Pro Leu Pro Gly Gin Pro Pro Ala Leu 
160 165 170 

ccg gag cca ccc gga ate ctg gee ccc cag ccc ccc gat gtg ggc tec 578 

Pro Glu Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser 

175 180 185 190 

teg gac cct ctg age atg gtg gga cct tec cag ggc cga age ccc age 626 

Ser Asp Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser 
195 200 205 

tac get tec tgaageca 643 
Tyr Ala Ser 



<210> 74 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 74 

Met Asp Ser Asp Glu Thr Gly Phe Glu His Ser Gly Leu Trp Val Ser 
1 5 10 15 

Val Leu Ala Gly Leu Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Gin Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
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65 



70 



75 



80 



Leu Gin Leu Lys 



Lys Thr Ser Arg 
100 

Ser Leu His Phe 
115 

Glu Asp Gly Tyr 
130 

His Leu Pro Gly 
145 

Pro Ala Arg Phe 



Pro Pro Gly lie 
180 

Pro Leu Ser Met 
195 

Ser 



Ala Leu Lys Pro 
85 

Phe Leu Cys Gin 



Asp Pro Glu Ala 
120 

Asn Val Tyr Gin 
135 

Asn Lys Ser Pro 
150 

Leu Pro Leu Pro 
165 

Leu Ala Pro Gin 



Val Gly Pro Ser 
200 



Gly Val lie Gin 
90 

Arg Pro Asp Gly 
105 

Cys Ser Phe Arg 



Ser Glu Ala His 
140 

His Arg Asp Pro 
155 

Gly Gin Pro Pro 
170 

Pro Pro Asp Val 
185 

Gin Gly Arg Ser 



lie Leu Gly Val 
95 

Ala Leu Tyr Gly 
110 

Glu Leu Leu Leu 
125 

Gly Leu Pro Leu 



Ala Pro Arg Gly 
160 

Ala Leu Pro Glu 
175 

Gly Ser Ser Asp 
190 

Pro Ser Tyr Ala 
205 



<210> 75 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (24) . . (24) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_f eature 
<222> (25) . . (25) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc^feature 
<222> (58) . . (58) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> mis cofeature 
<222> (70) . . (70) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> mi sc_f eature 
<222> (172) . . (172) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (282) . . (282) 

<223> Wherein n may be a, c, g or t 
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<220> 

<22 1> mis cofeature 
<222> (306) . . (306) 

<223> Wherein n may be a , c , g or t 
<220> 

<221> misc_feature 
<222> (337) . . (337) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (445) . . (445) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (517) . . (517) 

<223> Wherein n may be a, c, g or t 
<400> 75 

agccattgat ggactcggac 
tggctggtcn tctgctggga 
tgcaattcgg gggccaagtc 
aagcccacct ggagatcagg 
aaagtctcct gcagctgaaa 
catccnggtt cctgtgccag 
ctgaggcctg cagcttccgg 
aagcccacgg cctcccgctg 
cccgaggacc agctcgcttc 
ccggaatcct ggccccccag 
gaccttccca gggccgaagc 

<210> 76 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (17) . . (17) 
<223> Wherein Xaa may be any naturally occurring amino acid 

<220> 

<221> misc_feature 
<222> (21) . . (21) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (92) . . (92) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc__f eature 
<222> (110) . . (110) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (146) . . (146) 

<223> Wherein Xaa may be any naturally occurring amino acid 
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gagnncgggt tcgagcactc 
gcctgccagg cacaccccat 
cggcagcggt acctctacac 
gaggatggga cggtgggggg 
gccttgaagc cgggagttat 
cggccagatg gggcccngta 
gagctgcttc ttgaggacgg 
caccngccag ggaacaagtc 
ctgccactac caggccngcc 
ccccccgatg tgggctcctc 
cccagctacg cttcctgaag 



aggactgtgg gtttctgngc 60 
ccctgactcc agtcctctcc 120 
agatgatgcc cngcagacag 180 
cgctgctgac cagagccccg 24 0 
tnaaatcttg ggagtcaaga 3 00 
tggatcgctc cactttgacc 360 
atacaatgtt taccagtccg 420 
cccacaccgg gaccctgcac 4 80 
ccccgcactc ccggagccac 540 
ggaccctctg agcatggtgg 600 
cca 643 



<400> 76 

Met Asp Ser Asp Glu Asn Gly Phe Glu His Ser Gly Leu Trp Val Ser 
15 10 15 

Xaa Leu Ala Gly Xaa Leu Leu Gly Ala Cys Gin Ala His Pro lie Pro 
20 25 30 

Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg Tyr 
35 40 45 

Leu Tyr Thr Asp Asp Ala Asn Gin Thr Glu Ala His Leu Glu lie Arg 
50 55 60 

Glu Asp Gly Thr Val Gly Gly Ala Ala Asp Gin Ser Pro Glu Ser Leu 
65 70 75 80 

Leu Gin Leu Lys Ala Leu Lys Pro Gly Val lie Xaa lie Leu Gly Val 
85 90 95 

Lys Thr Ser Asn Phe Leu Cys Gin Arg Pro Asp Gly Ala Xaa Tyr Gly 
100 105 110 

Ser Leu His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu Leu 
115 120 125 

Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro Leu 
130 135 140 

His Xaa Pro Gly Asn Lys Ser Pro His Arg Asp Pro Ala Pro Arg Gly 
145 150 155 160 

Pro Ala Arg Phe Leu Pro Leu Pro Gly Asn Pro Pro Ala Leu Pro Glu 
165 170 175 

Pro Pro Gly lie Leu Ala Pro Gin Pro Pro Asp Val Gly Ser Ser Asp 
180 185 190 

Pro Leu Ser Met Val Gly Pro Ser Gin Gly Arg Ser Pro Ser Tyr Ala 
195 200 205 

Ser 



<210> 77 
<211> 1788 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1788) 

<400> 77 

gaa gaa ctt cca aac tac ctg gtg aca tta cca gcc egg eta aat ttc 48 
Glu Glu Leu Pro Asn Tyr Leu Val Thr Leu Pro Ala Arg Leu Asn Phe 
15 10 15 

ccc tec gtt cag aag gtt tgt ttg gac ctg age cct ggg tac agt gat 96 
Pro Ser Val Gin Lys Val Cys Leu Asp Leu Ser Pro Gly Tyr Ser Asp 
20 25 30 



gtt aaa ttc 



acg gtt act ctg gag acc aag gac aag ace cag aag ttg 144 
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Val Lys Phe Thr Val Thr Leu Glu Thr Lys Asp Lys Thr Gin Lys Leu 
35 40 45 

eta gaa tac tct gga ctg aag aag agg cac tta cat tgt ate tec ttt 192 
Leu Glu Tyr Ser Gly Leu Lys Lys Arg His Leu His Cys lie Ser Phe 
50 55 60 

ctt gta cca cct cct get ggt ggc aca gaa gaa gtg gee aca ate egg 240 
Leu Val Pro Pro Pro Ala Gly Gly Thr Glu Glu Val Ala Thr lie Arg 
65 70 75 80 

gtg teg gga gtt gga aat aac ate age ttt gag gag aag aaa aag gtt 288 
Val Ser Gly Val Gly Asn Asn lie Ser Phe Glu Glu Lys Lys Lys Val 
85 90 95 

eta att cag agg cag ggg aac ggc ace ttt gta cag act gac aaa cct 336 
Leu lie Gin Arg Gin Gly Asn Gly Thr Phe Val Gin Thr Asp Lys Pro 
100 105 110 

etc tac ace cca ggg cag caa gtg tat ttc cgc att gtc acc atg gat 384 
Leu Tyr Thr Pro Gly Gin Gin Val Tyr Phe Arg lie Val Thr Met Asp 
, 115 120 125 

age aac ttc gtt cca gtg aat gac aag tac tec atg gtg gaa eta cag 432 
Ser Asn Phe Val Pro Val Asn Asp Lys Tyr Ser Met Val Glu Leu Gin 
130 135 140 

gat cca aat age aac agg att gca cag tgg ctg gaa gtg gta cct gag 480 
Asp Pro Asn Ser Asn Arg lie Ala Gin Trp Leu Glu Val Val Pro Glu 
145 m 150 155 160 

caa ggc att gta gac ctg tec ttc caa ctg gca cca gag gca atg ctg 528 
Gin Gly lie Val Asp Leu Ser Phe Gin Leu Ala Pro Glu Ala Met Leu 
165 170 175 

ggc acc tac act gtg gca gtg get gag ggc aag acc ttt ggt act ttc 576 
Gly Thr Tyr Thr Val Ala Val Ala Glu Gly Lys Thr Phe Gly Thr Phe 
180 185 190 

agt gtg gag gaa tat gtg ctg ccg aag ttt aag gtg gaa gtg gtg gaa 624 
Ser Val Glu Glu Tyr Val Leu Pro Lys Phe Lys Val Glu Val Val Glu 
195 200 205 

ccc aag gag tta tea acg gtg cag gaa tct ttc tta gta aaa att tgt 672 
Pro Lys Glu Leu Ser Thr Val Gin Glu Ser Phe Leu Val Lys lie Cys 
210 215 220 

tgt agg tac acc tat gga aag ccc atg eta ggg gca gtg cag gta tct 720 
Cys Arg Tyr Thr Tyr Gly Lys Pro Met Leu Gly Ala Val Gin Val Ser 
225 230 235 240 

gtg tgt cag aag gca aat act tac tgg tat cga gag gtg gaa egg gaa 768 
Val Cys Gin Lys Ala Asn Thr Tyr Trp Tyr Arg Glu Val Glu Arg Glu 
245 250 255 

cag ctt cct gac aaa tgc agg aac etc tct gga cag act gac aaa aca 816 
Gin Leu Pro Asp Lys Cys Arg Asn Leu Ser Gly Gin Thr Asp Lys Thr 
260 265 270 

gga tgt ttc tea gca cct gtg gac atg gee acc ttt gac etc att gga 864 
Gly Cys Phe Ser Ala Pro Val Asp Met Ala Thr Phe Asp Leu lie Gly 
275 280 285 
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tat gcg tac age cat caa ate aat att gtg get act gtt gtg gag gaa 912 
Tyr Ala Tyr Ser His Gin He Asn He Val Ala Thr Val Val Glu Glu 
290 295 300 

ggg aca ggt gtg gag gee aat gee act cag aat ate tac att tct cca 960 
Gly Thr Gly Val Glu Ala Asn Ala Thr Gin Asn He Tyr He Ser Pro 
305 310 315 320 

caa atg gga tea atg acc ttt gaa gac ace age aat ttt tac cat cca 1008 
Gin Met Gly Ser Met Thr Phe Glu Asp Thr Ser Asn Phe Tyr His Pro 
325 330 335 

aat ttc ccc ttc agt ggg aag ata aga gtt agg ggc cat gat gac tec 1056 
Asn Phe Pro Phe Ser Gly Lys He Arg Val Arg Gly His Asp Asp Ser 
340 345 350 

ttc etc aag aac cat eta gtg ttt ctg gtg att tat ggc aca aat gga 1104 
Phe Leu Lys Asn His Leu Val Phe Leu Val He Tyr Gly Thr Asn Gly 
355 360 365 

acc ttc aac cag acc ctg gtt act gat aac aat ggc eta get ccc ttt 1152 
Thr Phe Asn Gin Thr Leu Val Thr Asp Asn Asn Gly Leu Ala Pro Phe 
370 375 380 

acc ttg gag aca tec ggt tgg aat ggg aca gac gtt tct ctg gag gga 1200 
Thr Leu Glu Thr Ser Gly Trp Asn Gly Thr Asp Val Ser Leu Glu Gly 
385 390 395 400 

aag ttt caa atg gaa gac tta gta tat aat ccg gaa caa gtg cca cgt 1248 
Lys Phe Gin Met Glu Asp Leu Val Tyr Asn Pro Glu Gin Val Pro Arg 
405 410 415 

tac tac caa aat gee tac ctg cac ctg cga ccc ttc tac age aca acc 1296 
Tyr Tyr Gin Asn Ala Tyr Leu His Leu Arg Pro Phe Tyr Ser Thr Thr 
420 425 430 

cgc age ttc ctt ggc ate cac egg eta aac ggc ccc ttg aaa tgt ggc 1344 
Arg Ser Phe Leu Gly He His Arg Leu Asn Gly Pro Leu Lys Cys Gly 
435 440 445 

cag ccc cag gaa gtg ctg gtg gat tat tac ate gac ccg gee gat gca 1392 
Gin Pro Gin Glu Val Leu Val Asp Tyr Tyr He Asp Pro Ala Asp Ala 
450 455 460 

age cct gac caa gag ate age ttc tec tac tat tta ata ggg aaa gga 1440 
Ser Pro Asp Gin Glu He Ser Phe Ser Tyr Tyr Leu lie Gly Lys Gly 
465 470 475 480 

agt ttg gtg atg gag ggg cag aaa cac ctg aac tct aag aag aaa gga 14 88 
Ser Leu Val Met Glu Gly Gin Lys His Leu Asn Ser Lys Lys Lys Gly 
485 490 495 

ctg aaa gee ccc ttc tct etc tea ctg acc ttc act teg aga ctg gee 1536 
Leu Lys Ala Pro Phe Ser Leu Ser Leu Thr Phe Thr Ser Arg Leu Ala 
500 505 510 

cct gat cct tec ctg gtg ate tat gee att ttt ccc agt gga ggt gtt 1584 
Pro Asp Pro Ser Leu Val He Tyr Ala He Phe Pro Ser Gly Gly Val 
515 520 525 

gta get gac aaa att cag ttc tea gtc gag atg tgc ttt gac aat cag 1632 
Val Ala Asp Lys He Gin Phe Ser Val Glu Met Cys Phe Asp Asn Gin 
530 535 540 
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gtt tec ctt ggc ttc tec ccc tec cag cag ctt cca gga gca gaa gtg 1680 
Val Ser Leu Gly Phe Ser Pro Ser Gin Gin Leu Pro Gly Ala Glu Val 
545 550 555 560 

gag ctg cag ctg cag gca get ccc gga tec ctg tgt gcg etc egg gcg 1728 
Glu Leu Gin Leu Gin Ala Ala Pro Gly Ser Leu Cys Ala Leu Arg Ala 
565 570 575 

gtg gat gag agt gtc tta ctg ctt agg cca gac aga gag ctg age aac 1776 
Val Asp Glu Ser Val Leu Leu Leu Arg Pro Asp Arg Glu Leu Ser Asn 
580 585 590 

cgc tct gtc tat 1788 
Arg Ser Val Tyr 
595 

<210> 78 
<211> 596 
<212> PRT 

<213> Homo sapiens 
<400> 78 

Glu Glu Leu Pro Asn Tyr Leu Val Thr Leu Pro Ala Arg Leu Asn Phe 
15 10 15 

Pro Ser Val Gin Lys Val Cys Leu Asp Leu Ser Pro Gly Tyr Ser Asp 
2 0 25 30 

Val Lys Phe Thr Val Thr Leu Glu Thr Lys Asp Lys Thr Gin Lys Leu 
35 40 *45 

Leu Glu Tyr Ser Gly Leu Lys Lys Arg His Leu His Cys lie Ser Phe 
50 55 60 

Leu Val Pro Pro Pro Ala Gly Gly Thr Glu Glu Val Ala Thr lie Arg 
65 70 75 80 

Val Ser Gly Val Gly Asn Asn lie Ser Phe Glu Glu Lys Lys Lys Val 
85 90 95 

Leu lie Gin Arg Gin Gly Asn Gly Thr Phe Val Gin Thr Asp Lys Pro 
100 105 110 

Leu Tyr Thr Pro Gly Gin Gin Val Tyr Phe Arg lie Val Thr Met Asp 
115 120 125 

Ser Asn Phe Val Pro Val Asn Asp Lys Tyr Ser Met Val Glu Leu Gin 
130 135 140 

Asp Pro Asn Ser Asn Arg lie Ala Gin Trp Leu Glu Val Val Pro Glu 
145 150 155 160 

Gin Gly lie Val Asp Leu Ser Phe Gin Leu Ala Pro Glu Ala Met Leu 
165 170 175 

Gly Thr Tyr Thr Val Ala Val Ala Glu Gly Lys Thr Phe Gly Thr Phe 
180 185 190 

Ser Val Glu Glu Tyr Val Leu Pro Lys Phe Lys Val Glu Val Val Glu 
195 200 205 



Pro Lys Glu Leu Ser Thr Val Gin Glu Ser Phe Leu Val Lys lie Cys 
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210 215 220 

Cys Arg Tyr Thr Tyr Gly Lys Pro Met Leu Gly Ala Val Gin Val Ser 
225 230 235 240 

Val Cys Gin Lys Ala Asn Thr Tyr Trp Tyr Arg Glu Val Glu Arg Glu 
245 250 255 

Gin Leu Pro Asp Lys Cys Arg Asn Leu Ser Gly Gin Thr Asp Lys Thr 
260 265 270 

Gly Cys Phe Ser Ala Pro Val Asp Met Ala Thr Phe Asp Leu lie Gly 
275 280 285 

Tyr Ala Tyr Ser His Gin lie Asn lie Val Ala Thr Val Val Glu Glu 
290 295 300 

Gly Thr Gly Val Glu Ala Asn Ala Thr Gin Asn He Tyr lie Ser Pro 
305 310 315 320 

Gin Met Gly Ser Met Thr Phe Glu Asp Thr Ser Asn Phe Tyr His Pro 
325 330 335 

Asn Phe Pro Phe Ser Gly Lys He Arg Val Arg Gly His Asp Asp Ser 
340 345 350 

Phe Leu Lys Asn His Leu Val Phe Leu Val He Tyr Gly Thr Asn Gly 
355 360 365 

Thr Phe Asn Gin Thr Leu Val Thr Asp Asn Asn Gly Leu Ala Pro Phe 
370 375 380 

Thr Leu Glu Thr Ser Gly Trp Asn Gly Thr Asp Val Ser Leu Glu Gly 
385 390 395 400 

Lys Phe Gin Met Glu Asp Leu Val Tyr Asn Pro Glu Gin Val Pro Arg 
405 410 415 

Tyr Tyr Gin Asn Ala Tyr Leu His Leu Arg Pro Phe Tyr Ser Thr Thr 
420 425 430 

Arg Ser Phe Leu Gly He His Arg Leu Asn Gly Pro Leu Lys Cys Gly 
435 440 445 

Gin Pro Gin Glu Val Leu Val Asp Tyr Tyr He Asp Pro Ala Asp Ala 
450 455 460 

Ser Pro Asp Gin Glu He Ser Phe Ser Tyr Tyr Leu He Gly Lys Gly 
465 470 475 480 

Ser Leu Val Met Glu Gly Gin Lys His Leu Asn Ser Lys Lys Lys Gly 
485 490 495 

Leu Lys Ala Pro Phe Ser Leu Ser Leu Thr Phe Thr Ser Arg Leu Ala 
500 505 510 

Pro Asp Pro Ser Leu Val He Tyr Ala He Phe Pro Ser Gly Gly Val 
515 520 525 

Val Ala Asp Lys He Gin Phe Ser Val Glu Met Cys Phe Asp Asn Gin 
530 535 540 

Val Ser Leu Gly Phe Ser Pro Ser Gin Gin Leu Pro Gly Ala Glu Val 
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\ 



545 



550 



555 



560 



Glu Leu Gin Leu Gin Ala Ala Pro Gly Ser Leu Cys Ala Leu Arg Ala 
565 570 575 

Val Asp Glu Ser Val Leu Leu Leu Arg Pro Asp Arg Glu Leu Ser Asn 
580 585 590 

Arg Ser Val Tyr 
595 

<210> 79 
<211> 4492 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (4374) 

<400> 79 

atg tgg get cag etc ctt eta gga atg ttg gee eta tea cca gee att 48 

Met Trp Ala Gin Leu Leu Leu Gly Met Leu Ala Leu Ser Pro Ala lie 
1 5 10 15 

gca gaa gaa ctt cca aac tac ctg gtg aca tta cca gee egg eta aat 96 
Ala Glu Glu Leu Pro Asn Tyr Leu Val Thr Leu Pro Ala Arg Leu Asn 
20 25 30 

ttc ccc tec gtt cag aag gtt tgt ttg gac ctg age cct ggg tac agt 144 
Phe Pro Ser Val Gin Lys Val Cys Leu Asp Leu Ser Pro Gly Tyr Ser 
35 40 45 

gat gtt aaa ttc acg gtt act ctg gag ace aag gac aag ace cag aag 192 
Asp Val Lys Phe Thr Val Thr Leu Glu Thr Lys Asp Lys Thr Gin Lys 
50 55 60 

ttg eta gaa tac tct gga ctg aag aag agg cac tta cat tgt ate tec 240 
Leu Leu Glu Tyr Ser Gly Leu Lys Lys Arg His Leu His Cys lie Ser 
65 70 75 80 

ttt ctt gta cca cct cct get ggt ggc aca gaa gaa gtg gec aca ate 2 88 
Phe Leu Val Pro Pro Pro Ala Gly Gly Thr Glu Glu Val Ala Thr lie 
85 90 95 

egg gtg teg gga gtt gga aat aac ate age ttt gag gag aag aaa aag 336 
Arg Val Ser Gly Val Gly Asn Asn lie Ser Phe Glu Glu Lys Lys Lys 
100 105 110 

gtt eta att cag agg cag ggg aac ggc ace ttt gta cag act gac aaa 3 84 
Val Leu lie Gin Arg Gin Gly Asn Gly Thr Phe Val Gin Thr Asp Lys 
115 120 125 

cct etc tac ace cca ggg cag caa gtg tat ttc cgc att gtc ace atg 432 
Pro Leu Tyr Thr Pro Gly Gin Gin Val Tyr Phe Arg lie Val Thr Met 
13 0 135 14 0 

gat age aac ttc gtt cca gtg aat gac aag tac tec atg gtg gaa eta 480 
Asp Ser Asn Phe Val Pro Val Asn Asp Lys Tyr Ser Met Val Glu Leu 
145 150 155 160 

cag gat cca aat age aac agg att gca cag tgg ctg gaa gtg gta cct 528 
Gin Asp Pro Asn Ser Asn Arg He Ala Gin Trp Leu Glu Val Val Pro 
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165 



170 
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gag caa ggc att gta gac ctg tec ttc caa ctg gca cca gag gca atg 576 
Glu Gin Gly lie Val Asp Leu Ser Phe Gin Leu Ala Pro Glu Ala Met 
180 185 190 

ctg ggc acc tac act gtg gca gtg get gag ggc aag acc ttt ggt act 624 
Leu Gly Thr Tyr Thr Val Ala Val Ala Glu Gly Lys Thr Phe Gly Thr 
195 200 205 

ttc agt gtg gag gaa tat gtg ctt tct cca ttt etc ctt tta etc tct 672 
Phe Ser Val Glu Glu Tyr Val Leu Ser Pro Phe Leu Leu Leu Leu Ser 
210 215 220 

tea gtg ctg ccg aag ttt aag gtg gaa gtg gtg gaa ccc aag gag tta 720 
Ser Val Leu Pro Lys Phe Lys Val Glu Val Val Glu Pro Lys Glu Leu 
225 230 235 240 

tea acg gtg cag gaa tct ttc tta gta aaa att tgt tgt agg tac acc 768 
Ser Thr Val Gin Glu Ser Phe Leu Val Lys lie Cys Cys Arg Tyr Thr 
245 250 255 

tat gga aag ccc atg eta ggg gca gtg cag gta tct gtg tgt cag aag 816 
Tyr Gly Lys Pro Met Leu Gly Ala Val Gin Val Ser Val Cys Gin Lys 
260 265 270 

gca aat act tac tgg tat cga gag gtg gaa egg gaa cag ctt cct gac 864 
Ala Asn Thr Tyr Trp Tyr Arg Glu Val Glu Arg Glu Gin Leu Pro Asp 
275 280 285 

aaa tgc agg aac etc tct gga cag act gac aaa aca gga tgt ttc tea 912 
Lys Cys Arg Asn Leu Ser Gly Gin Thr Asp Lys Thr Gly Cys Phe Ser 
290 295 300 

gca cct gtg gac atg gee acc ttt gac etc att gga tat gcg tac age 960 
Ala Pro Val Asp Met Ala Thr Phe Asp Leu lie Gly Tyr Ala Tyr Ser 
305 310 315 320 

cat caa ate aat att gtg get act gtt gtg gag gaa ggg aca ggt gtg 1008 
His Gin lie Asn lie Val Ala Thr Val Val Glu Glu Gly Thr Gly Val 
325 330 335 

gag gee aat gee act cag aat ate tac act tct cca caa atg gga tea 1056 
Glu Ala Asn Ala Thr Gin Asn lie Tyr Thr Ser Pro Gin Met Gly Ser 
340 345 350 

atg acc ttt gaa gac acc age aat ttt tac cat cca aat ttc ccc ttc 1104 
Met Thr Phe Glu Asp Thr Ser Asn Phe Tyr His Pro Asn Phe Pro Phe 
355 360 365 

agt ggg aag atg ctg etc aag ttt ccg caa ggc ggt gtg etc cct tgc 1152 
Ser Gly Lys Met Leu Leu Lys Phe Pro Gin Gly Gly Val Leu Pro Cys 
370 375 380 

aag aac cat eta gtg ttt ctg gtg att tat ggc aca aat gga acc ttc 1200 
Lys Asn His Leu Val Phe Leu Val lie Tyr Gly Thr Asn Gly Thr Phe 
385 390 395 400 

aac cag acc ctg gtt act gat aac aat ggc eta get ccc ttt acc ttg 1248 
Asn Gin Thr Leu Val Thr Asp Asn Asn Gly Leu Ala Pro Phe Thr Leu 
405 410 415 

gag aca tec ggt tgg aat ggg aca gac gtt tct ctg gag gga aag ttt 1296 

173 



Glu Thr Ser Gly Trp Asn Gly Thr Asp Val Ser Leu Glu Gly Lys Phe 
420 425 430 



caa atg gaa gac tta gta tat aat ccg gaa caa gtg cca cgt tac tac 1344 
Gin Met Glu Asp Leu Val Tyr Asn Pro Glu Gin Val Pro Arg Tyr Tyr 
435 440 445 

caa aat gcc tac ctg cac ctg cga ccc ttc tac age aca acc cgc age 1392 
Gin Asn Ala Tyr Leu His Leu Arg Pro Phe Tyr Ser Thr Thr Arg Ser 
450 455 460 

ttc ctt ggc ate cac egg eta aac ggc ccc ttg aaa tgt ggc cag ccc 144 0 
Phe Leu Gly lie His Arg Leu Asn Gly Pro Leu Lys Cys Gly Gin Pro 
465 470 475 480 

cag gaa gtg ctg gtg gat tat tac ate gac ccg gcc gat gca age cct 14 88 
Gin Glu Val Leu Val Asp Tyr Tyr lie Asp Pro Ala Asp Ala Ser Pro 
485 490 495 

gac caa gag ate age ttc tec tac tat tta ata ggg aaa gga agt ttg 1536 
Asp Gin Glu lie Ser Phe Ser Tyr Tyr Leu lie Gly Lys Gly Ser Leu 
500 505 510 

gtg atg gag ggg cag aaa cac ctg aac tct aag aag aaa gga ctg aaa 1584 
Val Met Glu Gly Gin Lys His Leu Asn Ser Lys Lys Lys Gly Leu Lys 
515 520 525 

gcc tec ttc tct etc tea ctg acc ttc act teg aga ctg gcc cct gat 1632 
Ala Ser Phe Ser Leu Ser Leu Thr Phe Thr Ser Arg Leu Ala Pro Asp 
530 535 540 

cct tec ctg gtg ate tat gcc att ttt ccc agt gga ggt gtt gta get 1680 
Pro Ser Leu Val lie Tyr Ala lie Phe Pro Ser Gly Gly Val Val Ala 
545 550 555 560 

gac aaa att cag ttc tea gtc gag atg tgc ttt gac aat cag cag ctt 1728 
Asp Lys He Gin Phe Ser Val Glu Met Cys Phe Asp Asn Gin Gin Leu 
565 570 575 

cca gga gca gaa gtg gag ctg cag ctg cag gca get ccc gga tec ctg 1776 
Pro Gly Ala Glu Val Glu Leu Gin Leu Gin Ala Ala Pro Gly Ser Leu 
580 585 590 

tgt gcg etc egg gcg gtg gat gag agt gtc tta ctg ctt agg cca gac 1824 
Cys Ala Leu Arg Ala Val Asp Glu Ser Val Leu Leu Leu Arg Pro Asp 
595 600 605 

aga gag ctg age aac cgc tct gtc tat ggg atg ttt cca ttc tgg tat 1872 
Arg Glu Leu Ser Asn Arg Ser Val Tyr Gly Met Phe Pro Phe Trp Tyr 
610 615 620 

ggt cac tac ccc tat caa gtg get gag tat gat cag tgt cca gtg tct 1920 
Gly His Tyr Pro Tyr Gin Val Ala Glu Tyr Asp Gin Cys Pro Val Ser 
625 630 635 640 

ggc cca tgg gac ttt cct cag ccc etc att gac cca atg ccc caa ggg 1968 
Gly Pro Trp Asp Phe Pro Gin Pro Leu He Asp Pro Met Pro Gin Gly 
645 650 655 

cat teg age cag cgt tec att ate tgg agg ccc teg ttc tct gaa ggc 2016 
His Ser Ser Gin Arg Ser He He Trp Arg Pro Ser Phe Ser Glu Gly 
660 665 670 
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acg gac ctt ttc age ttt ttc egg gac gtg ggc ctg aaa ata ctg tec 2064 
Thr Asp Leu Phe Ser Phe Phe Arg Asp Val Gly Leu Lys lie Leu Ser 
675 680 685 

aat gee aaa ate aag aag cca gta gat tgc agt cac aga tct cca gaa 2112 
Asn Ala Lys lie Lys Lys Pro Val Asp Cys Ser His Arg Ser Pro Glu 
690 695 700 

tac age act get atg ggt ggc ggt ggt cat cca gag get ttt gag tea 2160 
Tyr Ser Thr Ala Met Gly Gly Gly Gly His Pro Glu Ala Phe Glu Ser 
705 710 715 720 

tea act cct tta cat caa gca gag gat tct cag gtc cgc cag tac ttc 2208 
Ser Thr Pro Leu His Gin Ala Glu Asp Ser Gin Val Arg Gin Tyr Phe 
725 730 735 

cca gag ace tgg etc tgg gat ctg ttt cct att ggt aac teg ggg aag 2256 
Pro Glu Thr Trp Leu Trp Asp Leu Phe Pro lie Gly Asn Ser Gly Lys 
740 745 750 

gag gcg gtc cac gtc aca gtt cct gac gee ate ace gag tgg aag gcg 2304 
Glu Ala Val His Val Thr Val Pro Asp Ala lie Thr Glu Trp Lys Ala 
755 760 765 

atg agt ttc tgc act tec cag tea aga ggc ttc ggg ctt tea ccc act 2352 
Met Ser Phe Cys Thr Ser Gin Ser Arg Gly Phe Gly Leu Ser Pro Thr 
770 775 780 

gtt gga eta act get ttc aag ccg ttc ttt gtt gac ctg act etc cct 2400 
Val Gly Leu Thr Ala Phe Lys Pro Phe Phe Val Asp Leu Thr Leu Pro 
785 790 795 800 

tac tea gta gtc cgt ggg gaa tec ttt cgt ctt act gee acc ate ttc 2448 
Tyr Ser Val Val Arg Gly Glu Ser Phe Arg Leu Thr Ala Thr lie Phe 
805 810 815 

aat tac eta aag gat tgc ate agg gtt cag act gac ctg get aaa teg 2496 
Asn Tyr Leu Lys Asp Cys lie Arg Val Gin Thr Asp Leu Ala Lys Ser 
820 825 830 

cat gag tac cag eta gaa tea tgg gca gat tct cag acc tec agt tgt 2544 
His Glu Tyr Gin Leu Glu Ser Trp Ala Asp Ser Gin Thr Ser Ser Cys 
835 840 845 

etc tgt get gat gac gca aaa acc cac cac tgg aac ate aca get gtc 2592 
Leu Cys Ala Asp Asp Ala Lys Thr His His Trp Asn lie Thr Ala Val 
850 855 860 

aaa ttg ggt cac att aac ttt act att agt aca aag att ctg gac age 2640 
Lys Leu Gly His lie Asn Phe Thr lie Ser Thr Lys lie Leu Asp Ser 
865 870 875 880 

aat gaa cca tgt ggg ggc cag aag ggg ttt gtt ccc caa aag ggc cga 2688 
Asn Glu Pro Cys Gly Gly Gin Lys Gly Phe Val Pro Gin Lys Gly Arg 
885 890 895 

agt gac acg etc ate aag cca gtt etc gtc aaa cct gag gga gtc ctg 2736 
Ser Asp Thr Leu lie Lys Pro Val Leu Val Lys Pro Glu Gly Val Leu 
900 905 910 

gtg gag aag aca cac age tea ttg ctg tgc cca aaa gga gga aag gtg 2784 
Val Glu Lys Thr His Ser Ser Leu Leu Cys Pro Lys Gly Gly Lys Val 
915 920 925 
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gca tct gaa tct gtc tec ctg gag etc cca gtg gac att gtt cct gac 2832 
Ala Ser Glu Ser Val Ser Leu Glu Leu Pro Val Asp lie Val Pro Asp 
930 935 940 

teg acc aag get tat gtt acg gtt ctg gga gac att atg ggc aca gee 2880 
Ser Thr Lys Ala Tyr Val Thr Val Leu Gly Asp lie Met Gly Thr Ala 
945 950 955 960 

ctg cag aac ctg gat ggt ctg gtg cag atg ccc agt ggc tgt ggc gag 2928 
Leu Gin Asn Leu Asp Gly Leu Val Gin Met Pro Ser Gly Cys Gly Glu 
965 970 975 ~ 



cag aac atg gtc ttg ttt get ccc ate ate tat gtc ttg cag tac ctg 
Gin Asn Met Val Leu Phe Ala Pro lie lie Tyr Val Leu Gin Tyr Leu 
980 985 990 
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gag aag gca ggg ctg ctg acg gag gag ate agg tct egg gca gtg ggt 3 024 
Glu Lys Ala Gly Leu Leu Thr Glu Glu lie Arg Ser Arg Ala Val Gly 
995 1000 1005 

ttc ctg gaa ata ggg tac cag aag gag ctg atg tac aaa cac age aat 3 072 
Phe Leu Glu He Gly Tyr Gin Lys Glu Leu Met Tyr Lys His Ser Asn 
1010 1015 1020 

ggc tea tac agt gee ttt ggg gag cga gat gga aat gga aac aca tgg 312 0 
Gly Ser Tyr Ser Ala Phe Gly Glu Arg Asp Gly Asn Gly Asn Thr Trp 
1025 1030 1035 1040 

ctg aca gcg ttt gtc aca aaa tgc ttt ggc caa get cag aaa ttc ate 3168 
Leu Thr Ala Phe Val Thr Lys Cys Phe Gly Gin Ala Gin Lys Phe He 
1045 1050 1055 

ttc att gat ccc aag aac ate cag gat get etc aag tgg atg gca gga 3216 
Phe He Asp Pro Lys Asn He Gin Asp Ala Leu Lys Trp Met Ala Gly 
1060 1065 1070 

aac cag etc ccc agt ggc tgc tat gee aac gtg gga aat etc ctt cac 3264 
Asn Gin Leu Pro Ser Gly Cys Tyr Ala Asn Val Gly Asn Leu Leu His 
1075 1080 1085 

aca get atg aag ggt ggt gtt gat gat gag gtc tec ttg act gcg tat 3312 
Thr Ala Met Lys Gly Gly Val Asp Asp Glu Val Ser Leu Thr Ala Tyr 
1090 1095 1100 

gtc aca get gca ttg ctg gag atg gga aag gat gta gat gac cca atg 3360 
Val Thr Ala Ala Leu Leu Glu Met Gly Lys Asp Val Asp Asp Pro Met 
1105 1110 1115 1120 

gtg agt cag ggt eta egg tgt etc aag aat teg gee acc tec acg acc 34 0 8 
Val Ser Gin Gly Leu Arg Cys Leu Lys Asn Ser Ala Thr Ser Thr Thr 
1125 1130 1135 

aac etc tac aca cag gee ctg ttg get tac att ttc tec ctg get ggg 3456 
Asn Leu Tyr Thr Gin Ala Leu Leu Ala Tyr He Phe Ser Leu Ala Gly 
1140 1145 1150 

gaa atg gac ate aga aac att etc ctt aaa cag tta gat caa cag get 3504 
Glu Met Asp He Arg Asn He Leu Leu Lys Gin Leu Asp Gin Gin Ala 
1155 1160 1165 

ate ate tea gga gaa tec att tac tgg age cag aaa cct act cca tea 3552 
He He Ser Gly Glu Ser He Tyr Trp Ser Gin Lys Pro Thr Pro Ser 

17 6 



1170 



1175 



1180 



teg aac gec age cct tgg tct gag cct gcg get gta gat gtg gaa etc 3600 
Ser Asn Ala Ser Pro Trp Ser Glu Pro Ala Ala Val Asp Val Glu Leu 
1185 1190 1195 1200 

aca gca tat gca ttg ttg gee cag ctt ace aag ccc age ctg act caa 3648 
Thr Ala Tyr Ala Leu Leu Ala Gin Leu Thr Lys Pro Ser Leu Thr Gin 
1205 1210 1215 

aag gag ata gcg aag gee act age ata gtg get tgg ttg gee aag caa 3696 
Lys Glu lie Ala Lys Ala Thr Ser lie Val Ala Trp Leu Ala Lys Gin 
1220 1225 1230 

cac aat gca tat ggg ggc ttc tct tct act cag gat act gta gtt get 3744 
His Asn Ala Tyr Gly Gly Phe Ser Ser Thr Gin Asp Thr Val Val Ala 
1235 1240 1245 

etc caa get ctt gee aaa tat gee act ace gee tac atg cca tct gag 3792 
Leu Gin Ala Leu Ala Lys Tyr Ala Thr Thr Ala Tyr Met Pro Ser Glu 
1250 1255 1260 

gag ate aac ctg gtt gta aaa tec act gag aat ttc cag cgc aca ttc 3840 
Glu lie Asn Leu Val Val Lys Ser Thr Glu Asn Phe Gin Arg Thr Phe 
1265 1270 1275 1280 

aac ata cag tea gtt aac aga ttg gta ttt cag cag gat ace ctg ccc 3888 
Asn lie Gin Ser Val Asn Arg Leu Val Phe Gin Gin Asp Thr Leu Pro 
1285 1290 1295 

aat gtc cct gga atg tac acg ttg gag gee tea ggc cag ggc tgt gtc 3936 
Asn Val Pro Gly Met Tyr Thr Leu Glu Ala Ser Gly Gin Gly Cys Val 
1300 1305 1310 

tat gtg cag acg gtg ttg aga tac aat att etc cct ccc aca aat atg 3984 
Tyr Val Gin Thr Val Leu Arg Tyr Asn lie Leu Pro Pro Thr Asn Met 
1315 1320 1325 

aag ace ttt agt ctt agt gtg gaa ata gga aaa get aga tgt gag cag 4 032 
Lys Thr Phe Ser Leu Ser Val Glu lie Gly Lys Ala Arg Cys Glu Gin 
1330 1335 1340 

ccg act tea cct cga tec ttg act etc act att cac ace agt tat gtg 4080 
Pro Thr Ser Pro Arg Ser Leu Thr Leu Thr lie His Thr Ser Tyr Val 
1345 1350 1355 1360 

999 a 9 c c 9t a 9 c tct tcc aat at 9 get att gtg gaa gtg aag atg eta 4128 
Gly Ser Arg Ser Ser Ser Asn Met Ala lie Val Glu Val Lys Met Leu 
1365 1370 1375 

tct ggg ttc agt ccc atg gag ggc ace aat cag tta ctt etc cag caa 4176 
Ser Gly Phe Ser Pro Met Glu Gly Thr Asn Gin Leu Leu Leu Gin Gin 
1380 1385 1390 

ccc ctg gtg aag aag gtt gaa ttt gga act gac aca ctt aac att tac 4224 
Pro Leu Val Lys Lys Val Glu Phe Gly Thr Asp Thr Leu Asn lie Tyr 
1395 1400 1405 

ttg gat gag etc att aag aac act cag act tac ace ttc ace ate age 4272 
Leu Asp Glu Leu lie Lys Asn Thr Gin Thr Tyr Thr Phe Thr lie Ser 
1410 1415 1420 

caa agt gtg ctg gtc ace aac ttg aaa cca gca ace ate aag gtc tat 4320 
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Gin Ser Val Leu Val Thr Asn Leu Lys Pro Ala Thr lie Lys Val Tyr 
1425 1430 1435 1440 

gac tac tac eta cca gat gaa cag gca aca att cag tat tct gat ccc 4368 
Asp Tyr Tyr Leu Pro Asp Glu Gin Ala Thr lie Gin Tyr Ser Asp Pro 
1445 1450 1455 

tgt gaa tgaggatagg agctggaaac tcaattagtc ctctgtgaca tttactggag 4424 
Cys Glu 



ggtggaacat tcttctgtcg cttgaagcag aactcattca atcaaataat ttaatttctc 4484 

tgactagt 4492 

<210> 80 
<211> 1458 
<212> PRT 

<213> Homo sapiens 
<400> 80 

Met Trp Ala Gin Leu Leu Leu Gly Met Leu Ala Leu Ser Pro Ala lie 
15 10 15 

Ala Glu Glu Leu Pro Asn Tyr Leu Val Thr Leu Pro Ala Arg Leu Asn 
20 25 30 

Phe Pro Ser Val Gin Lys Val Cys Leu Asp Leu Ser Pro Gly Tyr Ser 
35 40 45 

Asp Val Lys Phe Thr Val Thr Leu Glu Thr Lys Asp Lys Thr Gin Lys 
50 55 60 

Leu Leu Glu Tyr Ser Gly Leu Lys Lys Arg His Leu His Cys lie Ser 
65 70 75 80 

Phe Leu Val Pro Pro Pro Ala Gly Gly Thr Glu Glu Val Ala Thr lie 
85 90 95 

Arg Val Ser Gly Val Gly Asn Asn lie Ser Phe Glu Glu Lys Lys Lys 
100 105 110 

Val Leu lie Gin Arg Gin Gly Asn Gly Thr Phe Val Gin Thr Asp Lys 
115 120 125 

Pro Leu Tyr Thr Pro Gly Gin Gin Val Tyr Phe Arg lie Val Thr Met 
130 135 140 

Asp Ser Asn Phe Val Pro Val Asn Asp Lys Tyr Ser Met Val Glu Leu 
145 150 155 160 

Gin Asp Pro Asn Ser Asn Arg lie Ala Gin Trp Leu Glu Val Val Pro 
165 170 175 

Glu Gin Gly lie Val Asp Leu Ser Phe Gin Leu Ala Pro Glu Ala Met 
180 185 190 

Leu Gly Thr Tyr Thr Val Ala Val Ala Glu Gly Lys Thr Phe Gly Thr 
195 200 205 

Phe Ser Val Glu Glu Tyr Val Leu Ser Pro Phe Leu Leu Leu Leu Ser 
210 215 220 
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Ser Val Leu Pro Lys Phe Lys Val Glu Val Val Glu Pro Lys Glu Leu 
225 230 235 240 



Ser Thr Val Gin 



Tyr Gly Lys Pro 
260 

Ala Asn Thr Tyr 
275 

Lys Cys Arg Asn 
290 

Ala Pro Val Asp 
305 

His Gin lie Asn 



Glu Ala Asn Ala 
340 

Met Thr Phe Glu 
355 

Ser Gly Lys Met 
370 

Lys Asn His Leu 
385 

Asn Gin Thr Leu 



Glu Thr Ser Gly 
420 

Gin Met Glu Asp 
435 

Gin Asn Ala Tyr 
450 

Phe Leu Gly lie 
465 

Gin Glu Val Leu 



Asp Gin Glu lie 
500 

Val Met Glu Gly 
515 

Ala Ser Phe Ser 
530 

Pro Ser Leu Val 
545 



Glu Ser Phe Leu 
245 

Met Leu Gly Ala 



Trp Tyr Arg Glu 
280 

Leu Ser Gly Gin 
295 

Met Ala Thr Phe 
310 

lie Val Ala Thr 
325 

Thr Gin Asn lie 



Asp Thr Ser Asn 
360 

Leu Leu Lys Phe 
375 

Val Phe Leu Val 
390 

Val Thr Asp Asn 
405 

Trp Asn Gly Thr 



Leu Val Tyr Asn 
440 

Leu His Leu Arg 
455 

His Arg Leu Asn 
470 

Val Asp Tyr Tyr 
485 

Ser Phe Ser Tyr 



Gin Lys His Leu 
520 

Leu Ser Leu Thr 
535 

lie Tyr Ala lie 
550 



Val Lys lie Cys 
250 

Val Gin Val Ser 
265 

Val Glu Arg Glu 



Thr Asp Lys Thr 
300 

Asp Leu He Gly 
315 

Val Val Glu Glu 
330 

Tyr Thr Ser Pro 
345 

Phe Tyr His Pro 



Pro Gin Gly Gly 
380 

He Tyr Gly Thr 
395 

Asn Gly Leu Ala 
410 

Asp Val Ser Leu 
425 

Pro Glu Gin Val 



Pro Phe Tyr Ser 
460 

Gly Pro Leu Lys 
475 

He Asp Pro Ala 
490 

Tyr Leu He Gly 
505 

Asn Ser Lys Lys 



Phe Thr Ser Arg 
540 

Phe Pro Ser Gly 
555 



Cys Arg Tyr Thr 
255 

Val Cys Gin Lys 
270 

Gin Leu Pro Asp 
285 

Gly Cys Phe Ser 



Tyr Ala Tyr Ser 
320 

Gly Thr Gly Val 
335 

Gin Met Gly Ser 
350 

Asn Phe Pro Phe 
365 

Val Leu Pro Cys 



Asn Gly Thr Phe 
400 

Pro Phe Thr Leu 
415 

Glu Gly Lys Phe 
430 

Pro Arg Tyr Tyr 
445 

Thr Thr Arg Ser 



Cys Gly Gin Pro 
480 

Asp Ala Ser Pro 
495 

Lys Gly Ser Leu 
510 

Lys Gly Leu Lys 
525 

Leu Ala Pro Asp 



Gly Val Val Ala 
560 
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Asp Lys lie Gin Phe Ser Val Glu Met Cys Phe Asp Asn Gin Gin Leu 
565 570 575 



Pro Gly Ala Glu 
580 

Cys Ala Leu Arg 
595 

Arg Glu Leu Ser 
610 

Gly His Tyr Pro 
625 

Gly Pro Trp Asp 



His Ser Ser Gin 
660 

Thr Asp Leu Phe 
675 

Asn Ala Lys lie 
690 

Tyr Ser Thr Ala 
705 

Ser Thr Pro Leu 



Pro Glu Thr Trp 
740 

Glu Ala Val His 
755 

Met Ser Phe Cys 
770 

Val Gly Leu Thr 
785 

Tyr Ser Val Val 



Asn Tyr Leu Lys 
820 

His Glu Tyr Gin 
835 

Leu Cys Ala Asp 
850 

Lys Leu Gly His 
865 

Asn Glu Pro Cys 



Val Glu Leu Gin 



Ala Val Asp Glu 
600 

Asn Arg Ser Val 
615 

Tyr Gin Val Ala 
630 

Phe Pro Gin Pro 
645 

Arg Ser lie lie 



Ser Phe Phe Arg 
680 

Lys Lys Pro Val 
695 

Met Gly Gly Gly 
710 

His Gin Ala Glu 
725 

Leu Trp Asp Leu 



Val Thr Val Pro 
760 

Thr Ser Gin Ser 
775 

Ala Phe Lys Pro 
790 

Arg Gly Glu Ser 
805 

Asp Cys lie Arg 



Leu Glu Ser Trp 
840 

Asp Ala Lys Thr 
855 

lie Asn Phe Thr 
870 

Gly Gly Gin Lys 
885 



Leu Gin Ala Ala 
585 

Ser Val Leu Leu 



Tyr Gly Met Phe 
620 

Glu Tyr Asp Gin 
635 

Leu lie Asp Pro 
650 

Trp Arg Pro Ser 
665 

Asp Val Gly Leu 



Asp Cys Ser His 
700 

Gly His Pro Glu 
715 

Asp Ser Gin Val 
730 

Phe Pro lie Gly 
745 

Asp Ala lie Thr 



Arg Gly Phe Gly 
780 

Phe Phe Val Asp 
795 

Phe Arg Leu Thr 
810 

Val Gin Thr Asp 
825 

Ala Asp Ser Gin 



His His Trp Asn 
860 

lie Ser Thr Lys 
875 

Gly Phe Val Pro 
890 



Pro Gly Ser Leu 
590 

Leu Arg Pro Asp 
605 

Pro Phe Trp Tyr 



Cys Pro Val Ser 
640 

Met Pro Gin Gly 
655 

Phe Ser Glu Gly 
670 

Lys lie Leu Ser 
685 

Arg Ser Pro Glu 



Ala Phe Glu Ser 
720 

Arg Gin Tyr Phe 
735 

Asn Ser Gly Lys 
750 

Glu Trp Lys Ala 
765 

Leu Ser Pro Thr 



Leu Thr Leu Pro 
800 

Ala Thr lie Phe 
815 

Leu Ala Lys Ser 
830 

Thr Ser Ser Cys 
845 

He Thr Ala Val 



He Leu Asp Ser 
880 

Gin Lys Gly Arg 
895 
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Ser Asp Thr Leu lie Lys Pro Val Leu Val Lys Pro Glu Gly Val Leu 
900 905 910 



Val Glu Lys Thr His Ser Ser Leu Leu Cys Pro Lys Gly Gly Lys Val 
915 920 925 

Ala Ser Glu Ser Val Ser Leu Glu Leu Pro Val Asp lie Val Pro Asp 
930 935 940 

Ser Thr Lys Ala Tyr Val Thr Val Leu Gly Asp lie Met Gly Thr Ala 
945 950 955 960 

Leu Gin Asn Leu Asp Gly Leu Val Gin Met Pro Ser Gly Cys Gly Glu 
965 970 975 

Gin Asn Met Val Leu Phe Ala Pro lie lie Tyr Val Leu Gin Tyr Leu 
980 985 990 

Glu Lys Ala Gly Leu Leu Thr Glu Glu lie Arg Ser Arg Ala Val Gly 
995 1000 1005 

Phe Leu Glu lie Gly Tyr Gin Lys Glu Leu Met Tyr Lys His Ser Asn 
1010 1015 1020 

Gly Ser Tyr Ser Ala Phe Gly Glu Arg Asp Gly Asn Gly Asn Thr Trp 
1025 1030 1035 1040 

Leu Thr Ala Phe Val Thr Lys Cys Phe Gly Gin Ala Gin Lys Phe lie 
1045 1050 1055 

Phe lie Asp Pro Lys Asn lie Gin Asp Ala Leu Lys Trp Met Ala Gly 
1060 1065 1070 

Asn Gin Leu Pro Ser Gly Cys Tyr Ala Asn Val Gly Asn Leu Leu His 
1075 1080 1085 

Thr Ala Met Lys Gly Gly Val Asp Asp Glu Val Ser Leu Thr Ala Tyr 
1090 1095 1100 

Val Thr Ala Ala Leu Leu Glu Met Gly Lys Asp Val Asp Asp Pro Met 
1105 1110 1115 1120 

Val Ser Gin Gly Leu Arg Cys Leu Lys Asn Ser Ala Thr Ser Thr Thr 
1125 1130 1135 

Asn Leu Tyr Thr Gin Ala Leu Leu Ala Tyr lie Phe Ser Leu Ala Gly 
1140 1145 1150 

Glu Met Asp lie Arg Asn lie Leu Leu Lys Gin Leu Asp Gin Gin Ala 
1155 1160 1165 

lie lie Ser Gly Glu Ser lie Tyr Trp Ser Gin Lys Pro Thr Pro Ser 
1170 1175 1180 

Ser Asn Ala Ser Pro Trp Ser Glu Pro Ala Ala Val Asp Val Glu Leu 
1185 1190 1195 1200 

Thr Ala Tyr Ala Leu Leu Ala Gin Leu Thr Lys Pro Ser Leu Thr Gin 
1205 1210 1215 

Lys Glu lie Ala Lys Ala Thr Ser lie Val Ala Trp Leu Ala Lys Gin 
1220 1225 1230 
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His Asn Ala Tyr Gly Gly Phe Ser Ser Thr Gin Asp Thr Val Val Ala 
1235 1240 1245 



Leu Gin Ala Leu Ala Lys Tyr Ala Thr Thr Ala Tyr Met Pro Ser Glu 
1250 1255 1260 

Glu lie Asn Leu Val Val Lys Ser Thr Glu Asn Phe Gin Arg Thr Phe 
1265 1270 1275 1280 

Asn lie Gin Ser Val Asn Arg Leu Val Phe Gin Gin Asp Thr Leu Pro 
1285 1290 1295 

Asn Val Pro Gly Met Tyr Thr Leu Glu Ala Ser Gly Gin Gly Cys Val 
1300 1305 1310 

Tyr Val Gin Thr Val Leu Arg Tyr Asn lie Leu Pro Pro Thr Asn Met 
1315 1320 1325 

Lys Thr Phe Ser Leu Ser Val Glu lie Gly Lys Ala Arg Cys Glu Gin 
1330 1335 1340 

Pro Thr Ser Pro Arg Ser Leu Thr Leu Thr lie His Thr Ser Tyr Val 
1345 1350 1355 1360 

Gly Ser Arg Ser Ser Ser Asn Met Ala He Val Glu Val Lys Met Leu 
1365 1370 1375 

Ser Gly Phe Ser Pro Met Glu Gly Thr Asn Gin Leu Leu Leu Gin Gin 
1380 1385 1390 

Pro Leu Val Lys Lys Val Glu Phe Gly Thr Asp Thr Leu Asn He Tyr 
1395 1400 1405 

Leu Asp Glu Leu He Lys Asn Thr Gin Thr Tyr Thr Phe Thr lie Ser 
1410 1415 1420 

Gin Ser Val Leu Val Thr Asn Leu Lys Pro Ala Thr He Lys Val Tyr 
1425 1430 1435 1440 

Asp Tyr Tyr Leu Pro Asp Glu Gin Ala Thr He Gin Tyr Ser Asp Pro 
1445 1450 1455 

Cys Glu 



<210> 81 
<211> 1458 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (346) . . (346) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<400> 81 

Met Trp Ala Gin Leu Leu Leu Gly Met Leu Ala Leu Ser Pro Ala He 
15 10 15 

Ala Glu Glu Leu Pro Asn Tyr Leu Val Thr Leu Pro Ala Arg Leu Asn 
20 25 30 

Phe Pro Ser Val Gin Lys Val Cys Leu Asp Leu Ser Pro Gly Tyr Ser 
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35 



40 



45 



Asp Val Lys Phe 
50 

Leu Leu Glu Tyr 
65 

Phe Leu Val Pro 



Arg Val Ser Gly 
100 

Val Leu lie Gin 
115 

Pro Leu Tyr Thr 
130 

Asp Ser Asn Phe 
145 

Gin Asp Pro Asn 



Glu Gin Gly He 
180 

Leu Gly Thr Tyr 
195 

Phe Ser Val Glu 
210 

Ser Val Leu Pro 
225 

Ser Thr Val Gin 



Tyr Gly Lys Pro 
260 

Ala Asn Thr Tyr 
275 

Lys Cys Arg Asn 
290 

Ala Pro Val Asp 
305 

His Gin He Asn 



Glu Ala Asn Ala 
340 

Met Thr Phe Glu 
355 

Ser Gly Lys Met 



Thr Val Thr Leu 
55 

Ser Gly Leu Lys 
70 

Pro Pro Ala Gly 
85 

Val Gly Asn Asn 



Arg Gin Gly Asn 
120 

Pro Gly Gin Gin 
135 

Val Pro Val Asn 
150 

Ser Asn Arg He 
165 

Val Asp Leu Ser 



Thr Val Ala Val 
200 

Glu Tyr Val Leu 
215 

Lys Phe Lys Val 
230 

Glu Ser Phe Leu 
245 

Met Leu Gly Ala 



Trp Tyr Arg Glu 
280 

Leu Ser Gly Gin 
295 

Met Ala Thr Phe 
310 

He Val Ala Thr 
325 

Thr Gin Asn He 



Asp Thr Ser Asn 
360 

Leu Leu Lys Phe 



Glu Thr Lys Asp 
60 

Lys Arg His Leu 
75 

Gly Thr Glu Glu 
90 

He Ser Phe Glu 
105 

Gly Thr Phe Val 



Val Tyr Phe Arg 
140 

Asp Lys Tyr Ser 
155 

Ala Gin Trp Leu 
170 

Phe Gin Leu Ala 
185 

Ala Glu Gly Lys 



Ser Pro Phe Leu 
220 

Glu Val Val Glu 
235 

Val Lys He Cys 
250 

Val Gin Val Ser 
265 

Val Glu Arg Glu 



Thr Asp Lys Thr 
300 

Asp Leu He Gly 
315 

Val Val Glu Glu 
330 

Tyr Xaa Ser Pro 
345 

Phe Tyr His Pro 



Pro Gin Gly Gly 
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Lys Thr Gin Lys 



His Cys He Ser 
80 

Val Ala Thr He 
95 

Glu Lys Lys Lys 
110 

Gin Thr Asp Lys 
12 5 

He Val Thr Met 



Met Val Glu Leu 
160 

Glu Val Val Pro 
175 

Pro Glu Ala Met 
190 

Thr Phe Gly Thr 
205 

Leu Leu Leu Ser 



Pro Lys Glu Leu 
240 

Cys Arg Tyr Thr 
255 

Val Cys Gin Lys 
270 

Gin Leu Pro Asp 
285 

Gly Cys Phe Ser 



Tyr Ala Tyr Ser 
320 

Gly Thr Gly Val 
335 

Gin Met Gly Ser 
350 

Asn Phe Pro Phe 
365 

Val Leu Pro Cys 



370 



375 



380 



Lys Asn His Leu 
385 

Asn Gin Thr Leu 



Glu Thr Ser Gly 
420 

Gin Met Glu Asp 
435 

Gin Asn Ala Tyr 
450 

Phe Leu Gly lie 
465 

Gin Glu Val Leu 



Asp Gin Glu lie 
500 

Val Met Glu Gly 
515 

Ala Ser Phe Ser 
530 

Pro Ser Leu Val 
545 

Asp Lys lie Gin 



Pro Gly Ala Glu 
580 

Cys Ala Leu Arg 
595 

Arg Glu Leu Ser 
610 

Gly His Tyr Pro 
625 

Gly Pro Trp Asp 



His Ser Ser Gin 
660 

Thr Asp Leu Phe 
675 

Asn Ala Lys lie 
690 



Val Phe Leu Val 
390 

Val Thr Asp Asn 
405 

Trp Asn Gly Thr 



Leu Val Tyr Asn 
440 

Leu His Leu Arg 
455 

His Arg Leu Asn 
470 

Val Asp Tyr Tyr 
485 

Ser Phe Ser Tyr 



Gin Lys His Leu 
520 

Leu Ser Leu Thr 
535 

lie Tyr Ala lie 
550 

Phe Ser Val Glu 
565 

Val Glu Leu Gin 



Ala Val Asp Glu 
600 

Asn Arg Ser Val 
615 

Tyr Gin Val Ala 
630 

Phe Pro Gin Pro 
645 

Arg Ser lie lie 



Ser Phe Phe Arg 
680 

Lys Lys Pro Val 
695 



lie Tyr Gly Thr 
395 

Asn Gly Leu Ala 
410 

Asp Val Ser Leu 
425 

Pro Glu Gin Val 



Pro Phe Tyr Ser 
460 

Gly Pro Leu Lys 
475 

lie Asp Pro Ala 
490 

Tyr Leu lie Gly 
505 

Asn Ser Lys Lys 



Phe Thr Ser Arg 
540 

Phe Pro Ser Gly 
555 

Met Cys Phe Asp 
570 

Leu Gin Ala Ala 
585 

Ser Val Leu Leu 



Tyr Gly Met Phe 
620 

Glu Tyr Asp Gin 
635 

Leu lie Asp Pro 
650 

Trp Arg Pro Ser 
665 

Asp Val Gly Leu 



Asp Cys Ser His 
700 



Asn Gly Thr Phe 
400 

Pro Phe Thr Leu 
415 

Glu Gly Lys Phe 
430 

Pro Arg Tyr Tyr 
445 

Thr Thr Arg Ser 



Cys Gly Gin Pro 
480 

Asp Ala Ser Pro 
495 

Lys Gly Ser Leu 
510 

Lys Gly Leu Lys 
525 

Leu Ala Pro Asp 



Gly Val Val Ala 
560 

Asn Gin Gin Leu 
575 

Pro Gly Ser Leu 
590 

Leu Arg Pro Asp 
605 

Pro Phe Trp Tyr 



Cys Pro Val Ser 
64 0 

Met Pro Gin Gly 
655 

Phe Ser Glu Gly 
670 

Lys lie Leu Ser 
685 

Arg Ser Pro Glu 



Tyr Ser Thr Ala Met Gly Gly Gly Gly His Pro Glu Ala Phe Glu Ser 
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705 



710 



715 



720 



Ser Thr Pro Leu His Gin Ala Glu Asp Ser Gin Val Arg Gin Tyr Phe 
725 730 735 

Pro Glu Thr Trp Leu Trp Asp Leu Phe Pro lie Gly Asn Ser Gly Lys 
740 745 750 

Glu Ala Val His Val Thr Val Pro Asp Ala lie Thr Glu Trp Lys Ala 
755 760 765 

Met Ser Phe Cys Thr Ser Gin Ser Arg Gly Phe Gly Leu Ser Pro Thr 
770 775 780 

Val Gly Leu Thr Ala Phe Lys Pro Phe Phe Val Asp Leu Thr Leu Pro 
785 790 795 800 

Tyr Ser Val Val Arg Gly Glu Ser Phe Arg Leu Thr Ala Thr lie Phe 
805 810 815 

Asn Tyr Leu Lys Asp Cys lie Arg Val Gin Thr Asp Leu Ala Lys Ser 
820 825 830 

His Glu Tyr Gin Leu Glu Ser Trp Ala Asp Ser Gin Thr Ser Ser Cys 
835 840 845 

Leu Cys Ala Asp Asp Ala Lys Thr His His Trp Asn lie Thr Ala Val 
850 855 860 

Lys Leu Gly His lie Asn Phe Thr lie Ser Thr Lys lie Leu Asp Ser 
865 * 870 875 880 

Asn Glu Pro Cys Gly Gly Gin Lys Gly Phe Val Pro Gin Lys Gly Arg 
885 890 895 

Ser Asp Thr Leu lie Lys Pro Val Leu Val Lys Pro Glu Gly Val Leu 
900 905 910 

Val Glu Lys Thr His Ser Ser Leu Leu Cys Pro Lys Gly Gly Lys Val 
915 920 925 

Ala Ser Glu Ser Val Ser Leu Glu Leu Pro Val Asp lie Val Pro Asp 
930 935 940 

Ser Thr Lys Ala Tyr Val Thr Val Leu Gly Asp lie Met Gly Thr Ala 
945 950 955 960 

Leu Gin Asn Leu Asp Gly Leu Val Gin Met Pro Ser Gly Cys Gly Glu 
965 970 975 

Gin Asn Met Val Leu Phe Ala Pro lie lie Tyr Val Leu Gin Tyr Leu 
980 985 990 

Glu Lys Ala Gly Leu Leu Thr Glu Glu lie Arg Ser Arg Ala Val Gly 
995 1000 1005 

Phe Leu Glu lie Gly Tyr Gin Lys Glu Leu Met Tyr Lys His Ser Asn 
1010 1015 1020 

Gly Ser Tyr Ser Ala Phe Gly Glu Arg Asp Gly Asn Gly Asn Thr Trp 
1025 1030 1035 1040 

Leu Thr Ala Phe Val Thr Lys Cys Phe Gly Gin Ala Gin Lys Phe lie 
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1045 



1050 



1055 



Phe lie Asp Pro Lys Asn lie Gin Asp Ala Leu Lys Trp Met Ala Gly 
1060 1065 1070 

Asn Gin Leu Pro Ser Gly Cys Tyr Ala Asn Val Gly Asn Leu Leu His 
1075 1080 1085 

Thr Ala Met Lys Gly Gly Val Asp Asp Glu Val Ser Leu Thr Ala Tyr 
1090 1095 1100 

Val Thr Ala Ala Leu Leu Glu Met Gly Lys Asp Val Asp Asp Pro Met 
1105 1110 1115 1120 

Val Ser Gin Gly Leu Arg Cys Leu Lys Asn Ser Ala Thr Ser Thr Thr 
1125 1130 1135 

Asn Leu Tyr Thr Gin Ala Leu Leu Ala Tyr He Phe Ser Leu Ala Gly 
1140 1145 1150 



Glu Met Asp He Arg Asn He Leu Leu Lys Gin Leu Asp Gin Gin Ala 

1155 1160 1165 

He He Ser Gly Glu Ser He Tyr Trp Ser Gin Lys Pro Thr Pro Ser 

1170 1175 1180 



Ser Asn Ala Ser Pro Trp Ser Glu Pro Ala Ala Val Asp Val Glu Leu 
1185 1190 1195 1200 

Thr Ala Tyr Ala Leu Leu Ala Gin Leu Thr Lys Pro Ser Leu Thr Gin 
1205 • 1210 1215 

Lys Glu He Ala Lys Ala Thr Ser He Val Ala Trp Leu Ala Lys Gin 
1220 1225 1230 

His Asn Ala Tyr Gly Gly Phe Ser Ser Thr Gin Asp Thr Val Val Ala 
1235 1240 1245 

Leu Gin Ala Leu Ala Lys Tyr Ala Thr Thr Ala Tyr Met Pro Ser Glu 
1250 1255 1260 

Glu He Asn Leu Val Val Lys Ser Thr Glu Asn Phe Gin Arg Thr Phe 
1265 1270 1275 1280 

Asn He Gin Ser Val Asn Arg Leu Val Phe Gin Gin Asp Thr Leu Pro 
1285 1290 1295 

Asn Val Pro Gly Met Tyr Thr Leu Glu Ala Ser Gly Gin Gly Cys Val 
1300 1305 1310 

Tyr Val Gin Thr Val Leu Arg Tyr Asn He Leu Pro Pro Thr Asn Met 
1315 1320 1325 

Lys Thr Phe Ser Leu Ser Val Glu He Gly Lys Ala Arg Cys Glu Gin 
1330 1335 1340 



Pro Thr Ser Pro Arg Ser Leu Thr Leu Thr He His Thr Ser Tyr Val 
1345 1350 1355 1360 

Gly Ser Arg Ser Ser Ser Asn Met Ala He Val Glu Val Lys Met Leu 
1365 1370 1375 

Ser Gly Phe Ser Pro Met Glu Gly Thr Asn Gin Leu Leu Leu Gin Gin 
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1380 



1385 



1390 



Pro Leu Val Lys Lys Val Glu Phe Gly Thr Asp Thr Leu Asn lie Tyr 

1395 1400< 1405 

Leu Asp Glu Leu lie Lys Asn Thr Gin Thr Tyr Thr Phe Thr lie Ser 

1410 1415 1420 

Gin Ser Val Leu Val Thr Asn Leu Lys Pro Ala Thr He Lys Val Tyr 

1425 1430 1435 1440 

Asp Tyr Tyr Leu Pro Asp Glu Gin Ala Thr He Gin Tyr Ser Asp Pro 

1445 1450 1455 

Cys Glu 



<210> 82 
<211> 1458 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (346) . . (346) 

<22 3> Wherein Xaa may be any naturally occurring amino acid 
<400> 82 

Met Trp Ala Gin Leu Leu Leu Gly Met Leu Ala Leu Ser Pro Ala He 
1 5 10 15 

Ala Glu Glu Leu Pro Asn Tyr Leu Val Thr Leu Pro Ala Arg Leu Asn 
20 25 30 

Phe Pro Ser Val Gin Lys Val Cys Leu Asp Leu Ser Pro Gly Tyr Ser 
35 40 45 

Asp Val Lys Phe Thr Val Thr Leu Glu Thr Lys Asp Lys Thr Gin Lys 
50 55 60 

Leu Leu Glu Tyr Ser Gly Leu Lys Lys Arg His Leu His Cys He Ser 
65 70 75 80 

Phe Leu Val Pro Pro Pro Ala Gly Gly Thr Glu Glu Val Ala Thr He 
85 90 95 

Arg Val Ser Gly Val Gly Asn Asn He Ser Phe Glu Glu Lys Lys Lys 
100 105 110 

Val Leu He Gin Arg Gin Gly Asn Gly Thr Phe Val Gin Thr Asp Lys 
115 120 125 

Pro Leu Tyr Thr Pro Gly Gin Gin Val Tyr Phe Arg He Val Thr Met 
130 135 140 

Asp Ser Asn Phe Val Pro Val Asn Asp Lys Tyr Ser Met Val Glu Leu 
145 150 155 160 

Gin Asp Pro Asn Ser Asn Arg He Ala Gin Trp Leu Glu Val Val Pro 
165 170 175 



Glu Gin Gly He Val Asp Leu Ser Phe Gin Leu Ala Pro Glu Ala Met 
180 185 190 
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Leu Gly Thr Tyr 
195 

Phe Ser Val Glu 
210 

Ser Val Leu Pro 
225 

Ser Thr Val Gin 



Tyr Gly Lys Pro 
260 

Ala Asn Thr Tyr 
275 

Lys Cys Arg Asn 
290 

Ala Pro Val Asp 
305 

His Gin lie Asn 



Glu Ala Asn Ala 
340 

Met Thr Phe Glu 
355 

Ser Gly Lys Met 
370 

Lys Asn His Leu 
385 

Asn Gin Thr Leu 



Glu Thr Ser Gly 
420 

Gin Met Glu Asp 
435 

Gin Asn Ala Tyr 
450 

Phe Leu Gly lie 
465 

Gin Glu Val Leu 



Asp Gin Glu lie 
500 



Thr Val Ala Val 
200 

Glu Tyr Val Leu 
215 

Lys Phe Lys Val 
230 

Glu Ser Phe Leu 
245 

Met Leu Gly Ala 



Trp Tyr Arg Glu 
280 

Leu Ser Gly Gin 
295 

Met Ala Thr Phe 
310 

lie Val Ala Thr 
325 

Thr Gin Asn lie 



Asp Thr Ser Asn 
360 

Leu Leu Lys Phe 
375 

Val Phe Leu Val 
390 

Val Thr Asp Asn 
405 

Trp Asn Gly Thr 



Leu Val Tyr Asn 
440 

Leu His Leu Arg 
455 

His Arg Leu Asn 
470 

Val Asp Tyr Tyr 
485 

Ser Phe Ser Tyr 



Ala Glu Gly Lys 



Ser Pro Phe Leu 
220 

Glu Val Val Glu 
235 

Val Lys lie Cys 
250 

Val Gin Val Ser 
265 

Val Glu Arg Glu 



Thr Asp Lys Thr 
300 

Asp Leu lie Gly 
315 

Val Val Glu Glu 
330 

Tyr Xaa Ser Pro 
345 

Phe Tyr His Pro 



Pro Gin Gly Gly 
380 

lie Tyr Gly Thr 
395 

Asn Gly Leu Ala 
410 

Asp Val Ser Leu 
425 

Pro Glu Gin Val 



Pro Phe Tyr Ser 
460 

Gly Pro Leu Lys 
475 

lie Asp Pro Ala 
490 

Tyr Leu lie Gly 
505 



Thr Phe Gly Thr 
205 

Leu Leu Leu Ser 



Pro Lys Glu Leu 
24 0 

Cys Arg Tyr Thr 
255 

Val Cys Gin Lys 
270 

Gin Leu Pro Asp 
285 

Gly Cys Phe Ser 



Tyr Ala Tyr Ser 
320 

Gly Thr Gly Val 
335 

Gin Met Gly Ser 
350 

Asn Phe Pro Phe 
365 

Val Leu Pro Cys 



Asn Gly Thr Phe 
400 

Pro Phe Thr Leu 
415 

Glu Gly Lys Phe 
430 

Pro Arg Tyr Tyr 
445 

Thr Thr Arg Ser 



Cys Gly Gin Pro 
480 

Asp Ala Ser Pro 
495 

Lys Gly Ser Leu 
510 



Val Met Glu Gly Gin Lys His Leu Asn Ser Lys Lys Lys Gly Leu Lys 
515 520 525 
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Ala Ser Phe Ser 
530 

Pro Ser Leu Val 
545 

Asp Lys lie Gin 



Pro Gly Ala Glu 
580 

Cys Ala Leu Arg 
595 

Arg Glu Leu Ser 
610 

Gly His Tyr Pro 
625 

Gly Pro Trp Asp 



His Ser Ser Gin 
660 

Thr Asp Leu Phe 
675 

Asn Ala Lys lie 
690 

Tyr Ser Thr Ala 
705 

Ser Thr Pro Leu 



Pro Glu Thr Trp 
740 

Glu Ala Val His 
755 

Met Ser Phe Cys 
770 

Val Gly Leu Thr 
785 

Tyr Ser Val Val 



Asn Tyr Leu Lys 
820 

His Glu Tyr Gin 
835 



Leu Ser Leu Thr 
535 

lie Tyr Ala lie 
550 

Phe Ser Val Glu 
565 

Val Glu Leu Gin 



Ala Val Asp Glu 
600 

Asn Arg Ser Val 
615 

Tyr Gin Val Ala 
630 

Phe Pro Gin Pro 
645 

Arg Ser lie lie 



Ser Phe Phe Arg 
680 

Lys Lys Pro Val 
695 

Met Gly Gly Gly 
710 

His Gin Ala Glu 
725 

Leu Trp Asp Leu 



Val Thr Val Pro 
760 

Thr Ser Gin Ser 
775 

Ala Phe Lys Pro 
790 

Arg Gly Glu Ser 
805 

Asp Cys lie Arg 



Leu Glu Ser Trp 
840 



Phe Thr Ser Arg 
540 

Phe Pro Ser Gly 
555 

Met Cys Phe Asp 
570 

Leu Gin Ala Ala 
585 

Ser Val Leu Leu 



Tyr Gly Met Phe 
620 

Glu Tyr Asp Gin 
635 

Leu lie Asp Pro 
650 

Trp Arg Pro Ser 
665 

Asp Val Gly Leu 



Asp Cys Ser His 
700 

Gly His Pro Glu 
715 

Asp Ser Gin Val 
730 

Phe Pro lie Gly 
745 

Asp Ala lie Thr 



Arg Gly Phe Gly 
780 

Phe Phe Val Asp 
795 

Phe Arg Leu Thr 
810 

Val Gin Thr Asp 
825 

Ala Asp Ser Gin 



Leu Ala Pro Asp 



Gly Val Val Ala 
560 

Asn Gin Gin Leu 
575 

Pro Gly Ser Leu 
590 

Leu Arg Pro Asp 
605 

Pro Phe Trp Tyr 



Cys Pro Val Ser 
640 

Met Pro Gin Gly 
655 

Phe Ser Glu Gly 
670 

Lys lie Leu Ser 
685 

Arg Ser Pro Glu 



Ala Phe Glu Ser 
720 

Arg Gin Tyr Phe 
735 

Asn Ser Gly Lys 
750 

Glu Trp Lys Ala 
765 

Leu Ser Pro Thr 



Leu Thr Leu Pro 
800 

Ala Thr lie Phe 
815 

Leu Ala Lys Ser 
830 

Thr Ser Ser Cys 
845 



Leu Cys Ala Asp Asp Ala Lys Thr His His Trp Asn lie Thr Ala Val 
850 855 860 
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Lys Leu Gly His lie Asn Phe Thr lie Ser Thr Lys lie Leu Asp Ser 
865 870 875 880 

Asn Glu Pro Cys Gly Gly Gin Lys Gly Phe Val Pro Gin Lys Gly Arg 
885 890 895 

Ser Asp Thr Leu lie Lys Pro Val Leu Val Lys Pro Glu Gly Val Leu 
900 905 910 

Val Glu Lys Thr His Ser Ser Leu Leu Cys Pro Lys Gly Gly Lys Val 
915 920 925 

Ala Ser Glu Ser Val Ser Leu Glu Leu Pro Val Asp lie Val Pro Asp 
930 935 940 

Ser Thr Lys Ala Tyr Val Thr Val Leu Gly Asp lie Met Gly Thr Ala 
945 950 955 960 

Leu Gin Asn Leu Asp Gly Leu Val Gin Met Pro Ser Gly Cys Gly Glu 
965 970 975 

Gin Asn Met Val Leu Phe Ala Pro lie lie Tyr Val Leu Gin Tyr Leu 
980 985 990 

Glu Lys Ala Gly Leu Leu Thr Glu Glu lie Arg Ser Arg Ala Val Gly 
995 1000 1005 

Phe Leu Glu lie Gly Tyr Gin Lys Glu Leu Met Tyr Lys His Ser Asn 
1010 1015 1020 

Gly Ser Tyr Ser Ala Phe Gly Glu Arg Asp Gly Asn Gly Asn Thr Trp 
1025 1030 1035 1040 

Leu Thr Ala Phe Val Thr Lys Cys Phe Gly Gin Ala Gin Lys Phe lie 
1045 1050 1055 

Phe lie Asp Pro Lys Asn lie Gin Asp Ala Leu Lys Trp Met Ala Gly 
1060 1065 1070 

Asn Gin Leu Pro Ser Gly Cys Tyr Ala Asn Val Gly Asn Leu Leu His 
1075 1080 1085 

Thr Ala Met Lys Gly Gly Val Asp Asp Glu Val Ser Leu Thr Ala Tyr 
1090 1095 1100 

Val Thr Ala Ala Leu Leu Glu Met Gly Lys Asp Val Asp Asp Pro Met 
1105 1110 1115 1120 

Val Ser Gin Gly Leu Arg Cys Leu Lys Asn Ser Ala Thr Ser Thr Thr 
1125 1130 1135 

Asn Leu Tyr Thr Gin Ala Leu Leu Ala Tyr lie Phe Ser Leu Ala Gly 
1140 1145 1150 

Glu Met Asp lie Arg Asn lie Leu Leu Lys Gin Leu Asp Gin Gin Ala 
1155 1160 1165 

lie lie Ser Gly Glu Ser lie Tyr Trp Ser Gin Lys Pro Thr Pro Ser 
1170 1175 1180 



Ser Asn Ala Ser Pro Trp Ser Glu Pro Ala Ala Val Asp Val Glu Leu 
1185 1190 1195 1200 
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Thr Ala Tyr Ala Leu Leu Ala Gin Leu Thr Lys Pro Ser Leu Thr Gin 
1205 1210 1215 



Lys Glu lie Ala Lys Ala Thr Ser lie Val Ala Trp Leu Ala Lys Gin 
1220 1225 1230 

His Asn Ala Tyr Gly Gly Phe Ser Ser Thr Gin Asp Thr Val Val Ala 
1235 1240 1245 

Leu Gin Ala Leu Ala Lys Tyr Ala Thr Thr Ala Tyr Met Pro Ser Glu 
1250 1255 1260 

Glu lie Asn Leu Val Val Lys Ser Thr Glu Asn Phe Gin Arg Thr Phe 
1265 1270 1275 1280 

Asn lie Gin Ser Val Asn Arg Leu Val Phe Gin Gin Asp Thr Leu Pro 
1285 1290 1295 

Asn Val Pro Gly Met Tyr Thr Leu Glu Ala Ser Gly Gin Gly Cys Val 
1300 1305 1310 

Tyr Val Gin Thr Val Leu Arg Tyr Asn lie Leu Pro Pro Thr Asn Met 
1315 1320 1325 

Lys Thr Phe Ser Leu Ser Val Glu lie Gly Lys Ala Arg Cys Glu Gin 
1330 1335 1340 

Pro Thr Ser Pro Arg Ser Leu Thr Leu Thr lie His Thr Ser Tyr Val 
1345 1350 1355 1360 

Gly Ser Arg Ser Ser Ser Asn Met Ala lie Val Glu Val Lys Met Leu 
1365 1370 1375 

Ser Gly Phe Ser Pro Met Glu Gly Thr Asn Gin Leu Leu Leu Gin Gin 
1380 1385 1390 

Pro Leu Val Lys Lys Val Glu Phe Gly Thr Asp Thr Leu Asn lie Tyr 
1395 1400 1405 

Leu Asp Glu Leu lie Lys Asn Thr Gin Thr Tyr Thr Phe Thr lie Ser 
1410 1415 1420 

Gin Ser Val Leu Val Thr Asn Leu Lys Pro Ala Thr lie Lys Val Tyr 
1425 1430 1435 1440 

Asp Tyr Tyr Leu Pro Asp Glu Gin Ala Thr lie Gin Tyr Ser Asp Pro 
1445 1450 1455 

Cys Glu 



<210> 83 
<211> 324 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (321) 

<400> 83 

tc t gga aag tec ttc aaa get gga gtc tgt cct cct aag aaa tct gec 
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Ser Gly Lys Ser Phe Lys Ala Gly Val Cys Pro Pro Lys Lys Ser Ala 
1 5 10 15 

cag tgc ctt aga tac aag aaa cct gag tgc cag agt gac tgg cag tgt 96 
Gin Cys Leu Arg Tyr Lys Lys Pro Glu Cys Gin Ser Asp Trp Gin Cys 
20 25 30 

cca ggg aag aag aga tgt tgt cct gac act tgt ggc ate aaa tgc ctg 144 
Pro Gly Lys Lys Arg Cys Cys Pro Asp Thr Cys Gly lie Lys Cys Leu 
35 40 45 

gat cct gtt gac acc cca aac cca aca agg agg aag cct ggg aag tac 192 
Asp Pro Val Asp Thr Pro Asn Pro Thr Arg Arg Lys Pro Gly Lys Tyr 
50 55 - 

cca gtg act tat ggc caa tgt ttg atg ctt aac ccc ccc aat ttc tgt 240 
Pro Val Thr Tyr Gly Gin Cys Leu Met Leu Asn Pro Pro Asn Phe Cys 
65 70 75 80 

gag atg gat ggc cag tgc aag cgt gac ttg aag tgt tgc atg ggc atg 2 88 
Glu Met Asp Gly Gin Cys Lys Arg Asp Leu Lys Cys Cys Met Gly Met 
85 90 95 

tgt 999 aaa tec tgc gtt tec cct gtg aaa get tag 324 
Cys Gly Lys Ser Cys Val Ser Pro Val Lys Ala 
100 105 

<210> 84 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 84 

Ser Gly Lys Ser Phe Lys Ala Gly Val Cys Pro Pro Lys Lys Ser Ala 
15 10 15 

Gin Cys Leu Arg Tyr Lys Lys Pro Glu Cys Gin Ser Asp Trp Gin Cys 
20 25 30 

Pro Gly Lys Lys Arg Cys Cys Pro Asp Thr Cys Gly lie Lys Cys Leu 
35 40 45 

Asp Pro Val Asp Thr Pro Asn Pro Thr Arg Arg Lys Pro Gly Lys Tyr 
50 55 60 

Pro Val Thr Tyr Gly Gin Cys Leu Met Leu Asn Pro Pro Asn Phe Cys 
65 70 75 80 

Glu Met Asp Gly Gin Cys Lys Arg Asp Leu Lys Cys Cys Met Gly Met 
85 90 95 

Cys Gly Lys Ser Cys Val Ser Pro Val Lys Ala 
100 105 

<210> 85 
<211> 594 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (19) . . (414) 
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<400> 85 

gtcactcctg ccttcacc atg aag tec age ggc etc tec ccc ttc ctg gtg 51 

Met Lys Ser Ser Gly Leu Ser Pro Phe Leu Val 
15 10 

ctg ctt gec ctg gga act ctg gca cct tgg get gtg gaa ggc tct gga 99 
Leu Leu Ala Leu Gly Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly 
15 20 25 

aag tec ttc aaa get gga gtc tgt cct cct aag aaa tct gee cag tgc 147 
Lys Ser Phe Lys Ala Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys 
30 35 40 

ctt aga tac aag aaa cct gag tgc cag agt gac tgg cag tgt cca ggg 195 
Leu Arg Tyr Lys Lys Pro Glu Cys Gin Ser Asp Trp Gin Cys Pro Gly 
45 50 55 

aag aag aga tgt tgt cct gac act tgt ggc ate aaa tgc ctg gat cct 243 
Lys Lys Arg Cys Cys Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro 
60 65 70 75 

gtt gac ace cca aac cca aca agg agg aag cct ggg aag tgc cca gtg 291 
Val Asp Thr Pro Asn Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val 
80 85 90 

act tat ggc caa tgt ttg atg ctt aac ccc ccc aat ttc tgt gag atg 339 
Thr Tyr Gly Gin Cys Leu Met Leu Asn Pro Pro Asn Phe Cys Glu Met 
95 100 105 

gat ggc cag tgc aag cgt gac ttg aag tgt tgc atg ggc atg tgt ggg 387 
Asp Gly Gin Cys Lys Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly 
110 115 120 

aaa tec tgc gtt tec cct gtg aaa get tgattcctgc catatggagg 434 
Lys Ser Cys Val Ser Pro Val Lys Ala 
125 130 

aggctctgga gtcctgctct gtgtggtcca ggtcctttcc accctgagac ttggctccac 494 

cactgatatc ctcctttggg gaaaggcttg gcacacagca ggctttcaag aagtgccagt 554 

tgatcaatga ataaataaac gagectattt ctctttgcac 594 

<210> 86 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 86 

Met Lys Ser Ser Gly Leu Ser Pro Phe Leu Val Leu Leu Ala Leu Gly 
1 5 10 15 

Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly Lys Ser Phe Lys Ala 
20 25 30 

Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys Leu Arg Tyr Lys Lys 
35 40 45 

Pro Glu Cys Gin Ser Asp Trp Gin Cys Pro Gly Lys Lys Arg Cys Cys 
50 55 60 



Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro Val Asp Thr Pro Asn 
65 70 75 80 
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Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val Thr Tyr Gly Gin Cys 
85 90 95 

Leu Met Leu Asn Pro Pro Asn Phe Cys Glu Met Asp Gly Gin Cys Lys 
100 105 110 

Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly Lys Ser Cys Val Ser 
115 120 125 

Pro Val Lys Ala 
130 

<210> 87 

<211> 594 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (19) . . (414) 

<400> 87 

gtcactcctg ccttcacc atg aag tec age ggc etc ttc ccc ttc ctg gtg 51 

Met Lys Ser Ser Gly Leu Phe Pro Phe Leu Val 
15 10 

ctg ctt gee ctg gga act ctg gca cct tgg get gtg gaa ggc tct gga 99 
Leu Leu Ala Leu Gly Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly 
15 20 25 

aag tec ttc aaa get gga gtc tgt cct cct aag aaa tct gee cag tgc 147 
Lys Ser Phe Lys Ala Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys 
30 35 40 

ctt aga tac aag aaa cct gag cgc cag agt gac tgg cag tgt cca ggg 195 
Leu Arg Tyr Lys Lys Pro Glu Arg Gin Ser Asp Trp Gin Cys Pro Gly 
45 50 55 

aag aag aga tgt tgt cct gac act tgt ggc ate aaa tgc ctg gat cct 243 
Lys Lys Arg Cys Cys Pro Asp Thr Cys Gly He Lys Cys Leu Asp Pro 
60 65 70 75 

gtt gac ace cca aac cca aca agg agg aag cct ggg aag tgc cca gtg 2 91 
Val Asp Thr Pro Asn Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val 
80 85 90 

act tat ggc caa tgt ttg atg ctt aac ccc ccc aat ttc tgt gag atg 339 
Thr Tyr Gly Gin Cys Leu Met Leu Asn Pro Pro Asn Phe Cys Glu Met 
95 100 105 

gat ggc cag tgc aag cgt gac ttg aag tgt tgc atg ggc atg tgt ggg 3 87 
Asp Gly Gin Cys Lys Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly 
110 115 120 

aaa tec tgc gtt tec cct gtg aaa get tgattcctgc catatggagg 434 
Lys Ser Cys Val Ser Pro Val Lys Ala 
125 130 

aggctctgga gtcctgctct gtgtggtcca ggtcctttcc accctgagac ttggctccac 494 



cactgatatc ctcctttggg gaaaggcttg gcacacagca ggctttcaag aagtgccagt 554 

194 



tgatcaatga ataaataaac gagcctattt ctctttgcac 



594 



<210> 88 

<211> 132 

<212> PRT 

<213> Homo sapiens 

<400> 88 

Met Lys Ser Ser Gly Leu Phe Pro Phe Leu Val Leu Leu Ala Leu Gly 
15 10 15 

Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly Lys Ser Phe Lys Ala 
20 25 30 

Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys Leu Arg Tyr Lys Lys 
35 40 45 

Pro Glu Arg Gin Ser Asp Trp Gin Cys Pro Gly Lys Lys Arg Cys Cys 
50 55 60 

Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro Val Asp Thr Pro Asn 
65 70 75 80 

Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val Thr Tyr Gly Gin Cys 
85 90 95 

Leu Met Leu Asn Pro Pro Asn Phe Cys Glu Met Asp Gly Gin Cys Lys 
100 105 110 

Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly Lys Ser Cys Val Ser 
115 120 125 

Pro Val Lys Ala 
130 

<210> 89 

<211> 594 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (19) . . (414) 

<400> 89 

gtcactcctg ccttcacc atg aag tec age ggc etc ttc ccc ttc ctg gtg 51 

Met Lys Ser Ser Gly Leu Phe Pro Phe Leu Val 
15 10 

ccg ctt gec ctg gga act ctg gca cct tgg get gtg gaa ggc tct gga 99 
Pro Leu Ala Leu Gly Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly 
15 20 25 

aag tec ttc aaa get gga gtc tgt cct cct aag aaa tct gee cag tgc 147 
Lys Ser Phe Lys Ala Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys 
30 35 40 

ctt aga tac aag aaa cct gag tgc cag agt gac tgg cag tgt cca ggg 195 
Leu Arg Tyr Lys Lys Pro Glu Cys Gin Ser Asp Trp Gin Cys Pro Gly 
45 50 55 



aag aag aga tgt tgt cct gac act tgt ggc ate aaa tgc ctg gat cct 243 
Lys Lys Arg Cys Cys Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro 

195 



60 



65 



70 



75 



gtt gac acc cca aac cca aca agg agg aag cct ggg aag tgc cca gtg 291 
Val Asp Thr Pro Asn Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val 
80 85 90 

act tat ggc caa tgt ttg atg ctt aac ccc ccc aat ttc tgt gag atg 339 
Thr Tyr Gly Gin Cys Leu Met Leu Asn Pro Pro Asn Phe Cys Glu Met 
95 100 105 

gat ggc cag tgc aag cgt gac ttg aag tgt tgc atg ggc atg tgt ggg 3 87 
Asp Gly Gin Cys Lys Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly 
110 115 120 

aaa tec tgc gtt tec cct gtg aaa get tgattcctgc catatggagg 434 
Lys Ser Cys Val Ser Pro Val Lys Ala 
125 130 

aggctctgga gtcctgctct gtgtggtcca ggtcctttcc accctgagac ttggctccac 494 

cactgatatc ctcctttggg gaaaggcttg gcacacagca ggctttcaag aagtgccagt 554 

tgatcaatga ataaataaac gagectattt ctctttgcac 594 

<210> 90 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 90 

Met Lys Ser Ser Gly Leu Phe Pro Phe Leu Val Pro Leu Ala Leu Gly 
15 10 15 

Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly Lys Ser Phe Lys Ala 
20 25 30 

Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys Leu Arg Tyr Lys Lys 
35 40 45 

Pro Glu Cys Gin Ser Asp Trp Gin Cys Pro Gly Lys Lys Arg Cys Cys 
50 55 60 

Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro Val Asp Thr Pro Asn 
65 70 75 80 

Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val Thr Tyr Gly Gin Cys 
85 90 * 95 

Leu Met Leu Asn Pro Pro Asn Phe Cys Glu Met Asp Gly Gin Cys Lys 
100 105 110 

Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly Lys Ser Cys Val Ser 
115 120 125 

Pro Val Lys Ala 
130 

<210> 91 
<211> 594 
<212> DNA 

<213> Homo sapiens 
<220> 
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<221> CDS 

<222> (19) . . (414) 



<400> 91 

gtcactcctg ccttcacc atg aag tec age ggc etc ttc ccc ttc ctg gtg 51 

Met Lys Ser Ser Gly Leu Phe Pro Phe Leu Val 

15 10 

ctg ctt gec ctg gga act ctg gca cct tgg get gtg gaa ggc tct gga 99 

Leu Leu Ala Leu Gly Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly 

15 20 25 

aag tec ttc aaa get gga gtc tgt cct cct aag aaa tct gee cag tgc 147 

Lys Ser Phe Lys Ala Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys 
30 35 40 

ctt aga tac aag aaa cct gag tgc cag agt gac tgg cag tgt cca ggg 195 

Leu Arg Tyr Lys Lys Pro Glu Cys Gin Ser Asp Trp Gin Cys Pro Gly 
45 50 55 

aag aag aga tgt tgt cct gac act tgt ggc ate aaa tgc ctg gat cct 24 3 

Lys Lys Arg Cys Cys Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro 

60 65 70 75 

gtt gac acc cca aac cca aca agg agg aag cct ggg aag tgc cca gtg 2 91 

Val Asp Thr Pro Asn Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val 

80 85 90 

act tat ggc caa tgt teg atg ctt aac ccc ccc aat ttc tgt gag atg 339 

Thr Tyr Gly Gin Cys Ser Met Leu Asn Pro Pro Asn Phe Cys Glu Met 

95 100 105 

gat ggc cag tgc aag cgt gac ttg aag tgt tgc atg ggc atg tgt ggg 3 87 

Asp Gly Gin Cys Lys Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly 
110 115 120 

aaa tec tgc gtt tec cct gtg aaa get tgattcctgc catatggagg 434 
Lys Ser Cys Val Ser Pro Val Lys Ala 
125 130 



aggctctgga gtcctgctct gtgtggtcca ggtcctttcc accctgagac ttggctccac 4 94 

cactgatatc ctcctttggg gaaaggcttg gcacacagca ggctttcaag aagtgccagt 554 

tgatcaatga ataaataaac gagectattt ctctttgcac 594 

<210> 92 

<211> 132 

<212> PRT 

<213> Homo sapiens 

<400> 92 

Met Lys Ser Ser Gly Leu Phe Pro Phe Leu Val Leu Leu Ala Leu Gly 
15 10 15 

Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly Lys Ser Phe Lys Ala 
20 25 30 

Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys Leu Arg Tyr Lys Lys 
35 40 45 

Pro Glu Cys Gin Ser Asp Trp Gin Cys Pro Gly Lys Lys Arg Cys Cys 
50 55 60 
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Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro Val Asp Thr Pro Asn 
65 70 75 80 



Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val Thr Tyr Gly Gin Cys 
85 90 95 

Ser Met Leu Asn Pro Pro Asn Phe Cys Glu Met Asp Gly Gin Cys Lys 
100 105 110 

Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly Lys Ser Cys Val Ser 
115 120 125 

Pro Val Lys Ala 
130 

<210> 93 

<211> 594 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (19) . . (414) 

<400> 93 

gtcactcctg ccttcacc atg aag tec age ggc etc ttc ccc ttc ctg gtg 51 

Met Lys Ser Ser Gly Leu Phe Pro Phe Leu Val 
15 10 

ctg ctt gee ctg gga act ctg gca cct tgg get gtg gaa ggc tct gga 99 
Leu Leu Ala Leu Gly Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly 
15 20 25 

aag tec ttc aaa get gga gtc tgt cct cct aag aaa tct gee cag tgc 147 
Lys Ser Phe Lys Ala Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys 
30 35 40 

ctt aga tac aag aaa cct gag tgc cag agt gac tgg cag tgt cca ggg 195 
Leu Arg Tyr Lys Lys Pro Glu Cys Gin Ser Asp Trp Gin Cys Pro Gly 
45 50 55 

aag aag aga tgt tgt cct gac act tgt ggc ate aaa tgc ctg gat cct 243 
Lys Lys Arg Cys Cys Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro 
60 65 70 75 

gtt gac acc cca aac cca aca agg agg aag cct ggg aag tgc cca gtg 291 
Val Asp Thr Pro Asn Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val 
80 85 90 

act tat ggc caa tgt ttg atg ctt aac ccc ccc aat ttc tgt gag atg 33 9 
Thr Tyr Gly Gin Cys Leu Met Leu Asn Pro Pro Asn Phe Cys Glu Met 
95 100 105 

gat ggc cag tgc aag cgt gac ttg aag tgt tgc atg ggc atg tgt ggg 38 7 
Asp Gly Gin Cys Lys Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly 
110 115 120 

aaa tec cgc gtt tec cct gtg aaa get tgattcctgc catatggagg 434 
Lys Ser Arg Val Ser Pro Val Lys Ala 
125 130 



aggctctgga gtcctgctct gtgtggtcca ggtcctttcc accctgagac ttggctccac 494 

198 



cactgatatc ctcctttggg gaaaggcttg gcacacagca ggctttcaag aagtgccagt 554 



tgatcaatga ataaataaac gagcctattt ctctttgcac 594 

<210> 94 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 94 

Met Lys Ser Ser Gly Leu Phe Pro Phe Leu Val Leu Leu Ala Leu Gly 
1 5 10 15 

Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly Lys Ser Phe Lys Ala 
20 25 30 

Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys Leu Arg Tyr Lys Lys 
35 40 45 

Pro Glu Cys Gin Ser Asp Trp Gin Cys Pro Gly Lys Lys Arg Cys Cys 
50 55 60 

Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro Val Asp Thr Pro Asn 
65 70 75 80 

Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val Thr Tyr Gly Gin Cys 
85 90 95 

Leu Met Leu Asn Pro Pro Asn Phe Cys Glu Met Asp Gly Gin Cys Lys 
100 105 110 

Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly Lys Ser Arg Val Ser 
115 120 125 

Pro Val Lys Ala 
130 

<210> 95 
<211> 594 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (38) . . (38) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (53) . . (53) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (169) . . (169) 

<223> Wherein n may be a, c, g or t 
<220> 

<221> misc_feature 
<222> (308) . . (308) 

<22 3> Wherein n may be a, c, g or t 
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<220> 

<221> misc__f eature 
<222> (394) . . (394) 
<223> Wherein n may be a, c, 



g or t 



<400> 95 

gtcactcctg 

ctgggaactc 

tgtcctccta 

tggcagtgtc 

cctgttgaca 

caatgttnga 

ttgaagtgtt 

ctgccatatg 

agacttggct 

caagaagtgc 



ccttcaccat 
tggcaccttg 
agaaatctgc 
cagggaagaa 
ccccaaaccc 
tgcttaaccc 
gcatgggcat 
gaggaggctc 
ccaccactga 
cagttgatca 



gaagtccagc 
ggctgtggaa 
ccagtgcctt 
gagatgttgt 
aacaaggagg 
ccccaatttc 
gtgtgggaaa 
tggagtcctg 
tatcctcctt 
atgaataaat 



ggcctctncc 
ggctctggaa 
agatacaaga 
cctgacactt 
aagcctggga 
tgtgagatgg 
tccngcgttt 
ctctgtgtgg 
tggggaaagg 
aaacgagcct 



ccttcctggt 
agtccttcaa 
aacctgagng 
gtggcatcaa 
agtgcccagt 
atggccagtg 
cccctgtgaa 
tccaggtcct 
cttggcacac 
atttctcttt 



gcngcttgcc 
agctggagtc 
ccagagtgac 
atgcctggat 
gacttatggc 
caagcgtgac 
agcttgattc 
ttccaccctg 
agcaggcttt 
gcac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
594 



<210> 96 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (7) . . (7) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_f eature 
<222> (12) . . (12) 

<22 3> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> mi sc_f eature 
<222> (51) . . (51) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> mi sc_f eature 
<222> (97) . . (97) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<220> 

<221> misc_feature 
<222> (126) . . (126) 

<22 3> Wherein Xaa may be any naturally occurring amino acid 
<4 00> 96 

Met Lys Ser Ser Gly Leu Xaa Pro Phe Leu Val Xaa Leu Ala Leu Gly 
15 10 15 

Thr Leu Ala Pro Trp Ala Val Glu Gly Ser Gly Lys Ser Phe Lys Ala 
20 25 30 

Gly Val Cys Pro Pro Lys Lys Ser Ala Gin Cys Leu Arg Tyr Lys Lys 
35 40 45 

Pro Glu Xaa Gin Ser Asp Trp Gin Cys Pro Gly Lys Lys Arg Cys Cys 
50 55 60 



Pro Asp Thr Cys Gly lie Lys Cys Leu Asp Pro Val Asp Thr Pro Asn 
65 70 75 80 
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Pro Thr Arg Arg Lys Pro Gly Lys Cys Pro Val Thr Tyr Gly Gin Cys 
85 90 95 

Xaa Met Leu Asn Pro Pro Asn Phe Cys Glu Met Asp Gly Gin Cys Lys 
100 105 110 

Arg Asp Leu Lys Cys Cys Met Gly Met Cys Gly Lys Ser Xaa Val Ser 
115 120 125 

Pro Val Lys Ala 
130 

<210> 97 

<211> 3445 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (117) . . (2381) 
<400> 97 

caccgcgtgt tcgcgcctgg tagagatttc tcgaagacac cagtgggccc gtgtggaacc 60 

aaacctgcgc gcgtggccgg gccgtgggac aacgaggccg cggagacgaa ggcgca atg 119 

Met 
1 

gcg agg aag tta tct gta ate ttg ate ctg acc ttt gec etc tct gtc 167 
Ala Arg Lys Leu Ser Val lie Leu lie Leu Thr Phe Ala Leu Ser Val 
5 10 15 

aca aat ccc ctt cat gaa eta aaa gca get get ttc ccc cag acc act 215 
Thr Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr Thr 
20 25 30 

gag aaa att agt ccg aat tgg gaa tct ggc att aat gtt gac ttg gca 263 
Glu Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu Ala 
35 40 45 

att tec aca egg caa tat cat eta caa cag ctt ttc tac cgc tat gga 311 
lie Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr Gly 
50 55 60 65 

gaa aat aat tct ttg tea gtt gaa ggg ttc aga aaa tta ctt caa aat 359 
Glu Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin Asn 
70 75 80 

ata ggc ata gat aag att aaa aga ate cat ata cac cat gac cac gac 4 07 
lie Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His Asp 
85 90 95 

cat cac tea gac cac gag cat cac tea gac cat gag cgt cac tea gac 455 
His His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser Asp 
100 105 110 

cat gag cat cac tea gag cac gag cat cac tct gac cat gat cat cac 503 
His Glu His His Ser Glu His Glu His His Ser Asp His Asp His His 
115 120 125 

tct cac cat aat cat get get tct ggt aaa aat aag cga aaa get ctt 551 

Ser His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala Leu 
130 135 140 145 

201 



tgc cca gac cat gac tea gat agt tea ggt aaa gat cct aga aac age 599 
Cys Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn Ser 
150 155 .160 

cag ggg aaa gga get cac cga cca gaa cat gee agt ggt aga agg aat 647 
Gin Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg Asn 
165 170 175 

gtc aag gac agt gtt agt get agt gaa gtg acc tea act gtg tac aac 695 
Val Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr Asn 
180 185 190 

act gtc tct gaa gga act cac ttt eta gag aca ata gag act cca aga 743 
Thr Val Ser Glu Gly Thr His Phe Leu Glu Thr lie Glu Thr Pro Arg 
195 200 205 

cct gga aaa etc ttc ccc aaa gat gta age age tec act cca ccc agt 791 
Pro Gly Lys Leu Phe Pro Lys Asp Val Ser Ser Ser Thr Pro Pro Ser 
210 215 220 225 

gtc aca tea aag age egg gtg age egg ctg get ggt agg aaa aca aat 83 9 
Val Thr Ser Lys Ser Arg Val Ser Arg Leu Ala Gly Arg Lys Thr Asn 
230 235 240 

gaa tct gtg agt gag ccc cga aaa ggc ttt atg tat tec aga aac aca 887 
Glu Ser Val Ser Glu Pro Arg Lys Gly Phe Met Tyr Ser Arg Asn Thr 
245 250 255 

aat gaa aat cct cag gag tgt ttc aat gca tea aag eta ctg aca tct 935 
Asn Glu Asn Pro Gin Glu Cys Phe Asn Ala Ser Lys Leu Leu Thr Ser 
260 265 270 

cat ggc atg ggc ate cag gtt ccg ctg aat gca aca gag ttc aac tat 983 
His Gly Met Gly lie Gin Val Pro Leu Asn Ala Thr Glu Phe Asn Tyr 
275 280 X 285 

etc tgt cca gee ate ate aac caa att gat get aga tct tgt ctg att 1031 
Leu Cys Pro Ala lie lie Asn Gin lie Asp Ala Arg Ser Cys Leu lie 
290 295 300 305 

cat aca agt gaa aag aag get gaa ate cct cca aag acc tat tea tta 1079 
His Thr Ser Glu Lys Lys Ala Glu lie Pro Pro Lys Thr Tyr Ser Leu 
310 315 320 

caa ata gee tgg gtt ggt ggt ttt ata gee att tec ate ate agt ttc 1127 
Gin lie Ala Trp Val Gly Gly Phe lie Ala lie Ser lie lie Ser Phe 
325 330 335 

ctg tct ctg ctg ggg gtt ate tta gtg cct etc atg aat egg gtg ttt 1175 
Leu Ser Leu Leu Gly Val lie Leu Val Pro Leu Met Asn Arg Val Phe 
340 345 350 

ttc aaa ttt etc ctg agt ttc ctt gtg gca ctg gee gtt ggg act ttg 1223 
Phe Lys Phe Leu Leu Ser Phe Leu Val Ala Leu Ala Val Gly Thr Leu 
355 360 365 

agt ggt gat get ttt tta cac ctt ctt cca cat tct cat gca agt cac 1271 
Ser Gly Asp Ala Phe Leu His Leu Leu Pro His Ser His Ala Ser His 
370 375 380 385 

cac cat agt cat age cat gaa gaa cca gca atg gaa atg aaa aga gga 1319 
His His Ser His Ser His Glu Glu Pro Ala Met Glu Met Lys Arg Gly 
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390 



395 



400 



cca ctt ttc agt cat ctg tct tct caa aac ata gaa gaa agt gcc tat 
Pro Leu Phe Ser His Leu Ser Ser Gin Asn lie Glu Glu Ser Ala Tyr 
405 410 415 



1367 



ttt gat tec acg tgg aag ggt eta aca get eta gga ggc ctg tat ttc 
Phe Asp Ser Thr Trp Lys Gly Leu Thr Ala Leu Gly Gly Leu Tyr Phe 
420 425 430 



1415 



atg ttt ctt gtt gaa cat gtc etc aca ttg ate aaa caa ttt aaa gat 
Met Phe Leu Val Glu His Val Leu Thr Leu lie Lys Gin Phe Lys Asp 
435 440 445 



1463 



aag aag aaa aag aat cag aag aaa cct gaa aat gat gat gat gtg gag 
Lys Lys Lys Lys Asn Gin Lys Lys Pro Glu Asn Asp Asp Asp Val Glu 
450 455 460 465 



1511 



att aag aag cag ttg tec aag tat gaa tct caa ctt tea aca aat gag 
lie Lys Lys Gin Leu Ser Lys Tyr Glu Ser Gin Leu Ser Thr Asn Glu 
470 475 480 



1559 



gag aaa gta gat aca gat gat cga act gaa ggc tat tta cga gca gac 
Glu Lys Val Asp Thr Asp Asp Arg Thr Glu Gly Tyr Leu Arg Ala Asp 
485 490 495 



1607 



tea caa gag ccc tec cac ttt gat tct cag cag cct gca gtc ttg gaa 
Ser Gin Glu Pro Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu Glu 
500 505 510 



1655 



gaa gaa gag gtc atg ata get cat get cat cca cag gaa gtc tac aat 
Glu Glu Glu Val Met lie Ala His Ala His Pro Gin Glu Val Tyr Asn 
515 520 525 



1703 



gaa tat gta ccc aga ggg tgc aag aat aaa tgc cat tea cat ttc cac 
Glu Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe His 
530 535 540 545 



1751 



gat aca etc ggc cag tea gac gat etc att cac cac cat cat gac tac 
Asp Thr Leu Gly Gin Ser Asp Asp Leu lie His His His His Asp Tyr 
550 555 560 



1799 



cat cat att etc cat cat cac cac cac caa aac cac cat cct cac agt 
His His lie Leu His His His His His Gin Asn His His Pro His Ser 
565 570 575 



1847 



cac age cag cgc tac tct egg gag gag ctg aaa gat gcc ggc gtc gcc 
His Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val Ala 
580 585 590 



1895 



act ctg gcc tgg atg gtg ata atg ggt gat ggc ctg cac aat ttc age 
Thr Leu Ala Trp Met Val lie Met Gly Asp Gly Leu His Asn Phe Ser 
595 600 605 



1943 



gat ggc eta gca att ggt get get ttt act gaa ggc tta tea agt ggt 
Asp Gly Leu Ala lie Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser Gly 
610 615 620 625 



1991 



tta agt act tct gtt get gtg ttc tgt cat gag ttg cct cat gaa tta 
Leu Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu Leu 
630 635 640 



2039 



ggt gac ttt get gtt eta eta aag get ggc atg ace gtt aag cag get 

203 



2087 



Gly Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin Ala 
645 650 655 



gtc ctt tat aat gca ttg tea gec atg ctg gcg tat ctt gga atg gca 2135 
Val Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met Ala 
660 665 670 

aca gga att ttc att ggt cat tat get gaa aat gtt tct atg tgg ata 2183 
Thr Gly lie Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp lie 
675 680 685 

ttt gca ctt act get ggc tta ttc atg tat gtt get ctg gtt gat atg 2231 
Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp Met 
690 695 700 705 

gta cct gaa atg ctg cac aat gat get agt gac cat gga tgt age cgc 2279 
Val Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser Arg 
710 715 720 

tgg 999 tat ttc ttt tta cag aat get ggg atg ctt ttg ggt ttt gga 2327 
Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe Gly 
725 730 735 

att atg tta ctt att tec ata ttt gaa cat aaa ate gtg ttt cgt ata 2375 
lie Met Leu Leu lie Ser lie Phe Glu His Lys lie Val Phe Arg lie 
740 745 750 

aat ttc tagttaaggt ttaaatgeta gagtagctta aaaagttgtc atagtttcag 2431 
Asn Phe 
755 

taggtcatag ggagatgagt ttgtatgctg tactatgeag cgtttaaagt tagtgggttt 24 91 
tgtgattttt gtattgaata ttgctgtctg ttacaaagtc agttaaaggt acgttttaat 2551 
atttaagtta ttctatcttg gagataaaat ctgtatgtgc aattcacegg tattaccagt 2611 
ttattatgta aacaagagat ttggcatgac atgttctgta tgtttcaggg aaaaatgtct 2671 
ttaatgcttt ttcaagaact aacacagtta ttcctatact ggattttagg tctctgaaga 2731 
actgctggtg tttaggaata agaatgtgca tgaagcctaa aataccaaga aagcttatac 2791 
tgaatttaag caaagaaata aaggagaaaa gagaagaatc tgagaattgg ggaggcatag 2851 
attcttataa aaatcacaaa atttgttgta aattagaggg gagaaattta gaattaagta 2911 
taaaaaggca gaattagtat agagtacatt cattaaacat ttttgtcagg attatttccc 2971 
gtaaaaacgt agtgagcact tttcatatac taatttagtt gtacatttaa ctttgtataa 3031 
tacagaaatc taaatatatt taatgaattc aagcaatata tcacttgacc aagaaattgg 3091 
aatttcaaaa tgttcgtgcg ggtatatacc agatgagtac agtgagtagt tttatgtatc 3151 
accagactgg gttattgeca agttatatat caccaaaagc tgtatgactg gatgttctgg 3211 
ttacctggtt tacaaaatta tcagagtagt aaaactttga tatatatgag gatattaaaa 3271 
ctacactaag tatcatttga ttcgattcag aaagtacttt gatatctctc agtgcttcag 3331 
tgctatcatt gtgagcaatt gtcttttata tacggtactg tagecatact aggectgtet 3391 

204 



gtggcattct ctagatgttt cttttttaca caataaattc cttatatcag cttg 



3445 



<210> 98 

<211> 755 

<212> PRT 

<213> Homo sapiens 



<400> 98 
Met Ala Arg Lys 
1 

Val Thr Asn Pro 
20 

Thr Glu Lys lie 
35 

Ala lie Ser Thr 
50 

Gly Glu Asn Asn 
65 

Asn lie Gly lie 



Asp His His Ser 
100 

Asp His Glu His 
115 

His Ser His His 
130 

Leu Cys Pro Asp 
145 

Ser Gin Gly Lys 



Asn Val Lys Asp 
180 

Asn Thr Val Ser 
195 

Arg Pro Gly Lys 
210 

Ser Val Thr Ser 
225 

Asn Glu Ser Val 



Thr Asn Glu Asn 
260 



Leu Ser Val lie 
5 

Leu His Glu Leu 



Ser Pro Asn Trp 
40 

Arg Gin Tyr His 
55 

Ser Leu Ser Val 
70 

Asp Lys lie Lys 
85 

Asp His Glu His 



His Ser Glu His 
120 

Asn His Ala Ala 
135 

His Asp Ser Asp 
150 

Gly Ala His Arg 
165 

Ser Val Ser Ala 



Glu Gly Thr His 
200 

Leu Phe Pro Lys 
215 

Lys Ser Arg Val 
230 

Ser Glu Pro Arg 
245 

Pro Gin Glu Cys 



Leu lie Leu Thr 
10 

Lys Ala Ala Ala 
25 

Glu Ser Gly lie 



Leu Gin Gin Leu 
60 

Glu Gly Phe Arg 
75 

Arg lie His lie 
90 

His Ser Asp His 
105 

Glu His His Ser 



Ser Gly Lys Asn 
140 

Ser Ser Gly Lys 
155 

Pro Glu His Ala 
170 

Ser Glu Val Thr 
185 

Phe Leu Glu Thr 



Asp Val Ser Ser 
220 

Ser Arg Leu Ala 
235 

Lys Gly Phe Met 
250 

Phe Asn Ala Ser 
265 



Phe Ala Leu Ser 
15 

Phe Pro Gin Thr 
30 

Asn Val Asp Leu 
45 

Phe Tyr Arg Tyr 



Lys Leu Leu Gin 
80 

His His Asp His 
95 

Glu Arg His Ser 
110 

Asp His Asp His 
125 

Lys Arg Lys Ala 



Asp Pro Arg Asn 
160 

Ser Gly Arg Arg 
175 

Ser Thr Val Tyr 
190 

lie Glu Thr Pro 
205 

Ser Thr Pro Pro 



Gly Arg Lys Thr 
240 

Tyr Ser Arg Asn 
255 

Lys Leu Leu Thr 
270 



Ser His Gly Met Gly lie Gin Val Pro Leu Asn Ala Thr Glu Phe Asn 
275 280 285 

Tyr Leu Cys Pro Ala lie lie Asn Gin lie Asp Ala Arg Ser Cys Leu 

205 



290 



295 



300 



lie His Thr Ser 
305 

Leu Gin lie Ala 



Phe Leu Ser Leu 
340 

Phe Phe Lys Phe 
355 

Leu Ser Gly Asp 
370 

His His His Ser 
385 

Gly Pro Leu Phe 



Tyr Phe Asp Ser 
420 

Phe Met Phe Leu 
435 

Asp Lys Lys Lys 
450 

Glu lie Lys Lys 
465 

Glu Glu Lys Val 



Asp Ser Gin Glu 
500 

Glu Glu Glu Glu 
515 

Asn Glu Tyr Val 
53 0 

His Asp Thr Leu 
545 

Tyr His His lie 



Ser His Ser Gin 
580 

Ala Thr Leu Ala 
595 

Ser Asp Gly Leu 
610 



Glu Lys Lys Ala 
310 

Trp Val Gly Gly 
325 

Leu Gly Val lie 



Leu Leu Ser Phe 
360 

Ala Phe Leu His 
375 

His Ser His Glu 
390 

Ser His Leu Ser 
405 

Thr Trp Lys Gly 



Val Glu His Val 
440 

Lys Asn Gin Lys 
455 

Gin Leu Ser Lys 
470 

Asp Thr Asp Asp 
485 

Pro Ser His Phe 



Val Met He Ala 
520 

Pro Arg Gly Cys 
535 

Gly Gin Ser Asp 
550 

Leu His His His 
565 

Arg Tyr Ser Arg 



Trp Met Val He 
600 

Ala He Gly Ala 
615 



Glu He Pro Pro 
315 

Phe He Ala He 
330 

Leu Val Pro Leu 
345 

Leu Val Ala Leu 



Leu Leu Pro His 
380 

Glu Pro Ala Met 
395 

Ser Gin Asn He 
410 

Leu Thr Ala Leu 
425 

Leu Thr Leu He 



Lys Pro Glu Asn 
460 

Tyr Glu Ser Gin 
475 

Arg Thr Glu Gly 
490 

Asp Ser Gin Gin 
505 

His Ala His Pro 



Lys Asn Lys Cys 
540 

Asp Leu He His 
555 

His His Gin Asn 
570 

Glu Glu Leu Lys 
585 

Met Gly Asp Gly 



Ala Phe Thr Glu 
620 



Lys Thr Tyr Ser 
• 320 

Ser He He Ser 
335 

Met Asn Arg Val 
350 

Ala Val Gly Thr 
365 

Ser His Ala Ser 



Glu Met Lys Arg 
400 

Glu Glu Ser Ala 
415 

Gly Gly Leu Tyr 
430 

Lys Gin Phe Lys 
445 

Asp Asp Asp Val 



Leu Ser Thr Asn 
480 

Tyr Leu Arg Ala 
495 

Pro Ala Val Leu 
510 

Gin Glu Val Tyr 
525 

His Ser His Phe 



His His His Asp 
560 

His His Pro His 
575 

Asp Ala Gly Val 
590 

Leu His Asn Phe 
605 

Gly Leu Ser Ser 



Gly Leu Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu 
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625 



630 



635 



640 



Leu Gly Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin 
645 650 655 

Ala Val Leu Tyr Asm Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met 
660 665 670 

Ala Thr Gly lie Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp 
675 680 685 

lie Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp 
690 695 700 

Met Val Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser 
705 710 715 720 

Arg Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe 
725 730 735 

Gly lie Met Leu Leu lie Ser lie Phe Glu His Lys lie Val Phe Arg 
740 745 750 

lie Asn Phe 
755 

<210> 99 
<211> 912 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (912) 

<400> 99 

aat ccc ctt tat gaa eta aaa gca get get ttc cct cag ace act gag 48 

Asn Pro Leu Tyr Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr Thr Glu 
15 10 15 

aaa att agt ccg aat tgg gaa tct ggc att aat gtt gac ttg gca att 96 
Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu Ala lie 
20 25 30 

tec aca egg caa tat cat eta caa cag ctt ttc tac cgc tat gga gaa 144 
Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr Gly Glu 
35 40 45 

aat aat tct ttg tea gtt gaa ggg ttc aga aaa tta ctt caa aat ata 192 
Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin Asn lie 
50 55 60 

ggc ata gat aag att aaa aga ate cat ata cac cat gac cac gac cat 240 
Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His Asp His 
65 70 75 80 

cac tea gac cac gag cat cac tea gac cat gag cgt cac tea gac cat 288 
His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser Asp His 
85 90 95 

gag cat cac tea gac cac gag cat cac tct gac cat gat cat cac tec 336 

Glu His His Ser Asp His Glu His His Ser Asp His Asp His His Ser 
100 105 110 

207 



cac cat aat cat get get tct ggt aaa aat aag cga aaa get ctt tgc 384 
His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala Leu Cys 
115 120 125 

cca gac cat gac tea gat agt tea ggt aaa gat cct aga aac age cag 432 
Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn Ser Gin 
130 135 140 

ggg aaa gga get cac cga cca gaa cat gee agt ggt aga agg aat gtc 480 
Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg Asn Val 
145 150 155 160 

aag gac agt gtt agt get agt gaa gtg acc tea act gtg tac aac act 528 
Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr Asn Thr 
165 170 175 

gtc tct gaa gga act cac ttt eta gag aca ata gag act cca aga cct 576 
Val Ser Glu Gly Thr His Phe Leu Glu Thr lie Glu Thr Pro Arg Pro 
180 185 190 

gga aaa etc ttc ccc aaa gat gta age age tec act cca ccc agt gtc 624 
Gly Lys Leu Phe Pro Lys Asp Val Ser Ser Ser Thr Pro Pro Ser Val 
195 200 205 

aca tea aag age egg gtg age egg ctg get ggt agg aaa aca aat gaa 672 
Thr Ser Lys Ser Arg Val Ser Arg Leu Ala Gly Arg Lys Thr Asn Glu 
210 215 220 

tct gtg agt gag ccc cga aaa ggc ttt atg tat tec aga aac aca aat 720 
Ser Val Ser Glu Pro Arg Lys Gly Phe Met Tyr Ser Arg Asn Thr Asn 
225 230 235 240 

gaa aat cct cag gag tgt ttc aat gca tea aag eta ctg aca tct cat 768 
Glu Asn Pro Gin Glu Cys Phe Asn Ala Ser Lys Leu Leu Thr Ser His 
245 250 255 

ggc atg ggc ate cag gtt ccg ctg aat gca aca gag ttc aac tat etc 816 
Gly Met Gly lie Gin Val Pro Leu Asn Ala Thr Glu Phe Asn Tyr Leu 
260 265 270 

tgt cca gec ate ate aac caa att gat get aga tct tgt ctg att cat . 864 
Cys Pro Ala lie lie Asn Gin lie Asp Ala Arg Ser Cys Leu lie His 
275 280 285 

aca agt gaa aag aag get gaa ate cct cca aag acc tat tea tta caa 912 
Thr Ser Glu Lys Lys Ala Glu lie Pro Pro Lys Thr Tyr Ser Leu Gin 
290 295 300 

<210> 100 
<211> 304 
<212> PRT 

<213> Homo sapiens 
<400> 100 

Asn Pro Leu Tyr Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr Thr Glu 
15 10 15 

Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu Ala lie 
20 25 30 



Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr Gly Glu 
35 40 45 

208 



Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin Asn lie 
50 55 60 



Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His Asp His 
65 70 75 80 

His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser Asp His 
85 90 95 

Glu His His Ser Asp His Glu His His Ser Asp His Asp His His Ser 
100 105 110 

His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala Leu Cys 
115 120 125 

Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn Ser Gin 
130 135 140 

Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg Asn Val 
145 150 155 160 

Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr Asn Thr 
165 170 175 

Val Ser Glu *Gly Thr His Phe Leu Glu Thr lie Glu Thr Pro Arg Pro 
180 185 190 

Gly Lys Leu Phe Pro Lys Asp Val Ser Ser Ser Thr Pro Pro Ser Val 
195 200 205 

Thr Ser Lys Ser Arg Val Ser Arg Leu Ala Gly Arg Lys Thr Asn Glu 
210 215 220 

Ser Val Ser Glu Pro Arg Lys Gly Phe Met Tyr Ser Arg Asn Thr Asn 
225 230 235 240 

Glu Asn Pro Gin Glu Cys Phe Asn Ala Ser Lys Leu Leu Thr Ser His 
245 250 255 

Gly Met Gly lie Gin Val Pro Leu Asn Ala Thr Glu Phe Asn Tyr Leu 
260 265 270 

Cys Pro Ala lie lie Asn Gin lie Asp Ala Arg Ser Cys Leu lie His 
275 280 285 

Thr Ser Glu Lys Lys Ala Glu lie Pro Pro Lys Thr Tyr Ser Leu Gin 
290 295 300 

<210> 101 

<211> 1186 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (1148) 

<400> 101 

ct atg ggc gcg get gec ggg tgg ctg cgc ggc get gee ccc gga ccg 
Met Gly Ala Ala Ala Gly Trp Leu Arg Gly Ala Ala Pro Gly Pro 
15 10 15 



a 99 99 c a 9 c caa tec aat gaa acc acc gcg tgt teg cgc ctg gta gag 95 
Arg Gly Ser Gin Ser Asn Glu Thr Thr Ala Cys Ser Arg Leu Val Glu 
20 25 30 

att tct cga aga cac cag tgg gec cgt tec gag ccc tct gga ccg ccc 143 
lie Ser Arg Arg His Gin Trp Ala Arg Ser Glu Pro Ser Gly Pro Pro 
35 40 45 

gtg tgg aac caa acc tgc gcg cgt ggc egg gee gtg gga caa cga ggc 191 
Val Trp Asn Gin Thr Cys Ala Arg Gly Arg Ala Val Gly Gin Arg Gly 
50 55 60 

cgc gga gac gaa ggc gca atg gcg agg aag tta tct gta ate ttg ate 239 
Arg Gly Asp Glu Gly Ala Met Ala Arg Lys Leu Ser Val lie Leu lie 
65 70 75 

ctg acc ttt gee etc tct gtc aca aat ccc ctt cat gaa eta aaa gca 287 
Leu Thr Phe Ala Leu Ser Val Thr Asn Pro Leu His Glu Leu Lys Ala 
80 85 90 95 

get get ttc ccc cag acc act gag aaa att agt ccg aat tgg gaa tct 335 
Ala Ala Phe Pro Gin Thr Thr Glu Lys lie Ser Pro Asn Trp Glu Ser 
100 105 110 

ggc att aat gtt gac ttg gca att tec aca egg caa tat cat eta caa 383 
Gly lie Asn Val Asp Leu Ala lie Ser Thr Arg Gin Tyr His Leu Gin 
115 120 125 

cag ctt ttc tac cgc tat gga gaa aat aat tct ttg tea gtt gaa ggg 431 
Gin Leu Phe Tyr Arg Tyr Gly Glu Asn Asn Ser Leu Ser Val Glu Gly 
130 135 140 

ttc aga aaa tta ctt caa aat ata ggc ata gat aag att aaa aga ate 479 
Phe Arg Lys Leu Leu Gin Asn lie Gly lie Asp Lys lie Lys Arg lie 
145 150 155 

cat ata cac cat gac cac gac cat cac tea gac cac gag cat cac tea 527 
His lie His His Asp His Asp His His Ser Asp His Glu His His Ser 
160 165 170 175 

gac cat gag cgt cac tea gac cat gag cat cac tea gac cac gag cat 575 
Asp His Glu Arg His Ser Asp His Glu His His Ser Asp His Glu His 
180 185 190 

cac tct gac cat gat cat cac tct cac cat aat cat get get ttt act 623 
His Ser Asp His Asp His His Ser His His Asn His Ala Ala Phe Thr 
195 200 205 

gaa ggc tta tea agt ggt tta agt act tct gtt get gtg ttc tgt cat 671 
Glu Gly Leu Ser Ser Gly Leu Ser Thr Ser Val Ala Val Phe Cys His 
210 215 220 

gag ttg cct cat gaa tta ggt gac ttt get gtt eta eta aag get ggc 719 
Glu Leu Pro His Glu Leu Gly Asp Phe Ala Val Leu Leu Lys Ala Gly 
225 230 235 

atg acc gtt aag cag get gtc ctt tat aat gca ttg tea gee atg ctg 767 
Met Thr Val Lys Gin Ala Val Leu Tyr Asn Ala Leu Ser Ala Met Leu 
240 245 250 255 

gcg tat ctt gga atg gca aca gga att ttc att ggt cat tat get gaa 815 
Ala Tyr Leu Gly Met Ala Thr Gly lie Phe lie Gly His Tyr Ala Glu 
260 265 270 

210 



aat gtt tct atg tgg ata ttt gca ctt act get ggc tta ttc atg tat 863 
Asn Val Ser Met Trp lie Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr 
275 280 285 

gtt get ctg gtt gat atg gta cct gaa atg ctg cac aat gat get agt 911 
Val Ala Leu Val Asp Met Val Pro Glu Met Leu His Asn Asp Ala Ser 
290 295 300 

gac cat gga tgt age cac tgg ggg tat ttc ttt tta cag aat get ggg 959 
Asp His Gly Cys Ser His Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly 
305 310 315 

atg ctt ttg ggt ttt gga att atg tta ctt att tec ata ttt gaa cat 1007 
Met Leu Leu Gly Phe Gly lie Met Leu Leu lie Ser lie Phe Glu His 
320 325 330 335 

aaa ate gtg ttt cgt ata aat ttc aat tct cca tea tea cca cca cca 1055 
Lys lie Val Phe Arg lie Asn Phe Asn Ser Pro Ser Ser Pro Pro Pro 
340 345 350 

aaa cca cca tec tea cag tea cag cca gcg eta etc teg gga gga get 1103 
Lys Pro Pro Ser Ser Gin Ser Gin Pro Ala Leu Leu Ser Gly Gly Ala 
355 360 365 

gaa aga tgc egg cgt cgc cac tct ggc ctg gat ggt gat aat ggg 114 8 

Glu Arg Cys Arg Arg Arg His Ser Gly Leu Asp Gly Asp Asn Gly 
370 375 380 

tgatggcctg cacaatttca gcgatggcct agcaattg 1186 

<210> 102 
<211> 382 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Met Gly Ala Ala Ala Gly Trp Leu Arg Gly Ala Ala Pro Gly Pro Arg 
1 5 10 15 

Gly Ser Gin Ser Asn Glu Thr Thr Ala Cys Ser Arg Leu Val Glu lie 
20 25 30 

Ser Arg Arg His Gin Trp Ala Arg Ser Glu Pro Ser Gly Pro Pro Val 
35 40 45 

Trp Asn Gin Thr Cys Ala Arg Gly Arg Ala Val Gly Gin Arg Gly Arg 
50 55 60 

Gly Asp Glu Gly Ala Met Ala Arg Lys Leu Ser Val lie Leu lie Leu 
65 70 75 80 

Thr Phe Ala Leu Ser Val Thr Asn Pro Leu His Glu Leu Lys Ala Ala 
85 90 95 

Ala Phe Pro Gin Thr Thr Glu Lys lie Ser Pro Asn Trp Glu Ser Gly 
100 105 110 

lie Asn Val Asp Leu Ala lie Ser Thr Arg Gin Tyr His Leu Gin Gin 
115 120 125 



Leu Phe Tyr Arg Tyr Gly Glu Asn Asn Ser Leu Ser Val Glu Gly Phe 
130 135 140 

211 



Arg Lys Leu Leu Gin Asn lie Gly He Asp Lys He Lys Arg He His 
145 150 155 160 



He His His Asp His Asp His His Ser Asp His Glu His His Ser Asp 
165 170 175 

His Glu Arg His Ser Asp His Glu His His Ser Asp His Glu His His 
180 185 190 

Ser Asp His Asp His His Ser His His Asn His Ala Ala Phe Thr Glu 
195 200 205 

Gly Leu Ser Ser Gly Leu Ser Thr Ser Val Ala Val Phe Cys His Glu 
210 215 220 

Leu Pro His Glu Leu Gly Asp Phe Ala Val Leu Leu Lys Ala Gly Met 
225 230 235 240 

Thr Val Lys Gin Ala Val Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala 
245 250 255 

Tyr Leu Gly Met Ala Thr Gly He Phe He Gly His Tyr Ala Glu Asn 
260 265 270 

Val Ser Met Trp He Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr Val 
275 280 285 

Ala Leu Val Asp Met Val Pro Glu Met Leu His Asn Asp Ala Ser Asp 
290 295 300 

His Gly Cys Ser His Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met 
305 310 315 320 

Leu Leu Gly Phe Gly He Met Leu Leu He Ser He Phe Glu His Lys 
325 330 335 

He Val Phe Arg He Asn Phe Asn Ser Pro Ser Ser Pro Pro Pro Lys 
340 345 350 

Pro Pro Ser Ser Gin Ser Gin Pro Ala Leu Leu Ser Gly Gly Ala Glu 
355 360 365 

Arg Cys Arg Arg Arg His Ser Gly Leu Asp Gly Asp Asn Gly 
370 375 380 

<210> 103 
<211> 1101 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (123) . . (1028) 
<400> 103 

tggtagagat ttctcgaaga caccagtggg cccgttccga gccctctgga ccgcccgtgt 60 

ggaaccaaac ctgcgcgcgt ggccgggccg tgggacaacg aggccgcgga gacgaaggcg 12 0 

ca atg gcg agg aag tta tct gta ate ttg ate ctg acc ttt gec etc 167 
Met Ala Arg Lys Leu Ser Val He Leu He Leu Thr Phe Ala Leu 
15 10 15 

212 



tct gtc aca aat ccc ctt cat gaa eta aaa gca get get ttc ccc cag 
Ser Val Thr Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin 
20 25 30 



215 



ace act gag aaa att agt ccg aat tgg gaa tct ggc att aat gtt gac 263 
Thr Thr Glu Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp 
35 40 45 

ttg gca att tec aca egg caa tat cat eta caa cag ctt ttc tac cgc 311 
Leu Ala lie Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg 
50 55 60 

tat gga gaa aat aat tct ttg tea gtt gaa ggg ttc aga aaa tta ctt 359 
Tyr Gly Glu Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu 
65 70 75 

caa aat ata ggc ata gat aag att aaa aga ate cat ata cac cat gac 407 
Gin Asn lie Gly lie Asp Lys lie Lys Arg lie His lie His His Asp 
80 85 90 95 

cac gac cat cac tea gac cac gag cat cac tea gac cat gag cgt cac 455 
His Asp His His Ser Asp His Glu His His Ser Asp His Glu Arg His 
100 105 110 

tea gac cat gag cat cac tea gac cac cat cct cac agt cac age cag 503 
Ser Asp His Glu His His Ser Asp His His Pro His Ser His Ser Gin 
115 120 125 

cgc tac tct egg gag gag ctg aaa gat gee ggc gtc gee act ttg gee 551 
Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val Ala Thr Leu Ala 
130 135 140 

tgg atg gtg ata atg ggt gat ggc ctg cac aat ttc age gat ggt eta 599 
Trp Met Val lie Met Gly Asp Gly Leu His Asn Phe Ser Asp Gly Leu 
145 150 155 

gca att ggt get get ttt act gaa ggc tta tea agt ggt tta agt act 647 
Ala lie Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser Gly Leu Ser Thr 
160 165 170 175 

tct gtt get gtg ttc tgt cat gag ttg cct cat gaa tta ggt gac ttt 695 
Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu Leu Gly Asp Phe 
180 185 190 

get gtt eta eta aag get ggc atg ace gtt aag cag get gtc ctt tat 743 
Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin Ala Val Leu Tyr 
195 200 205 

aat gca ttg tea gec atg ctg gcg tat ctt gga atg gca aca gga att 791 
Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met Ala Thr Gly lie 
210 215 220 

ttc att ggt cat tat get gaa aat gtt tct atg tgg ata ttt gca ctt 839 
Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp lie Phe Ala Leu 
225 230 235 

act get ggc tta ttc atg cat gtt get ctg gtt gat atg gta cct gaa 887 
Thr Ala Gly Leu Phe Met His Val Ala Leu Val Asp Met Val Pro Glu 
240 245 250 255 



atg ctg cac aat gat get agt gac cat gga tgt age cgc tgg ggg tat 
Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser Arg Trp Gly Tyr 

213 



935 



260 265 270 

ttc ttt tta cag aat get ggg atg ctt ttg ggt ttt gga att atg tta 983 
Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe Gly lie Met Leu 
275 280 285 

ctt att tec ata ttt gaa cat aaa ate gtg ttt cgt ata aat ttc 1028 
Leu lie Ser lie Phe Glu His Lys lie Val Phe Arg lie Asn Phe 
290 295 300 

tagttaaggt ttaaatgeta gagtagctta aaaagttgtc atagtttcag taggtcatag 1088 

ggagatgagt ttg 1101 

<210> 104 
<211> 302 
<212> PRT 

<213> Homo sapiens 
<400> 104 

Met Ala Arg Lys Leu Ser Val lie Leu lie Leu Thr Phe Ala Leu Ser 
15 10 15 

Val Thr Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr 
20 25 30 

Thr Glu Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu 
35 40 45 

Ala lie Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr 
50 55 60 

Gly Glu Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin 
65 70 75 80 

Asn lie Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His 
85 90 95 

Asp His His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser 
100 105 110 

Asp His Glu His His Ser Asp His His Pro His Ser His Ser Gin Arg 
115 120 125 

Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val Ala Thr Leu Ala Trp 
130 135 140 

Met Val lie Met Gly Asp Gly Leu His Asn Phe Ser Asp Gly Leu Ala 
145 150 155 160 

lie Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser Gly Leu Ser Thr Ser 
165 170 175 

Val Ala Val Phe Cys His Glu Leu Pro His Glu Leu Gly Asp Phe Ala 
180 185 190 

Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin Ala Val Leu Tyr Asn 
195 200 205 

Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met Ala Thr Gly lie Phe 
210 215 220 



lie Gly His Tyr Ala Glu Asn Val Ser Met Trp lie Phe Ala Leu Thr 
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225 



230 



235 



240 



Ala Gly Leu Phe Met His Val Ala Leu Val Asp Met Val Pro Glu Met 
245 250 255 

Leu His Asn Asp Ala Ser Asp His Gly Cys Ser Arg Trp Gly Tyr Phe 
260 265 270 

Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe Gly lie Met Leu Leu 
275 280 285 

lie Ser lie Phe Glu His Lys lie Val Phe Arg lie Asn Phe 
290 295 300 

<210> 105 

<211> 2268 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2265) 

<400> 105 

atg gcg agg aag tta tct gta ate ttg ate ctg acc ttt gec etc tct 48 

Met Ala Arg Lys Leu Ser Val lie Leu lie Leu Thr Phe Ala Leu Ser 

15 10 15 

gtc aca aac ccc ctt cat gaa eta aaa gca get get ttc ccc cag acc 96 
Val Thr Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr 
20 25 30 

act gag aaa att agt ccg aat tgg gaa tct ggc att aat gtt gac ttg 144 
Thr Glu Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu 
35 40 45 

gca att tec aca egg caa tat cat eta caa cag ctt ttc tac cgc tat 192 
Ala lie Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr 
50 55 60 

gga gaa aat aat tct ttg tea gtt gag ggg ttc aga aaa tta ctt caa 240 
Gly Glu Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin 
65 70 75 80 

aat ata ggc ata gat aag att aaa aga ate cat ata cac cac gac cac 288 
Asn lie Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His 
85 90 95 

gac cat cac tea gac cac gag cat cac tea gac cat gag cgt cac tea 336 
Asp His His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser 
100 105 110 

gac cat gag cat cac tea gac cac gag cat cac tct gac cat gat cat 384 
Asp His Glu His His Ser Asp His Glu His His Ser Asp His Asp His 
115 120 125 

cac tct cac cat aat cat get get tct ggt aaa aat aag cga aaa get 432 
His Ser His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala 
130 135 140 

ctt tgc cca gac cat gac tea gat agt tea ggt aaa gat cct aga aac 480 
Leu Cys Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn 
145 150 155 160 
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age cag ggg aaa gga get cac cga cca gaa cat gec agt ggt aga agg 528 
Ser Gin Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg 
165 170 175 

aat gtc aag gac agt gtt agt get agt gaa gtg ace tea act gtg tac 576 
Asn Val Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr 
180 185 190 

aac act gtc tct gaa gga act cac ttt eta gag aca ata gag act cca 624 
Asn Thr Val Ser Glu Gly Thr His Phe Leu Glu Thr lie Glu Thr Pro 
195 200 205 

aga cct gga aaa etc ttc ccc aaa gat gta age age tec act cca ccc 672 
Arg Pro Gly Lys Leu Phe Pro Lys Asp Val Ser Ser Ser Thr Pro Pro 
210 215 220 

agt gtc aca tea aag age egg gtg age egg ctg get ggt agg aaa aca 72 0 
Ser Val Thr Ser Lys Ser Arg Val Ser Arg Leu Ala Gly Arg Lys Thr 
225 230 235 240 

aat gaa tct gtg agt gag ccc cga aaa ggc ttt atg tat tec aga aac 768 
Asn Glu Ser Val Ser Glu Pro Arg Lys Gly Phe Met Tyr Ser Arg Asn 
245 250 255 

aca aat gaa aat cct cag gag tgt ttc aat gca tea aag eta ctg aca 816 
Thr Asn Glu Asn Pro Gin Glu Cys Phe Asn Ala Ser Lys Leu Leu Thr 
260 265 270 

tct cat ggc atg ggc ate cag gtt ccg ctg aat gca aca gag ttc aac 864 
Ser His Gly Met Gly lie Gin Val Pro Leu Asn Ala Thr Glu Phe Asn 
275 280 285 

tat etc tgt cca gee ate ate aac caa att gat get aga tct tgt ctg 912 
Tyr Leu Cys Pro Ala lie lie Asn Gin lie Asp Ala Arg Ser Cys Leu 
290 295 300 

att cat aca agt gaa aag aag get gaa ate cct cca aag ace tat tea 960 
lie His Thr Ser Glu Lys Lys Ala Glu lie Pro Pro Lys Thr Tyr Ser 
305 310 315 320 

tta caa ata gee tgg gtt ggt ggt ttt ata gee att tec ate ate agt 1008 
Leu Gin lie Ala Trp Val Gly Gly Phe lie Ala lie Ser lie lie Ser 
325 330 335 

ttc ctg tct ctg ctg ggg gtt ate tta gtg cct etc atg aat egg gtg 1056 
Phe Leu Ser Leu Leu Gly Val lie Leu Val Pro Leu Met Asn Arg Val 
340 345 350 

ttt ttc aaa ttt etc ctg agt ttc ctt gtg gca ctg gee gtt ggg act 1104 
Phe Phe Lys Phe Leu Leu Ser Phe Leu Val Ala Leu Ala Val Gly Thr 
355 360 365 

ttg agt ggt gat get ttt tta cac ctt ctt cca cat tct cat gca agt 1152 
Leu Ser Gly Asp Ala Phe Leu His Leu Leu Pro His Ser His Ala Ser 
370 375 380 

cac cac cat agt cat age cat gaa gaa cca gca atg gaa atg aaa aga 1200 
His His His Ser His Ser His Glu Glu Pro Ala Met Glu Met Lys Arg 
385 390 395 400 

gga cca ctt ttt agt cat ctg tct tct caa aac ata gaa gaa agt gec 124 8 
Gly Pro Leu Phe Ser His Leu Ser Ser Gin Asn lie Glu Glu Ser Ala 
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405 



410 



415 



tat ttt gat tec acg tgg aag ggt eta aca get eta gga ggc ctg tat 1296 
Tyr Phe Asp Ser Thr Trp Lys Gly Leu Thr Ala Leu Gly Gly Leu Tyr 
420 425 430 

ttc atg ttt ctt gtt gaa cat gtc etc aca ttg ate aaa caa ttt aaa 1344 
Phe Met Phe Leu Val Glu His Val Leu Thr Leu lie Lys Gin Phe Lys 
435 440 445 

gat aag aag aaa aag aat cag aag aaa cct gaa aat gat gat gat gtg 13 92 
Asp Lys Lys Lys Lys Asn Gin Lys Lys Pro Glu Asn Asp Asp Asp Val 
450 455 460 

gag att aag aag cag ttg tec aag tat gaa tct caa ctt tea aca aat 1440 
Glu lie Lys Lys Gin Leu Ser Lys Tyr Glu Ser Gin Leu Ser Thr Asn 
465 470 475 480 

gag gag aaa gta gat aca gat gat cga act gaa ggc tat tta cga gca 1488 
Glu Glu Lys Val Asp Thr Asp Asp Arg Thr Glu Gly Tyr Leu Arg Ala 
485 490 495 

gac tea caa gag ccc tec cac ttt gat tct cag cag cct gca gtc ttg 1536 
Asp Ser Gin Glu Pro Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu 
500 505 510 

gaa gaa gaa gag gtc atg ata get cat get cat cca cag gaa gtc tac 1584 
Glu Glu Glu Glu Val Met lie Ala His Ala His Pro Gin Glu Val Tyr 
515 520 525 

aat gaa tat gta ccc aga ggg tgc aag aat aaa tgc cat tea cat ttc 1632 
Asn Glu Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe 
530 535 540 

cac gat aca etc ggc cag tea gac gat etc att cac cac cat cat gac 1680 
His Asp Thr Leu Gly Gin Ser Asp Asp Leu lie His His His His Asp 
545 550 555 560 

tac cat cat att etc cat cat cac cac cac caa aac cac cat cct cac 1728 
Tyr His His lie Leu His His His His His Gin Asn His His Pro His 
565 570 575 

agt cac age cag cgc tac tct egg gag gag ctg aaa gat gee ggc gtc 1776 
Ser His Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val 
580 585 590 

gee act ctg gee tgg atg gtg ata atg ggt gat ggc ctg cac aat ttc 1824 
Ala Thr Leu Ala Trp Met Val lie Met Gly Asp Gly Leu His Asn Phe 
595 600 605 

age gat ggc eta gca att ggt get get ttt act gaa ggc tta tea agt 1872 
Ser Asp Gly Leu Ala lie Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser 
610 615 620 

ggt tta agt act tct gtt get gtg ttc tgt cat gag ttg cct cat gaa 1920 
Gly Leu Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu 
625 630 635 640 

tta 99t 9 ac ttt 9 ct gtt eta eta aag get ggc atg acc gtt aag cag 1968 
Leu Gly Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin 
645 ' 650 655 

get gtc ctt tat aat gca ttg tea gee atg ctg gcg tat ctt gga atg 2016 
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Ala Val Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met 
660 665 670 

gca aca gga att ttc att ggt cat tat get gaa aat gtt tct atg tgg 2064 
Ala Thr Gly lie Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp 
675 680 685 

ata ttt gca ctt act get ggc tta ttc atg tat gtt get ctg gtt gat 2112 
lie Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp 
690 695 700 

atg gta cct gaa atg ctg cac aat gat get agt gac cat gga tgt age 2160 
Met Val Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser 
705 710 715 720 

cgc tgg ggg tat ttc ttt tta cag aat get ggg atg ctt ttg ggt ttt 2208 
Arg Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe 
725 730 735 

gga att atg tta ctt att tec ata ttt gaa cat aaa ate gtg ttt cgt 2256 
Gly lie Met Leu Leu lie Ser lie Phe Glu His Lys lie Val Phe Arg 
740 745 750 

ata aat ttc tag 2268 
lie Asn Phe 
755 

<210> 106 
<211> 755 
<212> PRT 

<213> Homo sapiens 
<400> 106 

Met Ala Arg Lys Leu Ser Val lie Leu lie Leu Thr Phe Ala Leu Ser 
15 10 15 

Val Thr Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr 
20 25 30 

Thr Glu Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu 
35 40 45 

Ala lie Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr 
50 55 60 

Gly Glu Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin 
65 70 75 80 

Asn lie Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His 
85 90 95 

Asp His His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser 
100 105 110 

Asp His Glu His His Ser Asp His Glu His His Ser Asp His Asp His 
115 120 125 

His Ser His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala 
130 135 140 

Leu Cys Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn 
145 150 155 160 
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Ser Gin Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg 
165 170 175 



Asn Val Lys Asp 
180 

Asn Thr Val Ser 
195 

Arg Pro Gly Lys 
210 

Ser Val Thr Ser 
225 

Asn Glu Ser Val 



Thr Asn Glu Asn 
260 

Ser His Gly Met 
275 

Tyr Leu Cys Pro 
290 

lie His Thr Ser 
305 

Leu Gin lie Ala 



Phe Leu Ser Leu 
340 

Phe Phe Lys Phe 
355 

Leu Ser Gly Asp 
370 

His His His Ser 
385 

Gly Pro Leu Phe 



Tyr Phe Asp Ser 
420 

Phe Met Phe Leu 
435 

Asp Lys Lys Lys 
450 

Glu lie Lys Lys 
465 

Glu Glu Lys Val 



Ser Val Ser Ala 



Glu Gly Thr His 
200 

Leu Phe Pro Lys 
215 

Lys Ser Arg Val 
230 

Ser Glu Pro Arg 
245 

Pro Gin Glu Cys 



Gly lie Gin Val 
280 

Ala lie lie Asn 
295 

Glu Lys Lys Ala 
310 

Tfp Val Gly Gly 
325 

Leu Gly Val lie 



Leu Leu Ser Phe 
360 

Ala Phe Leu His 
375 

His Ser His Glu 
390 

Ser His Leu Ser 
405 

Thr Trp Lys Gly 



Val Glu His Val 
440 

Lys Asn Gin Lys 
455 

Gin Leu Ser Lys 
470 

Asp Thr Asp Asp 
485 



Ser Glu Val Thr 
185 

Phe Leu Glu Thr 



Asp Val Ser Ser 
220 

Ser Arg Leu Ala 
235 

Lys Gly Phe Met 
250 

Phe Asn Ala Ser 
265 

Pro Leu Asn Ala 



Gin lie Asp Ala 
300 

Glu lie Pro Pro 
315 

Phe He Ala He 
330 

Leu Val Pro Leu 
345 

Leu Val Ala Leu 



Leu Leu Pro His 
380 

Glu Pro Ala Met 
395 

Ser Gin Asn He 
410 

Leu Thr Ala Leu 
425 

Leu Thr Leu He 



Lys Pro Glu Asn 
460 

Tyr Glu Ser Gin 
475 

Arg Thr Glu Gly 
490 



Ser Thr Val Tyr 
190 

He Glu Thr Pro 
205 

Ser Thr Pro Pro 



Gly Arg Lys Thr 
240 

Tyr Ser Arg Asn 
255 

Lys Leu Leu Thr 
270 

Thr Glu Phe Asn 
285 

Arg Ser Cys Leu 



Lys Thr Tyr Ser 
320 

Ser He He Ser 
335 

Met Asn Arg Val 
350 

Ala Val Gly Thr 
365 

Ser His Ala Ser 



Glu Met Lys Arg 
400 

Glu Glu Ser Ala 
415 

Gly Gly Leu Tyr 
430 

Lys Gin Phe Lys 
445 

Asp Asp Asp Val 



Leu Ser Thr Asn 
480 

Tyr Leu Arg Ala 
495 
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Asp Ser Gin Glu Pro Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu 
500 505 510 



Glu Glu Glu Glu Val Met lie Ala His Ala His Pro Gin Glu Val Tyr 
515 520 525 

Asn Glu Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe 
530 535 540 

His Asp Thr Leu Gly Gin Ser Asp Asp Leu lie His His His His Asp 
545 550 555 560 

Tyr His His lie Leu His His His His His Gin Asn His His Pro His 
565 570 575 

Ser His Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val 
580 585 590 

Ala Thr Leu Ala Trp Met Val lie Met Gly Asp Gly Leu His Asn Phe 
595 600 605 

Ser Asp Gly Leu Ala lie Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser 
610 615 620 

Gly Leu Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu 
625 630 635 640 

Leu Gly Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin 
645 650 655 

Ala Val Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met 
660 665 670 

Ala Thr Gly lie Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp 
675 680 685 

lie Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp 
690 695 700 

Met Val Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser 
705 710 715 720 

Arg Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe 
725 730 735 

Gly lie Met Leu Leu He Ser He Phe Glu His Lys He Val Phe Arg 
740 745 750 

He Asn Phe 
755 

<210> 107 
<211> 2310 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2307) 

<400> 107 

atg ggt aag cct ate cct aac cct etc etc ggt etc gat tct acg gcg 
Met Gly Lys Pro He Pro Asn Pro Leu Leu Gly Leu Asp Ser Thr Ala 
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1 



5 



10 



15 



agg aag tta tct gta ate ttg ate ctg ace ttt gee etc tct gtc aca 96 
Arg Lys Leu Ser Val lie Leu lie Leu Thr Phe Ala Leu Ser Val Thr 
20 25 30 

aac ccc ctt cat gaa eta aaa gca get get ttc ccc cag ace act gag 144 
Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr Thr Glu 
35 40 45 

aaa att agt ccg aat tgg gaa tct ggc att aat gtt gac ttg gca att 192 
Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu Ala lie 
50 55 60 

tec aca egg caa tat cat eta caa cag ctt ttc tac cgc tat gga gaa 240 
Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr Gly Glu 
65 70 75 80 

aat aat tct ttg tea gtt gag ggg ttc aga aaa tta ctt caa aat ata 288 
Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin Asn lie 
85 90 95 

ggc ata gat aag att aaa aga ate cat ata cac cac gac cac gac cat 336 
Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His Asp His 
100 105 110 

cac tea gac cac gag cat cac tea gac cat gag cgt cac tea gac cat 3 84 
His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser Asp His 
115 120 125 

gag cat cac tea gac cac gag cat cac tct gac cat gat cat * cac tct 432 
Glu His His Ser Asp His Glu His His Ser Asp His Asp His His Ser 
130 135 140 

cac cat aat cat get get tct ggt aaa aat aag cga aaa get ctt tgc 4 80 
His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala Leu Cys 
145 150 155 160 

cca gac cat gac tea gat agt tea ggt aaa gat cct aga aac age cag 528 
Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn Ser Gin 
165 170 175 

ggg aaa gga get cac cga cca gaa cat gee agt ggt aga agg aat gtc 576 
Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg Asn Val 
180 185 190 

aag gac agt gtt agt get agt gaa gtg acc tea act gtg tac aac act 624 
Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr Asn Thr 
195 200 205 

gtc tct gaa gga act cac ttt eta gag aca ata gag act cca aga cct 672 
Val Ser Glu Gly Thr His Phe Leu Glu Thr lie Glu Thr Pro Arg Pro 
210 215 220 

gga aaa etc ttc ccc aaa gat gta age age tec act cca ccc agt gtc 720 
Gly Lys Leu Phe Pro Lys Asp Val Ser Ser Ser Thr Pro Pro Ser Val 
225 230 235 240 

aca tea aag age egg gtg age egg ctg get ggt agg aaa aca aat gaa 768 
Thr Ser Lys Ser Arg Val Ser Arg Leu Ala Gly Arg Lys Thr Asn Glu 
245 250 255 

tct gtg agt gag ccc cga aaa ggc ttt atg tat tec aga aac aca aat 816 
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Ser Val Ser Glu Pro Arg Lys Gly Phe Met Tyr Ser Arg Asn Thr Asn 
260 265 270 

gaa aat cct cag gag tgt ttc aat gca tea aag eta ctg aca tct cat 864 
Glu Asn Pro Gin Glu Cys Phe Asn Ala Ser Lys Leu Leu Thr Ser His 
275 280 285 

ggc atg ggc ate cag gtt ccg ctg aat gca aca gag ttc aac tat etc 912 
Gly Met Gly lie Gin Val Pro Leu Asn Ala Thr Glu Phe Asn Tyr Leu 
290 295 300 

tgt cca gee ate ate aac caa att gat get aga tct tgt ctg att cat 960 
Cys Pro Ala He He Asn Gin He Asp Ala Arg Ser Cys Leu He His 
305 310 315 320 

aca agt gaa aag aag get gaa ate cct cca aag ace tat tea tta caa 1008 
Thr Ser Glu Lys Lys Ala Glu He Pro Pro Lys Thr Tyr Ser Leu Gin 
325 330 335 

ata gee tgg gtt ggt ggt ttt ata gee att tec ate ate agt ttc ctg 1056 
He Ala Trp Val Gly Gly Phe He Ala He Ser He He Ser Phe Leu 
340 345 350 

tct ctg ctg ggg gtt ate tta gtg cct etc atg aat egg gtg ttt ttc 1104 
Ser Leu Leu Gly Val He Leu Val Pro Leu Met Asn Arg Val Phe Phe 
355 360 365 

aaa ttt etc ctg agt ttc ctt gtg gca ctg gee gtt ggg act ttg agt 1152 
Lys Phe Leu Leu Ser Phe Leu Val Ala Leu Ala Val Gly Thr Leu Ser 
370 375 380 

ggt gat get ttt tta cac ctt ctt cca cat tct cat gca agt cac cac 1200 
Gly Asp Ala Phe Leu His Leu Leu Pro His Ser His Ala Ser His His 
385 390 395 400 

cat agt cat age cat gaa gaa cca gca atg gaa atg aaa aga gga cca 1248 
His Ser His Ser His Glu Glu Pro Ala Met Glu Met Lys Arg Gly Pro 
405 410 415 

ctt ttt agt cat ctg tct tct caa aac ata gaa gaa agt gee tat ttt 1296 
Leu Phe Ser His Leu Ser Ser Gin Asn He Glu Glu Ser Ala Tyr Phe 
420 425 430 

gat tec acg tgg aag ggt eta aca get eta gga ggc ctg tat ttc atg 1344 
Asp Ser Thr Trp Lys Gly Leu Thr Ala Leu Gly Gly Leu Tyr Phe Met 
435 440 445 

ttt ctt gtt gaa cat gtc etc aca ttg ate aaa caa ttt aaa gat aag 1392 
Phe Leu Val Glu His Val Leu Thr Leu He Lys Gin Phe Lys Asp Lys 
450 455 460 

aag aaa aag aat cag aag aaa cct gaa aat gat gat gat gtg gag att 1440 
Lys Lys Lys Asn Gin Lys Lys Pro Glu Asn Asp Asp Asp Val Glu He 
465 470 475 480 

aag aag cag ttg tec aag tat gaa tct caa ctt tea aca aat gag gag 14 8 8 
Lys Lys Gin Leu Ser Lys Tyr Glu Ser Gin Leu Ser Thr Asn Glu Glu 
485 490 495 

aaa gta gat aca gat gat cga act gaa ggc tat tta cga gca gac tea 1536 
Lys Val Asp Thr Asp Asp Arg Thr Glu Gly Tyr Leu Arg Ala Asp Ser 
500 505 510 
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caa gag ccc tec cac ttt gat tct cag cag cct gca gtc ttg gaa gaa 1584 
Gin Glu Pro Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu Glu Glu 
515 520 525 

gaa gag gtc atg ata get cat get cat cca cag gaa gtc tac aat gaa 1632 
Glu Glu Val Met lie Ala His Ala His Pro Gin Glu Val Tyr Asn Glu 
530 535 540 

tat gta ccc aga ggg tgc aag aat aaa tgc cat tea cat ttc cac gat 1680 
Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe His Asp 
545 550 555 560 

aca etc ggc cag tea gac gat etc att cac cac cat cat gac tac cat 1728 
Thr Leu Gly Gin Ser Asp Asp Leu lie His His His His Asp Tyr His 
565 570 575 

cat att etc cat cat cac cac cac caa aac cac cat cct cac agt cac 1776 
His lie Leu His His His His His Gin Asn His His Pro His Ser His 
580 585 590 

age cag cgc tac tct egg gag gag ctg aaa gat gee ggc gtc gee act 1824 
Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val Ala Thr 
595 600 605 

ctg gee tgg atg gtg ata atg ggt gat ggc ctg cac aat ttc age gat 1872 
Leu Ala Trp Met Val lie Met Gly Asp Gly Leu His Asn Phe Ser Asp 
610 615 620 

ggc eta gca att ggt get get ttt act gaa ggc tta tea agt ggt tta 1920 
Gly Leu Ala lie Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser Gly Leu 
625 630 635 640 

agt act tct gtt get gtg ttc tgt cat gag ttg cct cat gaa tta ggt 1968 
Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu Leu Gly 
645 650 655 

gac ttt get gtt eta eta aag get ggc atg ace gtt aag cag get gtc 2016 
Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin Ala Val 
660 665 670 

ctt tat aat gca ttg tea gee atg ctg gcg tat ctt gga atg gca aca 2064 
Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met Ala Thr 
675 680 685 

gga att ttc att ggt cat tat get gaa aat gtt tct atg tgg ata ttt 2112 
Gly lie Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp lie Phe 
690 695 700 

gca ctt act get ggc tta ttc atg tat gtt get ctg gtt gat atg gta 2160 
Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp Met Val 
705 710 715 720 

cct gaa atg ctg cac aat gat get agt gac cat gga tgt age cgc tgg 2208 
Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser Arg Trp 
725 730 735 

ggg tat ttc ttt tta cag aat get ggg atg ctt ttg ggt ttt gga att 2256 
Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe Gly lie 
740 745 750 

atg tta ctt att tec ata ttt gaa cat aaa ate gtg ttt cgt ata aat 2304 
Met Leu Leu lie Ser lie Phe Glu His Lys lie Val Phe Arg lie Asn 
755 760 765 

223 



ttc tag 
Phe 



2310 



<210> 108 

<211> 769 

<212> PRT 

<213> Homo sapiens 

<400> 108 

Met Gly Lys Pro lie Pro Asn Pro Leu Leu Gly Leu Asp Ser Thr Ala 
15 10 15 

Arg Lys Leu Ser Val lie Leu lie Leu Thr Phe Ala Leu Ser Val Thr 
20 25 30 

Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr Thr Glu 
35 40 45 

Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu Ala lie 
50 55 60 

Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr Gly Glu 
65 70 75 80 

Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin Asn lie 
85 90 95 

Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His Asp His 
100 105 110 

His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser Asp His 
115 120 125 

Glu His His Ser Asp His Glu His His Ser Asp His Asp His His Ser 
130 135 140 

His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala Leu Cys 
145 150 155 160 

Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn Ser Gin 
165 170 175 

Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg Asn Val 
180 185 190 

Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr Asn Thr 
195 200 205 

Val Ser Glu Gly Thr His Phe Leu Glu Thr lie Glu Thr Pro Arg Pro 
210 215 220 

Gly Lys Leu Phe Pro Lys Asp Val Ser Ser Ser Thr Pro Pro Ser Val 
225 230 235 240 

Thr Ser Lys Ser Arg Val Ser Arg Leu Ala Gly Arg Lys Thr Asn Glu 
245 250 255 

Ser Val Ser Glu Pro Arg Lys Gly Phe Met Tyr Ser Arg Asn Thr Asn 
260 265 270 



Glu Asn Pro Gin Glu Cys Phe Asn Ala Ser Lys Leu Leu Thr Ser His 

224 



275 



280 



285 



Gly Met Gly lie Gin Val Pro Leu Asn Ala Thr Glu Phe Asn Tyr Leu 
290 295 300 

Cys Pro Ala lie lie Asn Gin lie Asp Ala Arg Ser Cys Leu lie His 
305 310 315 320 

Thr Ser Glu Lys Lys Ala Glu lie Pro Pro Lys Thr Tyr Ser Leu Gin 
325 330 335 

He Ala Trp Val Gly Gly Phe He Ala He Ser He He Ser Phe Leu 
340 345 350 

Ser Leu Leu Gly Val He Leu Val Pro Leu Met Asn Arg Val Phe Phe 
355 360 365 

Lys Phe Leu Leu Ser Phe Leu Val Ala Leu Ala Val Gly Thr Leu Ser 
370 375 380 

Gly Asp Ala Phe Leu His Leu Leu Pro His Ser His Ala Ser His His 
385 390 395 - 400 

His Ser His Ser His Glu Glu Pro Ala Met Glu Met Lys Arg Gly Pro 
405 410 415 

Leu Phe Ser His Leu Ser Ser Gin Asn He Glu Glu Ser Ala Tyr Phe 
420 425 430 

Asp Ser Thr Trp Lys Gly Leu Thr Ala Leu Gly Gly Leu Tyr Phe Met 
435 440 445 

Phe Leu Val Glu His Val Leu Thr Leu He Lys Gin Phe Lys Asp Lys 
450 455 460 

Lys Lys Lys Asn Gin Lys Lys Pro Glu Asn Asp Asp Asp Val Glu He 
465 470 475 480 

Lys Lys Gin Leu Ser Lys Tyr Glu Ser Gin Leu Ser Thr Asn Glu Glu 
485 490 495 

Lys Val Asp Thr Asp Asp Arg Thr Glu Gly Tyr Leu Arg Ala Asp Ser 
500 505 510 

Gin Glu Pro Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu Glu Glu 
515 520 525 

Glu Glu Val Met He Ala His Ala His Pro Gin Glu Val Tyr Asn Glu 
530 535 540 

Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe His Asp 
545 550 555 560 

Thr Leu Gly Gin Ser Asp Asp Leu He His His His His Asp Tyr His 
565 570 575 

His He Leu His His His His His Gin Asn His His Pro His Ser His 
580 585 590 

Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val Ala Thr 
595 600 605 



Leu Ala Trp Met Val He Met Gly Asp Gly Leu His Asn Phe Ser Asp 

225 



610 

Gly Leu Ala lie 
625 

Ser Thr Ser Val 



Asp Phe Ala Val 
660 

Leu Tyr Asn Ala 
675 

Gly lie Phe lie 
690 

Ala Leu Thr Ala 
705 

Pro Glu Met Leu 



Gly Tyr Phe Phe 
740 

Met Leu Leu lie 
755 

Phe 



615 

Gly Ala Ala Phe 
630 

Ala Val Phe Cys 
645 

Leu Leu Lys Ala 



Leu Ser Ala Met 
680 

Gly His Tyr Ala 
695 

Gly Leu Phe Met 
710 

His Asn Asp Ala 
725 

Leu Gin Asn Ala 



Ser lie Phe Glu 
760 



620 

Thr Glu Gly Leu 
635 

His Glu Leu Pro 
650 

Gly Met Thr Val 
665 

Leu Ala Tyr Leu 



Glu Asn Val Ser 
700 

Tyr Val Ala Leu 
715 

Ser Asp His Gly 
730 

Gly Met Leu Leu 
745 

His Lys lie Val 



Ser Ser Gly Leu 
640 

His Glu Leu Gly 
655 

Lys Gin Ala Val 
670 

Gly Met Ala Thr 
685 

Met Trp lie Phe 



Val Asp Met Val 
720 

Cys Ser Arg Trp 
735 

Gly Phe Gly lie 
750 

Phe Arg lie Asn 
765 



<210> 109 
<211> 2211 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2211) 

<400> 109 

aat ccc ctt cat gaa eta aaa gca get get ttc ccc cag acc act gag 48 
Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr Thr Glu 
15 10 15 

aaa att agt ccg aat tgg gaa tct ggc att aat gtt gac ttg gca att 96 
Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu Ala lie 
20 25 30 

tec aca egg caa tat cat eta caa cag ctt ttc tac cgc tat gga gaa 144 
Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr Gly Glu 
35 40 45 

aat aat tct ttg tea gtt gag ggg ttc aga aaa tta ctt caa aat ata 192 
Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin Asn lie 
50 55 60 

ggc ata gat aag att aaa aga ate cat ata cac cac gac cac gac cat 240 
Gly lie Asp Lys lie Lys Arg He His He His His Asp His Asp His 
65 70 75 80 

cac tea gac cac gag cat cac tea gac cat gag cgt cac tea gac cat 288 

226 



His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser Asp His 
85 90 95 

gag cat cac tea gac cac gag cat cac tct gac cat gat cat cac tct 336 
Glu His His Ser Asp His Glu His His Ser Asp His Asp His His Ser 
100 105 110 

cac cat aat cat get get tct ggt aaa aat aag cga aaa get ctt tgc 384 
His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala Leu Cys 
115 120 125 

cca gac cat gac tea gat agt tea ggt aaa gat cct aga aac age cag 432 
Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn Ser Gin 
130 135 140 

ggg aaa gga get cac cga cca gaa cat gee agt ggt aga agg aat gtc 4 80 
Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg Asn Val 
145 150 155 160 

aag gac agt gtt agt get agt gaa gtg ace tea act gtg tac aac act 528 
Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr Asn Thr 
165 170 175 

gtc tct gaa gga act cac ttt eta gag aca ata gag act cca aga cct 576 
Val Ser Glu Gly Thr His Phe Leu Glu Thr lie Glu Thr Pro Arg Pro 
180 185 190 

gga aaa etc ttc ccc aaa gat gta age age tec act cca ccc agt gtc 624 
Gly Lys Leu Phe Pro Lys Asp Val Ser Ser Ser Thr Pro Pro Ser Val 
195 200 205 

aca tea aag age egg gtg age egg ctg get ggt agg aaa aca aat gaa 672 
Thr Ser Lys Ser Arg Val Ser Arg Leu Ala Gly Arg Lys Thr Asn Glu 
210 215 220 

tct gtg agt gag ccc cga aaa ggc ttt atg tat tec aga aac aca aat 720 
Ser Val Ser Glu Pro Arg Lys Gly Phe Met Tyr Ser Arg Asn Thr Asn 
225 230 235 240 

gaa aat cct cag gag tgt ttc aat gca tea aag eta ctg aca tct cat 768 
Glu Asn Pro Gin Glu Cys Phe Asn Ala Ser Lys Leu Leu Thr Ser His 
245 250 255 

ggc atg ggc ate cag gtt ccg ctg aat gca aca gag ttc aac tat etc 816 
Gly Met Gly lie Gin Val Pro Leu Asn Ala Thr Glu Phe Asn Tyr Leu 
260 265 270 

tgt cca gec ate ate aac caa att gat get aga tct tgt ctg att cat 864 
Cys Pro Ala lie lie Asn Gin lie Asp Ala Arg Ser Cys Leu lie His 
275 280 285 

aca agt gaa aag aag get gaa ate cct cca aag ace tat tea tta caa 912 
Thr Ser Glu Lys Lys Ala Glu lie Pro Pro Lys Thr Tyr Ser Leu Gin 
290 295 300 

ata gee tgg gtt ggt ggt ttt ata gee att tec ate ate agt ttc ctg 960 
lie Ala Trp Val Gly Gly Phe lie Ala lie Ser lie lie Ser Phe Leu 
305 310 315 320 

tct ctg ctg ggg gtt ate tta gtg cct etc atg aat egg gtg ttt ttc 1008 
Ser Leu Leu Gly Val lie Leu Val Pro Leu Met Asn Arg Val Phe Phe 
325 330 335 



227 



aaa ttt etc ctg agt ttc ctt gtg gca ctg gec gtt ggg act ttg agt 
Lys Phe Leu Leu Ser Phe Leu Val Ala Leu Ala Val Gly Thr Leu Ser 
340 345 350 



1056 



ggt gat get ttt tta cac ctt ctt cca cat tct cat gca agt cac cac 
Gly Asp Ala Phe Leu His Leu Leu Pro His Ser His Ala Ser His His 
355 360 365 



1104 



cat agt cat age cat gaa gaa cca gca atg gaa atg aaa aga gga cca 
His Ser His Ser His Glu Glu Pro Ala Met Glu Met Lys Arg Gly Pro 
370 375 380 



1152 



ctt ttt agt cat ctg tct tct caa aac ata gaa gaa agt gee tat ttt 
Leu Phe Ser His Leu Ser Ser Gin Asn lie Glu Glu Ser Ala Tyr Phe 
385 390 395 400 



1200 



gat tec acg tgg aag ggt eta aca get eta gga ggc ctg tat ttc atg 
Asp Ser Thr Trp Lys Gly Leu Thr Ala Leu Gly Gly Leu Tyr Phe Met 
405 410 415 



1248 



ttt ctt gtt gaa cat gtc etc aca ttg ate aaa caa ttt aaa gat aag 
Phe Leu Val Glu His Val Leu Thr Leu lie Lys Gin Phe Lys Asp Lys 
420 425 430 



1296 



aag aaa aag aat cag aag aaa cct gaa aat gat gat gat gtg gag att 
Lys Lys Lys Asn Gin Lys Lys Pro Glu Asn Asp Asp Asp Val Glu lie 
435 440 445 



1344 



aag aag cag ttg tec aag tat gaa tct caa ctt tea aca aat gag gag 
Lys Lys Gin Leu Ser Lys Tyr Glu Ser Gin Leu Ser Thr Asn Glu Glu 
450 455 * 460 



1392 



aaa gta gat aca gat gat cga act gaa ggc tat tta cga gca gac tea 
Lys Val Asp Thr Asp Asp Arg Thr Glu Gly Tyr Leu Arg Ala Asp Ser 
465 470 475 480 



1440 



caa gag ccc tec cac ttt gat tct cag cag cct gca gtc ttg gaa gaa 
Gin Glu Pro Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu Glu Glu 
485 490 495 



1488 



gaa gag gtc atg ata get cat get cat cca cag gaa gtc tac aat gaa 
Glu Glu Val Met lie Ala His Ala His Pro Gin Glu Val Tyr Asn Glu 
500 505 510 



1536 



tat gta ccc aga ggg tgc aag aat aaa tgc cat tea cat ttc cac gat 
Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe His Asp 
515 520 525 



1584 



aca etc ggc cag tea gac gat etc att cac cac cat cat gac tac cat 
Thr Leu Gly Gin Ser Asp Asp Leu lie His His His His Asp Tyr His 
530 535 540 



1632 



cat att etc cat cat cac cac cac caa aac cac cat cct cac agt cac 
His lie Leu His His His His His Gin Asn His His Pro His Ser His 
545 550 555 560 



1680 



age cag cgc tac tct egg gag gag ctg aaa gat gee ggc gtc gee act 
Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val Ala Thr 
565 570 575 



1728 



ct 9 9 CC t99 at 9 9^9 ata at 9 99t gat 
Leu Ala Trp Met Val lie Met Gly Asp 
580 585 



ggc cag cac aat ttc age gat 177 6 
Gly Gin His Asn Phe Ser Asp 
590 

228 



ggc eta gca att ggt gat get ttt act gaa ggc tta tea agt ggt tta 
Gly Leu Ala lie Gly Asp Ala Phe Thr Glu Gly Leu Ser Ser Gly Leu . 
595 600 605 



1824 



agt act tct gtt get gtg ttc tgt cat gag ttg cct cat gaa tta ggt 1872 
Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu Leu Gly 
610 615 620 

gac ttt get gtt eta eta aag get ggc atg acc gtt aag cag get gtc 1920 
Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin Ala Val 
625 630 635 640 

ctt tat aat gca ttg tea gee atg ctg gcg tat ctt gga atg gca aca 1968 
Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met Ala Thr 
645 650 655 

gga att ttc att ggt cat tat get gaa aat gtt tct atg tgg ata ttt 2016 
Gly lie Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp lie Phe 
660 665 670 

gca ctt act get ggc tta ttc atg tat gtt get ctg gtt gat atg gta 2064 
Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp Met Val 
675 680 685 

cct gaa atg ctg cac aat gat get agt gac cat gga tgt age cgc tgg 2112 
Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser Arg Trp 
690 695 700 

ggg tat ttc ttt tta cag aat get ggg atg ctt ttg ggt ttt gga att 2160 
Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe Gly lie 
705 710 715 720 

atg tta ctt att tec ata ttt gaa cat aaa ate gtg ttt cgt ata aat 2208 
Met Leu Leu lie Ser lie Phe Glu His Lys lie Val Phe Arg lie Asn 
725 730 735 

ttc 2211 
Phe 



<210> 110 
<211> 737 
<212> PRT 

<213> Homo sapiens 
<400> 110 

Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr Thr Glu 
15 10 15 

Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu Ala lie 
20 25 30 

Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr Gly Glu 
35 40 45 

Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin Asn lie 
50 55 60 

Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His Asp His 
65 70 75 80 

His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser Asp His 

22 9 



85 



90 



95 



Glu His His Ser 
100 

His His Asn His 
115 

Pro Asp His Asp 
130 

Gly Lys Gly Ala 
145 

Lys Asp Ser Val 



Val Ser Glu Gly 
180 

Gly Lys Leu Phe 
195 

Thr Ser Lys Ser 
210 

Ser Val Ser Glu 
225 

Glu Asn Pro Gin 



Gly Met Gly He 
260 

Cys Pro Ala He 
275 

Thr Ser Glu Lys 
290 

He Ala Trp Val 
305 

Ser Leu Leu Gly 



Lys Phe Leu Leu 
340 

Gly Asp Ala Phe 
355 

His Ser His Ser 
370 

Leu Phe Ser His 
385 

Asp Ser Thr Trp 



Asp His Glu His 



Ala Ala Ser Gly 
120 

Ser Asp Ser Ser 
135 

His Arg Pro Glu 
150 

Ser Ala Ser Glu 
165 

Thr His Phe Leu 



Pro Lys Asp Val 
200 

Arg Val Ser Arg 
215 

Pro Arg Lys Gly 
230 

Glu Cys Phe Asn 
245 

Gin Val Pro Leu 



lie Asn Gin lie 
280 

Lys Ala Glu He 
295 

Gly Gly Phe He 
310 

Val He Leu Val 
325 

Ser Phe Leu Val 



Leu His Leu Leu 
360 

His Glu Glu Pro 
375 

Leu Ser Ser Gin 
390 

Lys Gly Leu Thr 
405 



His Ser Asp His 
105 

Lys Asn Lys Arg 



Gly Lys Asp Pro 
140 

His Ala Ser Gly 
155 

Val Thr Ser Thr 
170* 

Glu Thr He Glu 
185 

Ser Ser Ser Thr 



Leu Ala Gly Arg 
220 

Phe Met Tyr Ser 
235 

Ala Ser Lys Leu 
250 

Asn Ala Thr Glu 
265 

Asp Ala Arg Ser 



Pro Pro Lys Thr 
300 

Ala He Ser He 
315 

Pro Leu Met Asn 
3 30 

Ala Leu Ala Val 
345 

Pro His Ser His 



Ala Met Glu Met 
380 

Asn He Glu Glu 
395 

Ala Leu Gly Gly 
410 



Asp His His Ser 
110 

Lys Ala Leu Cys 
125 

Arg Asn Ser Gin 



Arg Arg Asn Val 
160 

Val Tyr Asn Thr 
175 

Thr Pro Arg Pro 
190 

Pro Pro Ser Val 
205 

Lys Thr Asn Glu 



Arg Asn Thr Asn 
240 

Leu Thr Ser His 
255 

Phe Asn Tyr Leu 
270 

Cys Leu He His 
285 

Tyr Ser Leu Gin 



He Ser Phe Leu 
320 

Arg Val Phe Phe 
335 

Gly Thr Leu Ser 
350 

Ala Ser His His 
365 

Lys Arg Gly Pro 



Ser Ala Tyr Phe 
400 

Leu Tyr Phe Met 
415 



Phe Leu Val Glu His Val Leu Thr Leu He Lys Gin Phe Lys Asp Lys 

230 



420 



425 



430 



Lys Lys Lys Asn Gin Lys Lys Pro Glu Asn Asp Asp Asp Val Glu lie 
435 440 445 

Lys Lys Gin Leu Ser Lys Tyr Glu Ser Gin Leu Ser Thr Asn Glu Glu 
450 455 460 

Lys Val Asp Thr Asp Asp Arg Thr Glu Gly Tyr Leu Arg Ala Asp Ser 
465 470 475 480 

Gin Glu Pro Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu Glu Glu 
485 490 495 

Glu Glu Val Met lie Ala His Ala His Pro Gin Glu Val Tyr Asn Glu 
500 505 510 

Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe His Asp 
515 520 525 

Thr Leu Gly Gin Ser Asp Asp Leu lie His His His His Asp Tyr His 
530 535 540 

His lie Leu His His His His His Gin Asn His His Pro His Ser His 
545 550 555 560 

Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val Ala Thr 
565 570 575 

Leu Ala Trp Met Val lie Met Gly Asp Gly Gin His Asn Phe Ser Asp 
580 585 590 

Gly Leu Ala lie Gly Asp Ala Phe Thr Glu Gly Leu Ser Ser Gly Leu 
595 600 605 

Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu Leu Gly 
610 615 620 

Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin Ala Val 
625 630 635 640 

Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met Ala Thr 
645 650 655 

Gly lie Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp He Phe 
660 665 670 

Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp Met Val 
675 680 685 

Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser Arg Trp 
690 695 700 

Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe Gly He 
705 710 715 720 

Met Leu Leu He Ser He Phe Glu His Lys He Val Phe Arg He Asn 
725 730 735 

Phe 



<210> 111 



231 



<211> 3445 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (117) . . (2381) 
<400> 111 

caccgcgtgt tcgcgcctgg tagagatttc tcgaagacac cagtgggccc gtgtggaacc 60 

aaacctgcgc gcgtggccgg gccgtgggac aacgaggccg cggagacgaa ggcgca atg 119 

Met 
1 

gcg agg aag tta tct gta ate ttg ate ctg ace ttt gee ccc tct gtc 167 
Ala Arg Lys Leu Ser Val lie Leu lie Leu Thr Phe Ala Pro Ser Val 
5 10 15 

aca aat ccc ctt cat gaa eta aaa gca get get ttc ccc cag acc act 215 
Thr Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr Thr 
20 25 30 

gag aaa att agt ccg aat tgg gaa tct ggc att aat gtt gac ttg gca 2 63 
Glu Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu Ala 
35 40 45 

att tec aca egg caa tat cat eta caa cag ctt ttc tac cgc tat gga 311 
lie Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr Gly 
50 55 60 65 

gaa aat aat tct ttg tea gtt gaa ggg ttc aga aaa tta ctt caa aat 359 
Glu Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin Asn 
70 75 80 

ata ggc ata gat aag att aaa aga ate cat ata cac cat gac cac gac 4 07 
lie Gly lie Asp Lys He Lys Arg He His He His His Asp His Asp 
85 90 95 

cat cac tea gac cac gag cat cac tea gac cat gag cgt cac tea gac 455 
His His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser Asp 
100 105 110 

cat gag cat cac tea gag cac gag cat cac tct gac cat gat cat cac 503 
His Glu His His Ser Glu His Glu His His Ser Asp His Asp His His 
115 120 125 

tct cac cat aat cat get get tct ggt aaa aat aag cga aaa get ctt 551 
Ser His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala Leu 
130 135 140 145 

tgc cca gac cat gac tea gat agt tea ggt aaa gat cct aga aac age 599 
Cys Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn Ser 
150 155 160 

ca 9 999 aaa gga get cac cga cca gaa cat gee agt ggt aga agg aat 647 
Gin Gly Lys Gly Ala His Arg Pro Glu His Ala Ser Gly Arg Arg Asn 
165 170 175 

gtc aag gac agt gtt agt get agt gaa gtg acc tea act gtg tac aac 695 
Val Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr Asn 
180 185 190 



232 



act gtc tct gaa gga act cac ttt eta gag aca ata gag act cca aga 743 
Thr Val Ser Glu Gly Thr His Phe Leu Glu Thr lie Glu Thr Pro Arg 
195 200 205 

cct gga aaa etc ttc ccc aaa gat gta age age tec act cca ccc agt 791 
Pro Gly Lys Leu Phe Pro Lys Asp Val Ser Ser Ser Thr Pro Pro Ser 
210 215 220 225 

gtc aca tea aag age egg gtg age egg ctg get ggt agg aaa aca aat 83 9 
Val Thr Ser Lys Ser Arg Val Ser Arg Leu Ala Gly Arg Lys Thr Asn 
230 235 240 

gaa tct gtg agt gag ccc cga aaa ggc ttt atg tat tec aga aac aca 887 
Glu Ser Val Ser Glu Pro Arg Lys Gly Phe Met Tyr Ser Arg Asn Thr 
245 250 255 

aat gaa aat cct cag gag tgt ttc aat gca tea aag eta ctg aca tct 935 
Asn Glu Asn Pro Gin Glu Cys Phe Asn Ala Ser Lys Leu Leu Thr Ser 
260 265 270 

cat ggc atg ggc ate cag gtt ccg ctg aat gca aca gag ttc aac tat 983 
His Gly Met Gly lie Gin Val Pro Leu Asn Ala Thr Glu Phe Asn Tyr 
275 280 285 

etc tgt cca gee ate ate aac caa att gat get aga tct tgt ctg att 1031 
Leu Cys Pro Ala lie lie Asn Gin lie Asp Ala Arg Ser Cys Leu lie 
290 295 300 305 

cat aca agt gaa aag aag get gaa ate cct cca aag ace tat tea tta 1079 
His Thr Ser Glu Lys Lys Ala Glu lie Pro Pro Lys Thr Tyr Ser Leu 
310 315 320 

caa ata gee tgg gtt ggt ggt ttt ata gee att tec ate ate agt ttc 1127 
Gin lie Ala Trp Val Gly Gly Phe lie Ala lie Ser lie lie Ser Phe 
325 330 335 

ctg tct ctg ctg ggg gtt ate tta gtg cct etc atg aat egg gtg ttt 1175 
Leu Ser Leu Leu Gly Val lie Leu Val Pro Leu Met Asn Arg Val Phe 
340 345 350 

ttc aaa ttt etc ctg agt ttc ctt gtg gca ctg gee gtt ggg act ttg 1223 
Phe Lys Phe Leu Leu Ser Phe Leu Val Ala Leu Ala Val Gly Thr Leu 
355 360 365 

agt ggt gat get ttt tta cac ctt ctt cca cat tct cat gca agt cac 1271 
Ser Gly Asp Ala Phe Leu His Leu Leu Pro His Ser His Ala Ser His 
370 375 380 385 

cac cat agt cat age cat gaa gaa cca gca atg gaa atg aaa aga gga 1319 
His His Ser His Ser His Glu Glu Pro Ala Met Glu Met Lys Arg Gly 
390 395 400 

cca ctt ttc agt cat ctg tct tct caa aac ata gaa gaa agt gec tat 1367 
Pro Leu Phe Ser His Leu Ser Ser Gin Asn lie Glu Glu Ser Ala Tyr 
405 410 415 

ttt gat tec acg tgg aag ggt eta aca get eta gga ggc ctg tat ttc 1415 
Phe Asp Ser Thr Trp Lys Gly Leu Thr Ala Leu Gly Gly Leu Tyr Phe 
420 425 430 

atg ttt ctt gtt gaa cat gtc etc aca ttg ate aaa caa ttt aaa gat 1463 
Met Phe Leu Val Glu His Val Leu Thr Leu lie Lys Gin Phe Lys Asp 
435 440 445 

233 



aag aag aaa aag aat cag aag aaa cct gaa aat gat gat gat gtg gag 1511 
Lys Lys Lys Lys Asn Gin Lys Lys Pro Glu Asn Asp Asp Asp Val Glu 
450 455 460 465 

att aag aag cag ttg tec aag tat gaa tct caa ctt tea aca aat gag 1559 
lie Lys Lys Gin Leu Ser Lys Tyr Glu Ser Gin Leu Ser Thr Asn Glu 
470 475 480 

gag aaa gta gat aca gat gat cga act gaa ggc tat tta cga gca gac 1607 
Glu Lys Val Asp Thr Asp Asp Arg Thr Glu Gly Tyr Leu Arg Ala Asp 
485 490 495 

tea caa gag ccc tec cac ttt gat tct cag cag cct gca gtc ttg gaa 1655 
Ser Gin Glu Pro Ser His Phe Asp Ser Gin Gin Pro Ala Val Leu Glu 
500 505 510 

gaa gaa gag gtc atg ata get cat get cat cca cag gaa gtc tac aat 1703 
Glu Glu Glu Val Met lie Ala His Ala His Pro Gin Glu Val Tyr Asn 
515 520 525 

gaa tat gta ccc aga ggg tgc aag aat aaa tgc cat tea cat ttc cac 1751 
Glu Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe His 
530 535 540 545 

gat aca etc ggc cag tea gac gat etc att cac cac cat cat gac tac 1799 
Asp Thr Leu Gly Gin Ser Asp Asp Leu lie His His His His Asp Tyr 
550 555 560 

cat cat att etc cat cat cac cac cac caa aac cac cat cct cac agt 1847 
His His lie Leu His His His His His Gin Asn His His Pro His Ser- 
565 570 575 

cac age cag cgc tac tct egg gag gag ctg aaa gat gee ggc gtc gee 1895 
His Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val Ala 
580 585 590 

act ctg gee tgg atg gtg ata atg ggt gat ggc ctg cac aat ttc age 1943 
Thr Leu Ala Trp Met Val lie Met Gly Asp Gly Leu His Asn Phe Ser 
595 600 605 

gat ggc eta gca att ggt get get ttt act gaa ggc tta tea agt ggt 1991 
Asp Gly Leu Ala lie Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser Gly 
610 615 620 625 

tta agt act tct gtt get gtg ttc tgt cat gag ttg cct cat gaa tta 2039 
Leu Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu Leu 
630 635 640 

ggt gac ttt get gtt eta eta aag get ggc atg ace gtt aag cag get 2 087 
Gly Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin Ala 
645 650 655 

gtc ctt tat aat gca ttg tea gee atg ctg gcg tat ctt gga atg gca 2135 
Val Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met Ala 
660 665 670 

aca gga att ttc att ggt cat tat get gaa aat gtt tct atg tgg ata 2183 
Thr Gly lie Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp lie 
675 680 685 

ttt gca ctt act get ggc tta ttc atg tat gtt get ctg gtt gat atg 2231 
Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp Met 
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690 695 700 705 

gta cct gaa atg ctg cac aat gat get agt gac cat gga tgt age cgc 2279 
Val Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser Arg 
710 715 720 

tgg ggg tat ttc ttt tta cag aat get ggg atg ctt ttg ggt ttt gga 2327 
Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe Gly 
725 730 735 

att atg tta ctt att tec ata ttt gaa cat aaa ate gtg ttt cgt ata 2375 
lie Met Leu Leu lie Ser lie Phe Glu His Lys He Val Phe Arg He 
740 745 750 



aat ttc tagttaaggt ttaaatgeta gagtagctta aaaagttgtc atagtttcag 2431 
Asn Phe 
755 



taggtcatag 


ggagatgagt 


ttgtatgctg 


tactatgeag 


cgtttaaagt 


tagtgggttt 


2491 


tgtgattttt 


gtattgaata 


ttgctgtctg 


ttacaaagtc 


agttaaaggt 


acgttttaat 


2551 


atttaagtta 


ttctatcttg 


gagataaaat 


ctgtatgtgc 


aattcacegg 


tattaccagt 


2611 


ttattatgta 


aacaagagat 


ttggcatgac 


atgttctgta 


tqtttcaqqq 

—J —J —J — j 


aaaaatgtct 


2671 


ttaatgcttt 


ttcaagaact 


aacacagtta 


ttcctatact 


ggattttagg 


tctctgaaga 


2731 


actgctggtg 


tttaggaata 


agaatgtgca 


tgaagcctaa 


aataccaaga 


aagcttatac 


2791 


tgaatttaag 


caaagaaata 


aaggagaaaa 


gagaagaatc 


tgagaattgg 


ggaggcatag 


2851 


attcttataa 


aaatcacaaa 


atttgttgta 


aattagaggg 


gagaaattta 


gaattaagta 


2911 


taaaaaggca 


gaattagtat 


agagtacatt 


cattaaacat 


ttttgtcagg 


attatttccc 


2971 


gtaaaaacgt 


agtgagcact 


tttcatatac 


taatttagtt 


gtacatttaa 


ctttgtataa 


3031 


tacagaaatc 


taaatatatt 


taatgaattc 


aagcaatata 


tcacttgacc 


aagaaattgg 


3091 


aatttcaaaa 


tgttcgtgcg 


ggtatatacc 


agatgagtac 


agtgagtagt 


tttatgtatc 


3151 


accagactgg 


gttattgeca 


agttatatat 


caccaaaagc 


tgtatgactg 


gatgttctgg 


3211 


ttacctggtt 


tacaaaatta 


tcagagtagt 


aaaactttga 


tatatatgag 


gatattaaaa 


3271 


ctacactaag 


tatcatttga 


ttcgattcag 


aaagtacttt 


gatatctctc 


agtgcttcag 


3331 


tgctatcatt 


gtgagcaatt 


gtcttttata 


tacggtactg 


tagecatact 


aggectgtet 


3391 


gtggcattct 


ctagatgttt 


cttttttaca 


caataaattc 


cttatatcag 


cttg 


3445 



<210> 112 
<211> 755 
<212> PRT 

<213> Homo sapiens 



<400> 112 

Met Ala Arg Lys Leu Ser Val He Leu He Leu Thr Phe Ala Pro Ser 
15 10 15 

Val Thr Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr 
20 25 30 
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Thr Glu Lys lie 
35 

Ala lie Ser Thr 
50 

Gly Glu Asn Asn 
65 

Asn lie Gly lie 



Asp His His Ser 
100 

Asp His Glu His 
115 

His Ser His His 
130 

Leu Cys Pro Asp 
145 

Ser Gin Gly Lys 



Asn Val Lys Asp 
180 

Asn Thr Val Ser 
195 

Arg Pro Gly Lys 
210 

Ser Val Thr Ser 
225 

Asn Glu Ser Val 



Thr Asn Glu Asn 
260 

Ser His Gly Met 
275 

Tyr Leu Cys Pro 
290 

lie His Thr Ser 
305 

Leu Gin lie Ala 



Phe Leu Ser Leu 
340 

Phe Phe Lys Phe 
355 



Ser Pro Asn Trp 
40 

Arg Gin Tyr His 
55 

Ser Leu Ser Val 
70 

Asp Lys lie Lys 
85 

Asp His Glu His 



His Ser Glu His 
120 

Asn His Ala Ala 
135 

His Asp Ser Asp 
150 

Gly Ala His Arg 
165 

Ser Val Ser Ala 



Glu Gly Thr His 
200 

Leu Phe Pro Lys 
215 

Lys Ser Arg Val 
230 

Ser Glu Pro Arg 
245 

Pro Gin Glu Cys 



Gly lie Gin Val 
280 

Ala lie lie Asn 
295 

Glu Lys Lys Ala 
310 

Trp Val Gly Gly 
325 

Leu Gly Val lie 



Leu Leu Ser Phe 
360 



Glu Ser Gly lie 



Leu Gin Gin Leu 
60 

Glu Gly Phe Arg 
75 

Arg lie His lie 
90 

His Ser Asp His 
105 

Glu His His Ser 



Ser Gly Lys Asn 
140 

Ser Ser Gly Lys 
155 

Pro Glu His Ala 
170 

Ser Glu Val Thr 
185 

Phe Leu Glu Thr 



Asp Val Ser Ser 
220 

Ser Arg Leu Ala 
235 

Lys Gly Phe Met 
250 

Phe Asn Ala Ser 
265 

Pro Leu Asn Ala 



Gin lie Asp Ala 
300 

Glu lie Pro Pro 
315 

Phe lie Ala lie 
330 

Leu Val Pro Leu 
345 

Leu Val Ala Leu 
236 



Asn Val Asp Leu 
45 

Phe Tyr Arg Tyr 



Lys Leu Leu Gin 
80 

His His Asp His 
95 

Glu Arg His Ser 
110 

Asp His Asp His 
125 

Lys Arg Lys Ala 



Asp Pro Arg Asn 
160 

Ser Gly Arg Arg 
175 

Ser Thr Val Tyr 
190 

lie Glu Thr Pro 
205 

Ser Thr Pro Pro 



Gly Arg Lys Thr 
240 

Tyr Ser Arg Asn 
255 

Lys Leu Leu Thr 
270 

Thr Glu Phe Asn 
285 

Arg Ser Cys Leu 



Lys Thr Tyr Ser 
320 

Ser lie lie Ser 
335 

Met Asn Arg Val 
350 

Ala Val Gly Thr 
365 



Leu Ser Gly Asp 
370 

His His His Ser 
385 

Gly Pro Leu Phe 



Tyr Phe Asp Ser 
420 

Phe Met Phe Leu 
435 

Asp Lys Lys Lys 
450 

Glu lie Lys Lys 
465 

Glu Glu Lys Val 



Asp Ser Gin Glu 
500 

Glu Glu Glu Glu 
515 

Asn Glu Tyr Val 
530 

His Asp Thr Leu 
545 

Tyr His His lie 



Ser His Ser Gin 
580 

Ala Thr Leu Ala 
595 

Ser Asp Gly Leu 
610 

Gly Leu Ser Thr 
625 

Leu Gly Asp Phe 



Ala Val Leu Tyr 
660 

Ala Thr Gly lie 
675 



Ala Phe Leu His 
375 

His Ser His Glu 
390 

Ser His Leu Ser 
405 

Thr Trp Lys Gly 



Val Glu His Val 
440 

Lys Asn Gin Lys 
455 

Gin Leu Ser Lys 
470 

Asp Thr Asp Asp 
485 

Pro Ser His Phe 



Val Met lie Ala 
520 

Pro Arg Gly Cys 
535 

Gly Gin Ser Asp 
550 

Leu His His His 
565 

Arg Tyr Ser Arg 



Trp Met Val lie 
600 

Ala lie Gly Ala 
615 

Ser Val Ala Val 
630 

Ala Val Leu Leu 
645 

Asn Ala Leu Ser 



Phe lie Gly His 
680 



Leu Leu Pro His 
380 

Glu Pro Ala Met 
395 

Ser Gin Asn lie 
410 

Leu Thr Ala Leu 
425 

Leu Thr Leu lie 



Lys Pro Glu Asn 
460 

Tyr Glu Ser Gin 
475 

Arg Thr Glu Gly 
490 

Asp Ser Gin Gin 
505 

His Ala His Pro 



Lys Asn Lys Cys 
540 

Asp Leu lie His 
555 

His His Gin Asn 
570 

Glu Glu Leu Lys 
585 

Met Gly Asp Gly 



Ala Phe Thr Glu 
620 

Phe Cys His Glu 
635 

Lys Ala Gly Met 
650 

Ala Met Leu Ala 
665 

Tyr Ala Glu Asn 



Ser His Ala Ser 



Glu Met Lys Arg 
400 

Glu Glu Ser Ala 
415 

Gly Gly Leu Tyr 
430 

Lys Gin Phe Lys 
445 

Asp Asp Asp Val 



Leu Ser Thr Asn 
480 

Tyr Leu Arg Ala 
495 

Pro Ala Val Leu 
510 

Gin Glu Val Tyr 
525 

His Ser His Phe 



His His His Asp 
560 

His His Pro His 
575 

Asp Ala Gly Val 
590 

Leu His Asn Phe 
605 

Gly Leu Ser Ser 



Leu Pro His Glu 
640 

Thr Val Lys Gin 
655 

Tyr Leu Gly Met 
670 

Val Ser Met Trp 
685 



lie Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp 
690 695 • 700 
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Met Val Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser 
705 710 715 720 



Arg Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe 
725 730 735 

Gly lie Met Leu Leu He Ser He Phe Glu His Lys He Val Phe Arg 
740 745 750 

He Asn Phe 
755 

<210> 113 

<211> 3445 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (160) . . (160) 

<223> Wherein n may be a, c, g or t 
<400> 113 

caccgcgtgt tcgcgcctgg tagagatttc tcgaagacac cagtgggccc gtgtggaacc 60 
aaacctgcgc gcgtggccgg gccgtgggac aacgaggccg cggagacgaa ggcgcaatgg 120 
cgaggaagtt atctgtaatc ttgatcctga cctttgcccn ctctgtcaca aatccccttc 180 
atgaactaaa agcagctgct ttcccccaga ccactgagaa aattagtccg aattgggaat 240 
ctggcattaa tgttgacttg gcaatttcca cacggcaata tcatctacaa cagcttttct 300 
accgctatgg agaaaataat tctttgtcag ttgaagggtt cagaaaatta cttcaaaata 360 
taggcataga taagattaaa agaatccata tacaccatga ccacgaccat cactcagacc 420 
acgagcatca ctcagaccat gagcgtcact cagaccatga gcatcactca gagcacgagc 480 
atcactctga ccatgatcat cactctcacc ataatcatgc tgcttctggt aaaaataagc 540 
gaaaagctct ttgcccagac catgactcag atagttcagg taaagatcct agaaacagcc 600 
aggggaaagg agctcaccga ccagaacatg ccagtggtag aaggaatgtc aaggacagtg 660 
ttagtgctag tgaagtgacc tcaactgtgt acaacactgt ctctgaagga actcactttc 720 
tagagacaat agagactcca agacctggaa aactcttccc caaagatgta agcagctcca 780 
ctccacccag tgtcacatca aagagccggg tgagccggct ggctggtagg aaaacaaatg 840 
aatctgtgag tgagccccga aaaggcttta tgtattccag aaacacaaat gaaaatcctc 900 
aggagtgttt caatgcatca aagctactga catctcatgg catgggcatc caggttccgc 960 
tgaatgcaac agagttcaac tatctctgtc cagccatcat caaccaaatt gatgctagat 1020 
cttgtctgat tcatacaagt gaaaagaagg ctgaaatccc tccaaagacc tattcattac 1080 
aaatagcctg ggttggtggt tttatagcca tttccatcat cagtttcctg tctctgctgg 1140 
gggttatctt agtgcctctc atgaatcggg tgtttttcaa atttctcctg agtttccttg 1200 
tggcactggc cgttgggact ttgagtggtg atgctttttt acaccttctt ccacattctc 1260 
atgcaagtca ccaccatagt catagccatg aagaaccagc aatggaaatg aaaagaggac 132 0 
cacttttcag tcatctgtct tctcaaaaca tagaagaaag tgcctatttt gattccacgt 1380 
ggaagggtct aacagctcta ggaggcctgt atttcatgtt tcttgttgaa catgtcctca 144 0 
cattgatcaa acaatttaaa gataagaaga aaaagaatca gaagaaacct gaaaatgatg 1500 
atgatgtgga gattaagaag cagttgtcca agtatgaatc tcaactttca acaaatgagg 1560 
agaaagtaga tacagatgat cgaactgaag gctatttacg agcagactca caagagccct 162 0 
cccactttga ttctcagcag cctgcagtct tggaagaaga agaggtcatg atagctcatg 1680 
ctcatccaca ggaagtctac aatgaatatg tacccagagg gtgcaagaat aaatgccatt 1740 
cacatttcca cgatacactc ggccagtcag acgatctcat tcaccaccat catgactacc 1800 
atcatattct ccatcatcac caccaccaaa accaccatcc tcacagtcac agccagcgct 1860 
actctcggga ggagctgaaa gatgccggcg tcgccactct ggcctggatg gtgataatgg 1920 
gtgatggcct gcacaatttc agcgatggcc tagcaattgg tgctgctttt actgaaggct 1980 
tatcaagtgg tttaagtact tctgttgctg tgttctgtca tgagttgcct catgaattag 2040 
gtgactttgc tgttctacta aaggctggca tgaccgttaa gcaggctgtc ctttataatg 2100 
cattgtcagc catgctggcg tatcttggaa tggcaacagg aattttcatt ggtcattatg 2160 
ctgaaaatgt ttctatgtgg atatttgcac ttactgctgg cttattcatg tatgttgctc 2220 
tggttgatat ggtacctgaa atgctgcaca atgatgctag tgaccatgga tgtagccgct 2280 
gggggtattt ctttttacag aatgctggga tgcttttggg ttttggaatt atgttactta 2340 
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tt tccatatt 
agagtagctt 
gtactatgca 
gt tacaaagt 
tctgtatgtg 
catgttctgt 
attcctatac 
atgaagccta 
agagaagaat 
aaattagagg 
tcattaaaca 
ctaatttagt 
caagcaatat 
cagatgagta 
tcaccaaaag 
taaaactttg 
gaaagtactt 
atacggtacg 
caataaattc 



tgaacataaa 
aaaaagttgt 
gcgtttaaag 
cagttaaagg 
caattcaccg 
atgtttcagg 
tggatt ttag 
aaataccaag 
ctgagaattg 
ggagaaattt 
tttttgtcag 
tgtacattta 
atcacttgac 
cagtgagtag 
ctgtatgact 
atatatatga 
tgatatctct 
tagccatact 
cttatatcag 



atcgtgtttc 
catagtttca 
ttagtgggtt 
tacgttttaa 
gtattaccag 
gaaaaatgtc 
gtctctgaag 
aaagcttata 
gggaggcata 
agaattaagt 
gattatttcc 
actttgtata 
caagaaattg 
ttttatgtat 
ggatgttctg 
ggatattaaa 
cagtgcttca 
aggcctgtct 
cttgt 



gtataaattt 
gtaggtcata 
ttgtgatttt 
tatttaagtt 
tttattatgt 
tttaatgctt 
aactgctggt 
ctgaatttaa 
gattcttata 
ataaaaaggc 
cgtaaaaacg 
atacagaaat 
gaatttcaaa 
caccagactg 
gttacctggt 
actacactaa 
gtgctatcat 
gtggcattct 



ctagttaagg 
gggagatgag 
tgtattgaat 
attctatctt 
aaacaagaga 
tttcaagaac 
gtttaggaat 
gcaaagaaat 
aaaatcacaa 
agaattagta 
tagtgagcac 
ctaaatatat 
atgttcgtgc 
ggttattgcc 
ttacaaaatt 
gtatcatttg 
tgtgagcaat 
ctagatgttt 



tttaaatgct 
tttgtatgct 
attgctgtct 
ggagataaaa 
tttggcatga 
taacacagtt 
aagaatgtgc 
aaaggagaaa 
aatttgttgt 
tagagtacat 
ttttcatata 
ttaatgaatt 
gggtatatac 
aagttatata 
atcagagtag 
attcgattca 
tgtcttttat 
cttttttaca 



2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3445 



<210> 114 
<211> 755 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (15) . . (15) 

<223> Wherein Xaa may be any naturally occurring amino acid 
<400> 114 " 

Met Ala Arg Lys Leu Ser Val lie Leu lie Leu Thr Phe Ala Xaa Ser 
15 10 15 

Val Thr Asn Pro Leu His Glu Leu Lys Ala Ala Ala Phe Pro Gin Thr 
20 25 30 

Thr Glu Lys lie Ser Pro Asn Trp Glu Ser Gly lie Asn Val Asp Leu 
35 40 45 

Ala lie Ser Thr Arg Gin Tyr His Leu Gin Gin Leu Phe Tyr Arg Tyr 
50 55 60 

Gly Glu Asn Asn Ser Leu Ser Val Glu Gly Phe Arg Lys Leu Leu Gin 
65 70 75 80 

Asn lie Gly lie Asp Lys lie Lys Arg lie His lie His His Asp His 
85 90 95 

Asp His His Ser Asp His Glu His His Ser Asp His Glu Arg His Ser 
100 105 110 

Asp His Glu His His Ser Glu His Glu His His Ser Asp His Asp His 
115 120 125 

His Ser His His Asn His Ala Ala Ser Gly Lys Asn Lys Arg Lys Ala 
130 135 140 



Leu Cys Pro Asp His Asp Ser Asp Ser Ser Gly Lys Asp Pro Arg Asn 
145 150 155 160 



Ser Gin Gly Lys 



Gly Ala His Arg 
165 



Pro 



Glu His Ala Ser Gly Arg Arg 
170 175 
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Asn Val Lys Asp Ser Val Ser Ala Ser Glu Val Thr Ser Thr Val Tyr 
180 185 190 



Asn Thr Val Ser 
195 

Arg Pro Gly Lys 
210 

Ser Val Thr Ser 
225 

Asn Glu Ser Val 



Thr Asn Glu Asn 
260 

Ser His Gly Met 
275 

Tyr Leu Cys Pro 
290 

lie His Thr Ser 
305 

Leu Gin lie Ala 



Phe Leu Ser Leu 
340 

Phe Phe Lys Phe 
355 

Leu Ser Gly Asp 
370 

His His His Ser 
385 

Gly Pro Leu Phe 



Tyr Phe Asp Ser 
420 

Phe Met Phe Leu 
435 

Asp Lys Lys Lys 
450 

Glu lie Lys Lys 
465 

Glu Glu Lys Val 



Asp Ser Gin Glu 
500 



Glu Gly Thr His 
200 

Leu Phe Pro Lys 
215 

Lys Ser Arg Val 
230 

Ser Glu Pro Arg 
245 

Pro Gin Glu Cys 



Gly lie Gin Val 
280 

Ala lie lie Asn 
295 

Glu Lys Lys Ala 
310 

Trp Val Gly Gly 
325 

Leu Gly Val lie 



Leu Leu Ser Phe 
360 

Ala Phe Leu His 
375 

His Ser His Glu 
390 

Ser His Leu Ser 
405 

Thr Trp Lys Gly 



Val Glu His Val 
440 

Lys Asn Gin Lys 
455 

Gin Leu Ser Lys 
470 

Asp Thr Asp Asp 
485 

Pro Ser His Phe 



Phe Leu Glu Thr 



Asp Val Ser Ser 
220 

Ser Arg Leu Ala 
235 

Lys Gly Phe Met 
250 

Phe Asn Ala Ser 
265 

Pro Leu Asn Ala 



Gin lie Asp Ala 
300 

Glu lie Pro Pro 
315 

Phe lie Ala lie 
330 

Leu Val Pro Leu 
345 

Leu Val Ala Leu 



Leu Leu Pro His 
380 

Glu Pro Ala Met 
395 

Ser Gin Asn lie 
410 

Leu Thr Ala Leu 
425 

Leu Thr Leu lie 



Lys Pro Glu Asn 
460 

Tyr Glu Ser Gin 
475 

Arg Thr Glu Gly 
490 

Asp Ser Gin Gin 
505 

240 



lie Glu Thr Pro 
205 

Ser Thr Pro Pro 



Gly Arg Lys Thr 
240 

Tyr Ser Arg Asn 
255 

Lys Leu Leu Thr 
270 

Thr Glu Phe Asn 
285 

Arg Ser Cys Leu 



Lys Thr Tyr Ser 
320 

Ser lie lie Ser 
335 

Met Asn Arg Val 
350 

Ala Val Gly Thr 
365 

Ser His Ala Ser 



Glu Met Lys Arg 
400 

Glu Glu Ser Ala 
415 

Gly Gly Leu Tyr 
430 

Lys Gin Phe Lys 
445 

Asp Asp Asp Val 



Leu Ser Thr Asn 
480 

Tyr Leu Arg Ala 
495 

Pro Ala Val Leu 
510 



Glu Glu Glu Glu Val Met lie Ala His Ala His Pro Gin Glu Val Tyr 
515 520 525 



Asn Glu Tyr Val Pro Arg Gly Cys Lys Asn Lys Cys His Ser His Phe 
530 535 540 

His Asp Thr Leu Gly Gin Ser Asp Asp Leu lie His His His His Asp 
545 550 555 560 

Tyr His His lie Leu His His His His His Gin Asn His His Pro His 
565 570 575 

Ser His Ser Gin Arg Tyr Ser Arg Glu Glu Leu Lys Asp Ala Gly Val 
580 585 590 

Ala Thr Leu Ala Trp Met Val lie Met Gly Asp Gly Leu His Asn Phe 
595 600 605 

Ser Asp Gly Leu Ala lie Gly Ala Ala Phe Thr Glu Gly Leu Ser Ser 
610 615 620 

Gly Leu Ser Thr Ser Val Ala Val Phe Cys His Glu Leu Pro His Glu 
625 630 635 640 

Leu Gly Asp Phe Ala Val Leu Leu Lys Ala Gly Met Thr Val Lys Gin 
645 650 655 

Ala Val Leu Tyr Asn Ala Leu Ser Ala Met Leu Ala Tyr Leu Gly Met 
660 665 670 

Ala Thr Gly lie Phe lie Gly His Tyr Ala Glu Asn Val Ser Met Trp 
675 680 685 

lie Phe Ala Leu Thr Ala Gly Leu Phe Met Tyr Val Ala Leu Val Asp 
690 695 700 

Met Val Pro Glu Met Leu His Asn Asp Ala Ser Asp His Gly Cys Ser 
705 710 715 720 

Arg Trp Gly Tyr Phe Phe Leu Gin Asn Ala Gly Met Leu Leu Gly Phe 
725 730 735 

Gly lie Met Leu Leu lie Ser lie Phe Glu His Lys lie Val Phe Arg 
740 745 750 

lie Asn Phe 
755 

<210> 115 

<211> 3802 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (732) . . (2609) 
<400> 115 

ataaatgacg tgccgagaga gcgagcgaac gcgcagccgg gagagcggag tctcctgcct 60 
cccgcccccc acccctccag ctcctgctcc tcctccgctc cccatacaca gacgcgctca 120 
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cacccgctcc ctcactcgaa cacacagaca caagcgcgca cacaggctcc gcacacacac 180 

acttcgctct cccgcgcgct cacacccctc ttgccctgag cccttgccgg tgcagcgcgg 240 

cgccgcagct ggacgcccct cccgggctca ctttgcaacg ctgacggtgc cggcagtggc 300 

cgtggaggtg ggaacagcgg cggcatcctc ccccctggtc acagcccaag ccaggacgcc 360 

cgcggaacct ctcggctgtg ctctcccatg agtcgggatc gcagcatccc ccaccagccg 420 

ctcaccgcct ccgggagccg ctgggcttgt acaccgcagc ccttccggga cagcagctgt 4 80 

gactcccccc cagtgcagat ttcgggacag ctctctagaa actcgctcta aagacggaac 540 

cgccacagca ctcaaagccc actgcggaag agggcagccc ggcaagcccg ggccctgagc 600 

ctggaccctt agcggtgccg ggcagcactg ccggcgcttc gcctcgccgg acgtccgctc 660 

ctcctacact ctcagcctcc gctggagaga cccccagccc caccattcag cgcgcaagat 720 

accctccaga t atg ccc tgc gtc caa gcc caa tat age cct tec cct cca 770 
Met Pro Cys Val Gin Ala Gin Tyr Ser Pro Ser Pro Pro 
15 10 

ggt tec agt tat gcg gcg cag aca tac age teg gaa tac ace acg gag 818 
Gly Ser Ser Tyr Ala Ala Gin Thr Tyr Ser Ser Glu Tyr Thr Thr Glu 
15 20 25 

ate atg aac ccc gac tac ace aag ctg acc atg gac ctt ggc age act 866 
lie Met Asn Pro Asp Tyr Thr Lys Leu Thr Met Asp Leu Gly Ser Thr 
30 35 40 45 

gag ate acg get aca gcc acc acg tec ctg ccc age ate agt acc ttc 914 
Glu lie Thr Ala Thr Ala Thr Thr Ser Leu Pro Ser lie Ser Thr Phe 
50 55 60 

gtg gag ggc tac teg age aac tac gaa etc aag cct tec tgc gtg tac 962 
Val Glu Gly Tyr Ser Ser Asn Tyr Glu Leu Lys Pro Ser Cys Val Tyr 
65 70 75 

caa atg cag egg ccc ttg ate aaa gtg gag gag ggg egg gcg ccc age 1010 
Gin Met Gin Arg Pro Leu lie Lys Val Glu Glu Gly Arg Ala Pro Ser 
80 85 90 

tac cat cac cat cac cac cac cac cac cac cac cac cac cat cac cag 1058 
Tyr His His His His His His His His His His His His His His Gin 
95 100 105 

cag cag cat cag cag cca tec att cct cca gcc tec age ccg gag gac 1106 
Gin Gin His Gin Gin Pro Ser lie Pro Pro Ala Ser Ser Pro Glu Asp 
110 115 120 125 

gag gtg ctg ccc age acc tec atg tac ttc aag cag tec cca ccg tec 1154 
Glu Val Leu Pro Ser Thr Ser Met Tyr Phe Lys Gin Ser Pro Pro Ser 
130 135 140 

acc ccc acc acg ccg gcc ttc ccc ccg cag gcg ggg gcg tta tgg gac 12 02 
Thr Pro Thr Thr Pro Ala Phe Pro Pro Gin Ala Gly Ala Leu Trp Asp 
145 150 155 

gag gca ctg ccc teg gcg ccc ggc tgc ate gca ccc ggc ccg ctg ctg 1250 
Glu Ala Leu Pro Ser Ala Pro Gly Cys lie Ala Pro Gly Pro Leu Leu 
160 165 170 
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gac ccg ccg atg aag gcg gtc ccc acg gtg gcc ggc gcg cgc ttc ccg 1298 
Asp Pro Pro Met Lys Ala Val Pro Thr Val Ala Gly Ala Arg Phe Pro 
175 180 185 

etc ttc cac ttc aag ccc teg ccg ccg cat ccc ccc gcg ccc age ccg 1346 
Leu Phe His Phe Lys Pro Ser Pro Pro His Pro Pro Ala Pro Ser Pro 
190 195 200 205 

gcc ggc ggc cac cac etc ggc tac gac ccg acg gcc get gcc gcg etc 1394 
Ala Gly Gly His His Leu Gly Tyr Asp Pro Thr Ala Ala Ala Ala Leu 
210 215 220 

age ctg ccg ctg gga gcc gca gcc gcc gcg ggc age cag gcc gcc gcg 1442 
Ser Leu Pro Leu Gly Ala Ala Ala Ala Ala Gly Ser Gin Ala Ala Ala 
225 230 235 

ctt gag ggc cac ccg tac ggg ctg ccg ctg gcc aag agg gcg gcc ccg 14 90 
Leu Glu Gly His Pro Tyr Gly Leu Pro Leu Ala Lys Arg Ala Ala Pro 
240 245 250 

ctg gcc ttc ccg cct etc ggc etc acg ccc tec cct acc gcg tec age 1538 
Leu Ala Phe Pro Pro Leu Gly Leu Thr Pro Ser Pro Thr Ala Ser Ser 
255 260 265 

ctg ctg ggc gag agt ccc age ctg ccg teg ccg ccc age agg age teg 1586 
Leu Leu Gly Glu Ser Pro Ser Leu Pro Ser Pro Pro Ser Arg Ser Ser 
270 275 280 285 

teg tct ggc gag ggc acg tgt gcc gtg tgc ggg gac aac gcc gcc tgc 1634 
Ser Ser Gly Glu Gly Thr Cys Ala Val Cys Gly Asp Asn Ala Ala Cys 
290 295 300 

cag cac tac ggc gtg cga acc tgc gag ggc tgc aag ggc ttt ttc aag 1682 
Gin His Tyr Gly Val Arg Thr Cys Glu Gly Cys Lys Gly Phe Phe Lys 
305 310 315 

aga aca gtg cag aaa aat gca aaa tat gtt tgc ctg gca aat aaa aac 1730 
Arg Thr Val Gin Lys Asn Ala Lys Tyr Val Cys Leu Ala Asn Lys Asn 
320 325 330 

tgc cca gta gac aag aga cgt cga aac cga tgt cag tac tgt cga ttt 1778 
Cys Pro Val Asp Lys Arg Arg Arg Asn Arg Cys Gin Tyr Cys Arg Phe 
335 340 345 

cag aag tgt etc agt gtt gga atg gta aaa gaa gtt gtc cgt aca gat 1826 
Gin Lys Cys Leu Ser Val Gly Met Val Lys Glu Val Val Arg Thr Asp 
350 355 360 365 

agt ctg aaa ggg agg aga ggt cgt ctg cct tec aaa cca aag age cca 1874 
Ser Leu Lys Gly Arg Arg Gly Arg Leu Pro Ser Lys Pro Lys Ser Pro 
370 375 380 

tta caa cag gaa cct tct cag ccc tct cca cct tct cct cca ate tgc 1922 
Leu Gin Gin Glu Pro Ser Gin Pro Ser Pro Pro Ser Pro Pro lie Cys 
385 390 395 

atg atg aat get ctt gtc cga get tta aca gac tea aca ccc aga gat 1970 
Met Met Asn Ala Leu Val Arg Ala Leu Thr Asp Ser Thr Pro Arg Asp 
400 405 410 

ctt gat tat tec aga tac tgt ccc act gac cag get get gca ggc aca 2 018 
Leu Asp Tyr Ser Arg Tyr Cys Pro Thr Asp Gin Ala Ala Ala Gly Thr 

243 



415 420 425 

gat get gag cat gtg caa caa ttc tac aac etc ctg aca gee tec att 2066 
Asp Ala Glu His Val Gin Gin Phe Tyr Asn Leu Leu Thr Ala Ser lie 
430 435 440 445 

gat gta tec aga age tgg gca gaa agg att ccg gga ttt act gat etc 2114 
Asp Val Ser Arg Ser Trp Ala Glu Arg lie Pro Gly Phe Thr Asp Leu 
450 455 460 

ccc aaa gaa gat cag aca tta ctt att gaa tea gee ttt ttg gag ctg 2162 
Pro Lys Glu Asp Gin Thr Leu Leu lie Glu Ser Ala Phe Leu Glu Leu 
465 470 475 

ttt gtc etc aga ctt tec ate agg tea aac act get gaa gat aag ttt 2210 
Phe Val Leu Arg Leu Ser lie Arg Ser Asn Thr Ala Glu Asp Lys Phe 
480 485 490 

gtg ttc tgc aat gga ctt gtc ctg cat cga ctt cag tgc ctt cgt gga 2258 
Val Phe Cys Asn Gly Leu Val Leu His Arg Leu Gin Cys Leu Arg Gly 
495 500 505 

ttt ggg gag tgg etc gac tct att aaa gac ttt tec tta aat ttg cag 2306 
Phe Gly Glu Trp Leu Asp Ser lie Lys Asp Phe Ser Leu Asn Leu Gin 
510 515 520 525 

age ctg aac ctt gat ate caa gee tta gee tgc ctg tea gca ctg age 2354 
Ser Leu Asn Leu Asp lie Gin Ala Leu Ala Cys Leu Ser Ala Leu Ser 
530 535 540 

atg ate aca gaa aga cat ggg tta aaa gaa cca aag aga gtc gaa gag 24 02 
Met lie Thr Glu Arg His Gly Leu Lys Glu Pro Lys Arg Val Glu Glu 
545 550 555 

eta tgc aac aag ate aca age agt tta aaa gac cac cag agt aag gga 2450 
Leu Cys Asn Lys lie Thr Ser Ser Leu Lys Asp His Gin Ser Lys Gly 
560 565 570 

cag get ctg gaa ccc aac gag tec aag gtc ctg gtt gee ctg gta gaa 2498 
Gin Ala Leu Glu Pro Asn Glu Ser Lys Val Leu Val Ala Leu Val Glu 
575 580 585 

ctg agg aag ate tgc ace ctg ggc etc cag cgc ate ttc tac ctg aag 2546 
Leu Arg Lys lie Cys Thr Leu Gly Leu Gin Arg lie Phe Tyr Leu Lys 
590 595 600 605 

ctg gaa gac ttg gtg tct cca cct tec ate att gac aag etc ttc ctg 2594 
Leu Glu Asp Leu Val Ser Pro Pro Ser lie lie Asp Lys Leu Phe Leu 
610 615 620 

gac acc eta cct ttc taatcaggag cagtggagca gtgagctgee tcctctccta 2649 
Asp Thr Leu Pro Phe 
625 

gcaccctgct tctacgcagc aaagggatag gtttggaaac ctatcatttc ctgtccttcc 2709 

ttaagaggaa aagcagctcc tgtagaaagc aaagactttc ttttttttct ggctcttttc 2769 

cttacaacct aaagccagaa aacttgeaga gtattgtgtt ggggttgtgt tttatattta 2 829 

ggcattgggg gatggggtgg gagggggtta tagttcatga gggttttcta agaaattget 2889 



aacaaagcac ttttggacaa tgctatccca gcaggaaaaa aaaggataat ataactgttt 2949 
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taaaactctt 


tctggggaat 


ccaattatag 


ttgctttgta 


tttaaaaaca 


agaacagcca 


3009 


agggttgttc 


gccagggtag 


gatgtgtctt 


aaagattggt 


cccttgaaaa 


tatgcttcct 


3069 


gtatcaaagg 


tacgtatgtg 


gtgcaaacaa 


ggcagaaact 


tccttttaat 


ttccttcttc 


3129 


ctttatttta 


acaaatggtg 


aaagatggag 


gattacctac 


aaatcagaca 


tggcaaaaca 


3189 


ataatggctg 


tttgcttcca 


taaacaagtg 


caatttttta 


aagtgctgtc 


ttactaagtc 


3249 


ttgtttatta 


actctccttt 


attctatatg 


gaaataaaaa 


ggaggcagtc 


atgttagcaa 


3309 


atgacacgtt 


aatatcccta 


gcagaggctg 


tgttcacctt 


ccctgtcgat 


cccttctgag 


3369 


gtatggccca 


tccaagactt 


ttaggccatt 


cttgatggaa 


ccagatccct 


gccctgactg 


3429 


tccagctatc 


ctgaaagtgg 


atcagattat 


aaactggatt 


acatgtaact 


gttttggttg 


3489 


tgttctatca 


accccaccag 


agttccctaa 


acttgcttca 


gttatagtaa 


ctgactggta 


3549 


tattcattca 


gaagcgccat 


aagtcagttg 


agtatttgat 


ccctagataa 


gaacatgcaa 


3609 


atcagcagga 


actggtcata 


cagggtaagc 


accagggaca 


ataaggattt 


ttatagatat 


3669 


aatttaattt 


ttggtaattg 


ggttaaggag 


accaattttg 


gagagcaagc 


aaatcttctt 


3729 


tttaaaaaat 


agtatgaatg 


tgaatactag 


aaaagattta 


agaaatagta 


tgagtgtgag 


3789 


tactaggaag 


gat 
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<210> 116 
<211> 626 
<212> PRT 

<213> Homo sapiens 
<400> 116 

Met Pro Cys Val Gin Ala Gin Tyr Ser Pro Ser Pro Pro Gly Ser Ser 
15 10 15 

Tyr Ala Ala Gin Thr Tyr Ser Ser Glu Tyr Thr Thr Glu lie Met Asn 
20 25 30 

Pro Asp Tyr Thr Lys Leu Thr Met Asp Leu Gly Ser Thr Glu lie Thr 
35 40 45 

Ala Thr Ala Thr Thr Ser Leu Pro Ser lie Ser Thr Phe Val Glu Gly 
50 55 60 

Tyr Ser Ser Asn Tyr Glu Leu Lys Pro Ser Cys Val Tyr Gin Met Gin 
65 70 75 80 

Arg Pro Leu lie Lys Val Glu Glu Gly Arg Ala Pro Ser Tyr His His 
85 90 95 

His His His His His His His His His His His His Gin Gin Gin His 
100 105 110 

Gin Gin Pro Ser lie Pro Pro Ala Ser Ser Pro Glu Asp Glu Val Leu 
115 120 125 

Pro Ser Thr Ser Met Tyr Phe Lys Gin Ser Pro Pro Ser Thr Pro Thr 
130 135 140 
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Thr Pro Ala Phe Pro Pro Gin Ala Gly Ala Leu Trp Asp Glu Ala Leu 
145 150 155 160 



Pro Ser Ala Pro 



Met Lys Ala Val 
180 

Phe Lys Pro Ser 
195 

His His Leu Gly 
210 

Leu Gly Ala Ala 
225 

His Pro Tyr Gly 



Pro Pro Leu Gly 
260 

Glu Ser Pro Ser 
275 

Glu Gly Thr Cys 
290 

Gly Val Arg Thr 
305 

Gin Lys Asn Ala 



Asp Lys Arg Arg 
340 

Leu Ser Val Gly 
355 

Gly Arg Arg Gly 
370 

Glu Pro Ser Gin 
385 

Ala Leu Val Arg 



Ser Arg Tyr Cys 
420 

His Val Gin Gin 
435 

Arg Ser Trp Ala 
450 

Asp Gin Thr Leu 
465 



Gly Cys lie Ala 
165 

Pro Thr Val Ala 



Pro Pro His Pro 
200 

Tyr Asp Pro Thr 
215 

Ala Ala Ala Gly 
230 

Leu Pro Leu Ala 
245 

Leu Thr Pro Ser 



Leu Pro Ser Pro 
280 

Ala Val Cys Gly 
295 

Cys Glu Gly Cys 
310 

Lys Tyr Val Cys 
325 

Arg Asn Arg Cys 



Met Val Lys Glu 
360 

Arg Leu Pro Ser 
375 

Pro Ser Pro Pro 
390 

Ala Leu Thr Asp 
405 

Pro Thr Asp Gin 



Phe Tyr Asn Leu 
440 

Glu Arg lie Pro 
455 

Leu lie Glu Ser 
470 



Pro Gly Pro Leu 
170 

Gly Ala Arg Phe 
185 

Pro Ala Pro Ser 



Ala Ala Ala Ala 

220 

Ser Gin Ala Ala 
235 

Lys Arg Ala Ala 
250 

Pro Thr Ala Ser 
265 

Pro Ser Arg Ser 



Asp Asn Ala Ala 
300 

Lys Gly Phe Phe 
315 

Leu Ala Asn Lys 
330 

Gin Tyr Cys Arg 
345 

Val Val Arg Thr 



Lys Pro Lys Ser 
380 

Ser Pro Pro lie 
395 

Ser Thr Pro Arg 
410 

Ala Ala Ala Gly 
425 

Leu Thr Ala Ser 



Gly Phe Thr Asp 
460 

Ala Phe Leu Glu 
475 
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Leu Asp Pro Pro 
175 

Pro Leu Phe His 
190 

Pro Ala Gly Gly 
205 

Leu Ser Leu Pro 



Ala Leu Glu Gly 
240 

Pro Leu Ala Phe 
255 

Ser Leu Leu Gly 
270 

Ser Ser Ser Gly 
285 

Cys Gin His Tyr 



Lys Arg Thr Val 
320 

Asn Cys Pro Val 
335 

Phe Gin Lys Cys 
350 

Asp Ser Leu Lys 
365 

Pro Leu Gin Gin 



Cys Met Met Asn 
400 

Asp Leu Asp Tyr 
415 

Thr Asp Ala Glu 
430 

lie Asp Val Ser 
445 

Leu Pro Lys Glu 



Leu Phe Val Leu 
480 



Arg Leu Ser lie Arg Ser 
485 

Asn Gly Leu Val Leu His 
500 

Trp Leu Asp Ser lie Lys 
515 

Leu Asp lie Gin Ala Leu 
530 

Glu Arg His Gly Leu Lys 
545 550 

Lys lie Thr Ser Ser Leu 
565 

Glu Pro Asn Glu Ser Lys 
580 

lie Cys Thr Leu Gly Leu 
595 

Leu Val Ser Pro Pro Ser 
610 

Pro Phe 
625 

<210> 117 
<211> 3864 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (2) . . (3814) 

<400> 117 

g tgc cct gac cag age cct gag ttg caa ccc tgg aac cct ggc cat gac 49 
Cys Pro Asp Gin Ser Pro Glu Leu Gin Pro Trp Asn Pro Gly His Asp 
15 10 15 

caa gac cac cat gtg cat ate ggc cag ggc aag aca ctg ctg etc ace 97 
Gin Asp His His Val His lie Gly Gin Gly Lys Thr Leu Leu Leu Thr 
20 25 30 

tct tct gee acg gtc tat tec ate cac ate tea gag gga ggc aag ctg 145 
Ser Ser Ala Thr Val Tyr Ser He His He Ser Glu Gly Gly Lys Leu 
35 40 45 

gtc att aaa gac cac gac gag ccg att gtt ttg cga ace egg cac ate 193 
Val He Lys Asp His Asp Glu Pro He Val Leu Arg Thr Arg His He 
50 55 60 

ctg att gac aac gga gga gag ctg cat get ggg agt gee etc tgc cct 241 
Leu He Asp Asn Gly Gly Glu Leu His Ala Gly Ser Ala Leu Cys Pro 
65 70 75 80 



Asn Thr Ala Glu Asp Lys Phe Val Phe Cys 
490 495 

Arg Leu Gin Cys Leu Arg Gly Phe Gly Glu 
505 510 

Asp Phe Ser Leu Asn Leu Gin Ser Leu Asn 
520 525 

Ala Cys Leu Ser Ala Leu Ser Met He Thr 
535 540 

Glu Pro Lys Arg Val Glu Glu Leu Cys Asn 
555 560 

Lys Asp His Gin Ser Lys Gly Gin Ala Leu 
570 575 

Val Leu Val Ala Leu Val Glu Leu Arg Lys 
585 590 

Gin Arg He Phe Tyr Leu Lys Leu Glu Asp 
600 605 

He He Asp Lys Leu Phe Leu Asp Thr Leu 
615 620 



ttc cag ggc aat ttc acc ate att ttg tat gga agg get gat gaa ggt 289 
Phe Gin Gly Asn Phe Thr He He Leu Tyr Gly Arg Ala Asp Glu Gly 
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85 



90 



95 



att cag ccg gat cct tac tat ggt ctg aag tac att ggg gtt ggt aaa 337 
lie Gin Pro Asp Pro Tyr Tyr Gly Leu Lys Tyr He Gly Val Gly Lys 
100 105 110 

gga ggc get ctt gag ttg cat gga cag aaa aag etc tec tgg aca ttt 385 
Gly Gly Ala Leu Glu Leu His Gly Gin Lys Lys Leu Ser Trp Thr Phe 
115 120 125 

ctg aac aag acc ctt cac cca ggt ggc atg gca gaa gga ggc tat ttt 433 
Leu Asn Lys Thr Leu His Pro Gly Gly Met Ala Glu Gly Gly Tyr Phe 
130 135 140 

ttt gaa agg age tgg ggc cac cgt gga gtt att gtt cat gtc ate gac 481 
Phe Glu Arg Ser Trp Gly His Arg Gly Val He Val His Val He Asp 
145 150 155 160 

ccc aaa tea ggc aca gtc ate cat tct gac egg ttt gac acc tat aga 529 
Pro Lys Ser Gly Thr Val He His Ser Asp Arg Phe Asp Thr Tyr Arg 
165 170 175 

tec aag aaa gag agt gaa cgt ctg gtc cag tat ttg aac gcg gtg ccc 577 
Ser Lys Lys Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn Ala Val Pro 
180 185 190 

gat ggc agg ate ctt tct gtt gca gtg aat gat gaa ggt tct cga aat 625 
Asp Gly Arg He Leu Ser Val Ala Val Asn Asp Glu Gly Ser Arg Asn 
195 200 205 

ctg gat gac atg gec agg aag gcg atg acc aaa ttg gga age aaa cac 673 
Leu Asp Asp Met Ala Arg Lys Ala Met Thr Lys Leu Gly Ser Lys His 
210 215 220 

ttc ctg cac ctt gga ttt agg gtg gag tgg acg gag tgg ttc gat cat 721 
Phe Leu His Leu Gly Phe Arg Val Glu Trp Thr Glu Trp Phe Asp His 
225 230 235 240 

gat aaa gta tct cag act aaa ggt ggg gag aaa att tea gac etc tgg 769 
Asp Lys Val Ser Gin Thr Lys Gly Gly Glu Lys He Ser Asp Leu Trp 
245 250 255 

aaa get cac cca gga aaa ata tgc aat cgt ccc att gat ata cag cag 817 
Lys Ala His Pro Gly Lys He Cys Asn Arg Pro He Asp He Gin Gin 
260 265 270 

gee act aca atg gat gga gtt aac etc age acc gag gtt gtc tac aaa 865 
Ala Thr Thr Met Asp Gly Val Asn Leu Ser Thr Glu Val Val Tyr Lys 
275 280 285 

aaa ggc cag gat tat agg ttt get tgc tac gac egg ggc aga gee tgc 913 
Lys Gly Gin Asp Tyr Arg Phe Ala Cys Tyr Asp Arg Gly Arg Ala Cys 
290 295 300 

egg age tac cgt gta egg ttc etc tgt ggg aag cct gtg agg ccc aaa 961 
Arg Ser Tyr Arg Val Arg Phe Leu Cys Gly Lys Pro Val Arg Pro Lys 
305 310 315 320 

etc aca gtc acc att gac acc aat gtg aac age acc att ctg aac ttg 1009 
Leu Thr Val Thr He Asp Thr Asn Val Asn Ser Thr He Leu Asn Leu 
325 330 335 

gag gat aat gta cag tea tgg aaa cct gga gat acc ctg gtc att gee 1057 
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Glu Asp Asn Val Gin Ser Trp Lys Pro Gly Asp Thr Leu Val lie Ala 
340 345 350 



agt act gat tac tec atg tac cag gca gaa gag ttc cag gtg ctt ccc 1105 
Ser Thr Asp Tyr Ser Met Tyr Gin Ala Glu Glu Phe Gin Val Leu Pro 
355 360 365 

tgc aga tec tgc gec ccc aac cag gtc aaa gtg gca ggg aaa cca atg 1153 
Cys Arg Ser Cys Ala Pro Asn Gin Val Lys Val Ala Gly Lys Pro Met 
370 375 380 

tac ctg cac ate ggg gag gag ata gac ggc gtg gac atg egg gcg gag 1201 
Tyr Leu His lie Gly Glu Glu lie Asp Gly Val Asp Met Arg Ala Glu 
385 390 395 400 

gtt ggg ctt ctg age egg aac ate ata gtg atg ggg gag atg gag gac 1249 
Val Gly Leu Leu Ser Arg Asn lie lie Val Met Gly Glu Met Glu Asp 
405 410 415 

aaa tgc tac ccc tac aga aac cac ate tgc aat ttc ttt gac ttc gat 12 97 
Lys Cys Tyr Pro Tyr Arg Asn His lie Cys Asn Phe Phe Asp Phe Asp 
420 425 430 

acc ttt ggg ggc cac ate aag ttt get ctg gga ttt aag gca gca cac 1345 
Thr Phe Gly Gly His lie Lys Phe Ala Leu Gly Phe Lys Ala Ala His 
435 440 445 

ttg gag ggc acg gag ctg aag cat atg gga cag cag ctg gtg ggt cag 13 93 
Leu Glu Gly Thr Glu Leu Lys His Met Gly Gin Gin Leu Val Gly Gin 
450 455 460 

tac ccg att cac ttc cac ctg gec ggt gat gta gac gaa agg gga ggt 1441 
Tyr Pro lie His Phe His Leu Ala Gly Asp Val Asp Glu Arg Gly Gly 
465 470 475 480 

tat gac cca ccc aca tac ate agg gac etc tec ate cat cat aca ttc 1489 
Tyr Asp Pro Pro Thr Tyr lie Arg Asp Leu Ser lie His His Thr Phe 
485 490 495 

tct cgc tgc gtc aca gtc cat ggc tec aat ggc ttg ttg ate aag gac 1537 
Ser Arg Cys Val Thr Val His Gly Ser Asn Gly Leu Leu lie Lys Asp 
500 505 510 

gtt gtg ggc tat aac tct ttg ggc cac tgc ttc ttc acg gaa gat ggg 1585 
Val Val Gly Tyr Asn Ser Leu Gly His Cys Phe Phe Thr Glu Asp Gly 
515 520 525 

ccg gag gaa cgc aac act ttt gac cac tgt ctt ggc etc ctt gtc aag 1633 
Pro Glu Glu Arg Asn Thr Phe Asp His Cys Leu Gly Leu Leu Val Lys 
530 535 540 

tct gga acc etc etc ccc teg gac cgt gac age aag atg tgc aag atg 1681 
Ser Gly Thr Leu Leu Pro Ser Asp Arg Asp Ser Lys Met Cys Lys Met 
545 550 555 560 

ate aca gag gac tec tac cca ggg tac ate ccc aag ccc agg caa gac 1729 
lie Thr Glu Asp Ser Tyr Pro Gly Tyr lie Pro Lys Pro Arg Gin Asp 
565 570 575 

tgc aat get gtg tec acc ttc tgg atg gec aat ccc aac aac aac etc 1777 
Cys Asn Ala Val Ser Thr Phe Trp Met Ala Asn Pro Asn Asn Asn Leu 
580 585 590 
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ate aac tgt gec get gca gga tct gag gaa act gga ttt tgg ttt att 1825 
lie Asn Cys Ala Ala Ala Gly Ser Glu Glu Thr Gly Phe Trp Phe He 
595 600 605 

ttt cac cac gta cca acg ggc ccc tec gtg gga atg tac tec cca ggt 1873 
Phe His His Val Pro Thr Gly Pro Ser Val Gly Met Tyr Ser Pro Gly 
610 615 620 

tat tea gag cac att cca ctg gga aaa ttc tat aac aac cga gca cat 1921 
Tyr Ser Glu His He Pro Leu Gly Lys Phe Tyr Asn Asn Arg Ala His 
625 630 635 640 

tec aac tac egg get ggc atg ate ata gac aac gga gtc aaa acc acc 1969 
Ser Asn Tyr Arg Ala Gly Met He He Asp Asn Gly Val Lys Thr Thr 
645 650 655 

gag gee tct gee aag gac aag egg ccg ttc etc tea ate ate tct gec 2017 
Glu Ala Ser Ala Lys Asp Lys Arg Pro Phe Leu Ser He He Ser Ala 
660 665 670 

aga tac age cct cac cag gac gee gac ccg ctg aag ccc egg gag ccg 2 065 
Arg Tyr Ser Pro His Gin Asp Ala Asp Pro Leu Lys Pro Arg Glu Pro 
675 680 685 

gec ate ate aga cac ttc att gee tac aag aac cag gac cac ggg gee 2113 
Ala He He Arg His Phe He Ala Tyr Lys Asn Gin Asp His Gly Ala 
690 695 700 

tgg ctg cgc ggc ggg gat gtg tgg ctg gac age tgc egg ttt get gac 2161 
Trp Leu Arg Gly Gly Asp Val Trp Leu Asp Ser Cys Arg Phe Ala Asp 
705 710 715 720 

aat ggc att ggc ctg acc ctg gee agt ggt gga acc ttc ccg tat gac 2209 
Asn Gly He Gly Leu Thr Leu Ala Ser Gly Gly Thr Phe Pro Tyr Asp 
725 730 735 

gac ggc tec aag caa gag ata aag aac age ttg ttt gtt ggc gag agt 2257 
Asp Gly Ser Lys Gin Glu He Lys Asn Ser Leu Phe Val Gly Glu Ser 
740 745 750 

ggc aac gtg ggg acg gaa atg atg gac aat agg ate tgg ggc cct ggc 2305 
Gly Asn Val Gly Thr Glu Met Met Asp Asn Arg He Trp Gly Pro Gly 
755 760 765 

ggc ttg gac cat age gga agg acc etc cct ata ggc cag aat ttt cca 2353 
Gly Leu Asp His Ser Gly Arg Thr Leu Pro He Gly Gin Asn Phe Pro 
770 775 780 

att aga gga att cag tta tat gat ggc ccc ate aac ate caa aac tgc 2401 
He Arg Gly He Gin Leu Tyr Asp Gly Pro He Asn He Gin Asn Cys 
785 790 795 800 

act ttc cga aag ttt gtg gee ctg gag ggc egg cac acc age gec ctg 2449 
Thr Phe Arg Lys Phe Val Ala Leu Glu Gly Arg His Thr Ser Ala Leu 
805 810 815 

gee ttc cgc ctg aat aat gee tgg cag age tgc ccc cat aac aac gtg 24 97 
Ala Phe Arg Leu Asn Asn Ala Trp Gin Ser Cys Pro His Asn Asn Val 
820 825 830 

acc ggc att gee ttt gag gac gtt ccg att act tec aga gtg ttc ttc 2545 
Thr Gly He Ala Phe Glu Asp Val Pro He Thr Ser Arg Val Phe Phe 
835 840 845 
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gga gag cct ggg ccc tgg ttc aac cag ctg gac atg gat ggg gat aag 2593 
Gly Glu Pro Gly Pro Trp Phe Asn Gin Leu Asp Met Asp Gly Asp Lys 
850 855 860 

aca tct gtg ttc cat gac gtc gac ggc tec gtg tec gag tac cct ggc 2641 
Thr Ser Val Phe His Asp Val Asp Gly Ser Val Ser Glu Tyr Pro Gly 
865 870 875 880 

tec tac etc acg aag aat gac aac tgg ctg gtc egg cac cca gac tgc 2689 
Ser Tyr Leu Thr Lys Asn Asp Asn Trp Leu Val Arg His Pro Asp Cys 
885 890 895 

ate aat gtt ccc gac tgg aga ggg gee att tgc agt ggg tgc tat gca 2737 
lie Asn Val Pro Asp Trp Arg Gly Ala lie Cys Ser Gly Cys Tyr Ala 
900 905 910 

cag atg tac att caa gec tac aag acc agt aac ctg cga atg aag ate 2785 
Gin Met Tyr lie Gin Ala Tyr Lys Thr Ser Asn Leu Arg Met Lys lie 
915 920 925 

ate aag aat gac ttc ccc age cac cct ctt tac ctg gag ggg gcg etc 2833 
lie Lys Asn Asp Phe Pro Ser His Pro Leu Tyr Leu Glu Gly Ala Leu 
930 935 940 

acc agg age acc cat tac cag caa tac caa ccg gtt gtc acc ctg cag 2881 
Thr Arg Ser Thr His Tyr Gin Gin Tyr Gin Pro Val Val Thr Leu Gin 
945 950 955 960 

aag ggc tac acc ate cac tgg gac cag acg gee ccc gee gaa etc gee 292 9 
Lys Gly Tyr Thr lie His Trp Asp Gin Thr Ala Pro Ala Glu Leu Ala 
965 970 975 

ate tgg etc ate aac ttc aac aag ggc gac tgg ate cga gtg ggg etc 2 977 
lie Trp Leu lie Asn Phe Asn Lys Gly Asp Trp lie Arg Val Gly Leu 
980 ' 985 990 

tgc tac ccg cga ggc acc aca ttc tec ate etc teg gat gtt cac aat 3025 
Cys Tyr Pro Arg Gly Thr Thr Phe Ser lie Leu Ser Asp Val His Asn 
995 1000 1005 

cgc ctg ctg aag caa acg tec aag acg ggc gtc ttc gtg agg acc ttg 3 073 
Arg Leu Leu Lys Gin Thr Ser Lys Thr Gly Val Phe Val Arg Thr Leu 
1010 1015 1020 

cag atg gac aaa gtg gag cag age tac cct ggc agg age cac tac tac 3121 
Gin Met Asp Lys Val Glu Gin Ser Tyr Pro Gly Arg Ser His Tyr Tyr 
1025 1030 1035 1040 

tgg gac gag gac tea ggg ctg ttg ttc ctg aag ctg aaa get cag aac 3169 
Trp Asp Glu Asp Ser Gly Leu Leu Phe Leu Lys Leu Lys Ala Gin Asn 
1045 1050 1055 

gag aga gag aag ttt get ttc tgc tec atg aaa ggc tgt gag agg ata 3217 
Glu Arg Glu Lys Phe Ala Phe Cys Ser Met Lys Gly Cys Glu Arg lie 
1060 1065 1070 

aag att aaa get ctg att cca aag aac gca ggc gtc agt gac tgc aca 3265 
Lys lie Lys Ala Leu lie Pro Lys Asn Ala Gly Val Ser Asp Cys Thr 
1075 1080 1085 



gee aca get tac ccc aag ttc acc gag agg get gtc gta gac gtg ccg 
Ala Thr Ala Tyr Pro Lys Phe Thr Glu Arg Ala Val Val Asp Val Pro 

251 



3313 



1090 1095 1100 

atg ccc aag aag etc ttt ggt tct cag ctg aaa aca aag gac cat ttc 3361 
Met Pro Lys Lys Leu Phe Gly Ser Gin Leu Lys Thr Lys Asp His Phe 
1105 1110 1115 1120 

ttg gag gtg aag atg gag agt tec aag cag cac ttc ttc cac etc tgg 3409 
Leu Glu Val Lys Met Glu Ser Ser Lys Gin His Phe Phe His Leu Trp 
1125 1130 1135 

aac gac ttc get tac att gaa gtg gat ggg aag aag tac ccc agt teg 3457 
Asn Asp Phe Ala Tyr lie Glu Val Asp Gly Lys Lys Tyr Pro Ser Ser 
1140 1145 1150 

gag gat ggc ate cag gtg gtg gtg att gac ggg aac caa ggg cgc gtg 3505 
Glu Asp Gly lie Gin Val Val Val lie Asp Gly Asn Gin Gly Arg Val 
1155 1160 1165 

gtg age cac acg age ttc agg aac tec att ctg caa ggc ata cca tgg 3553 
Val Ser His Thr Ser Phe Arg Asn Ser lie Leu Gin Gly lie Pro Trp 
1170 1175 1180 

cag ctt ttc aac tat gtg gcg acc ate cct gac aat tec ata gtg ctt 3601 
Gin Leu Phe Asn Tyr Val Ala Thr lie Pro Asp Asn Ser lie Val Leu 
1185 1190 1195 1200 

atg gca tea aag gga aga tac gtc tec aga ggc cca tgg acc aga gtg 3 64 9 
Met Ala Ser Lys Gly Arg Tyr Val Ser Arg Gly Pro Trp Thr Arg Val 
1205 1210 1215 

ctg gaa aag ctt ggg gca gac agg ggt etc aag ttg aaa gag caa atg 3 697 
Leu Glu Lys Leu Gly Ala Asp Arg Gly Leu Lys Leu Lys Glu Gin Met 
1220 1225 1230 

gca ttc gtt ggc ttc aaa ggc age ttc egg ccc ate tgg gtg aca ctg 3745 
Ala Phe Val Gly Phe Lys Gly Ser Phe Arg Pro lie Trp Val Thr Leu 
1235 1240 1245 

gac act gag gat cac aaa gee aaa ate ttc caa gtt gtg ccc ate cct 3793 
Asp Thr Glu Asp His Lys Ala Lys lie Phe Gin Val Val Pro lie Pro 
1250 1255 1260 

gtg gtg aag aag aag aag ttg tgaggacagc tgccgcccgg tgccacctcg 3844 
Val Val Lys Lys Lys Lys Leu 
1265 1270 

tggtagacta tgacggtgac 3 864 

<210> 118 
<211> 1271 
<212> PRT 

<213> Homo sapiens 
<400> 118 

Cys Pro Asp Gin Ser Pro Glu Leu Gin Pro Trp Asn Pro Gly His Asp 
1 5 10 15 

Gin Asp His His Val His lie Gly Gin Gly Lys Thr Leu Leu Leu Thr 
20 25 30 

Ser Ser Ala Thr Val Tyr Ser lie His lie Ser Glu Gly Gly Lys Leu 
35 40 45 
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Val lie Lys Asp His Asp Glu Pro He Val Leu Arg Thr Arg His He 
50 55 60 

Leu He Asp Asn Gly Gly Glu Leu His Ala Gly Ser Ala Leu Cys Pro 
65 70 75 80 

Phe Gin Gly Asn Phe Thr He He Leu Tyr Gly Arg Ala Asp Glu Gly 
85 90 95 

He Gin Pro Asp Pro Tyr Tyr Gly Leu Lys Tyr He Gly Val Gly Lys 
100 105 110 

Gly Gly Ala Leu Glu Leu His Gly Gin Lys Lys Leu Ser Trp Thr Phe 
115 120 125 

Leu Asn Lys Thr Leu His Pro Gly Gly Met Ala Glu Gly Gly Tyr Phe 
130 135 140 

Phe Glu Arg Ser Trp Gly His Arg Gly Val He Val His Val He Asp 
145 150 155 160 

Pro Lys Ser Gly Thr Val He His Ser Asp Arg Phe Asp Thr Tyr Arg 
165 170 175 

Ser Lys Lys Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn Ala Val Pro 
180 185 190 

Asp Gly Arg He Leu Ser Val Ala Val Asn Asp Glu Gly Ser Arg Asn 
195 200 205 

Leu Asp Asp Met Ala Arg Lys Ala Met Thr Lys Leu Gly Ser Lys His 
210 215 220 

Phe Leu His Leu Gly Phe Arg Val Glu Trp Thr Glu Trp Phe Asp His 
225 230 235 240 

Asp Lys Val Ser Gin Thr Lys Gly Gly Glu Lys He Ser Asp Leu Trp 
245 250 255 

Lys Ala His Pro Gly Lys He Cys Asn Arg Pro He Asp He Gin Gin 
260 265 270 

Ala Thr Thr Met Asp Gly Val Asn Leu Ser Thr Glu Val Val Tyr Lys 
275 280 285 

Lys Gly Gin Asp Tyr Arg Phe Ala Cys Tyr Asp Arg Gly Arg Ala Cys 
290 295 300 

Arg Ser Tyr Arg Val Arg Phe Leu Cys Gly Lys Pro Val Arg Pro Lys 
305 310 315 320 

Leu Thr Val Thr He Asp Thr Asn Val Asn Ser Thr He Leu Asn Leu 
325 330 335 

Glu Asp Asn Val Gin Ser Trp Lys Pro Gly Asp Thr Leu Val He Ala 
340 345 350 

Ser Thr Asp Tyr Ser Met Tyr Gin Ala Glu Glu Phe Gin Val Leu Pro 
355 360 365 

Cys Arg Ser Cys Ala Pro Asn Gin Val Lys Val Ala Gly Lys Pro Met 
370 375 380 
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Tyr Leu His lie Gly Glu Glu lie Asp Gly Val Asp Met Arg Ala Glu 
385 390 395 400 



Val Gly Leu Leu 



Lys Cys Tyr Pro 
420 

Thr Phe Gly Gly 
435 

Leu Glu Gly Thr 
450 

Tyr Pro lie His 
465 

Tyr Asp Pro Pro 



Ser Arg Cys Val 
500 

Val Val Gly Tyr 
515 

Pro Glu Glu Arg 
530 

Ser Gly Thr Leu 
545 

lie Thr Glu Asp 



Cys Asn Ala Val 
580 

lie Asn Cys Ala 
595 

Phe His His Val 
610 

Tyr Ser Glu His 
625 

Ser Asn Tyr Arg 



Glu Ala Ser Ala 
660 

Arg Tyr Ser Pro 
675 

Ala lie He Arg 
690 

Trp Leu Arg Gly 
705 



Ser Arg Asn He 
405 

Tyr Arg Asn His 



His He Lys Phe 
440 

Glu Leu Lys His 
455 

Phe His Leu Ala 
4 70 

Thr Tyr He Arg 
485 

Thr Val His Gly 



Asn Ser Leu Gly 
520 

Asn Thr Phe Asp 
535 

Leu Pro Ser Asp 
550 

Ser Tyr Pro Gly 
565 

Ser Thr Phe Trp 



Ala Ala Gly Ser 
600 

Pro Thr Gly Pro 
615 

He Pro Leu Gly 
630 

Ala Gly Met He 
645 

Lys Asp Lys Arg 



His Gin Asp Ala 
680 

His Phe He Ala 
695 

Gly Asp Val Trp 
710 



He Val Met Gly 
410 

He Cys Asn Phe 
425 

Ala Leu Gly Phe 



Met Gly Gin Gin 
460 

Gly Asp Val Asp 
475 

Asp Leu Ser He 
490 

Ser Asn Gly Leu 
505 

His Cys Phe Phe 



His Cys Leu Gly 
540 

Arg Asp Ser Lys 
555 

Tyr He Pro Lys 
570 

Met Ala Asn Pro 
585 

Glu Glu Thr Gly 



Ser Val Gly Met 
620 

Lys Phe Tyr Asn 
635 

He Asp Asn Gly 
650 

Pro Phe Leu Ser 
665 

Asp Pro Leu Lys 



Tyr Lys Asn Gin 
700 

Leu Asp Ser Cys 
715 



Glu Met Glu Asp 
415 

Phe Asp Phe Asp 
430 

Lys Ala Ala His 
445 

Leu Val Gly Gin 



Glu Arg Gly Gly 
480 

His His Thr Phe 
495 

Leu He Lys Asp 
510 

Thr Glu Asp Gly 
525 

Leu Leu Val Lys 



Met Cys Lys Met 
560 

Pro Arg Gin Asp 
575 

Asn Asn Asn Leu 
590 

Phe Trp Phe He 
605 

Tyr Ser Pro Gly 



Asn Arg Ala His 
64 0 

Val Lys Thr Thr 
655 

He lie Ser Ala 
670 

Pro Arg Glu Pro 
685 

Asp His Gly Ala 



Arg Phe Ala Asp 
720 
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Asn Gly He Gly Leu Thr Leu Ala Ser Gly Gly Thr Phe Pro Tyr Asp 
725 730 735 



Asp Gly Ser Lys Gin Glu He Lys Asn Ser Leu Phe Val Gly Glu Ser 
740 745 750 

Gly Asn Val Gly Thr Glu Met Met Asp Asn Arg He Trp Gly Pro Gly 
755 760 765 

Gly Leu Asp His Ser Gly Arg Thr Leu Pro He Gly Gin Asn Phe Pro 
770 775 780 

He Arg Gly He Gin Leu Tyr Asp Gly Pro He Asn He Gin Asn Cys 
785 790 795 800 

Thr Phe Arg Lys Phe Val Ala Leu Glu Gly Arg His Thr Ser Ala Leu 
805 810 815 

Ala Phe Arg Leu Asn Asn Ala Trp Gin Ser Cys Pro His Asn Asn Val 
820 825 830 

Thr Gly He Ala Phe Glu Asp Val Pro He Thr Ser Arg Val Phe Phe 
835 840 845 

Gly Glu Pro Gly Pro Trp Phe Asn Gin Leu Asp Met Asp Gly Asp Lys 
850 855 860 

Thr Ser Val Phe His Asp Val Asp Gly Ser Val Ser Glu Tyr Pro Gly 
865 870 875 880 

Ser Tyr Leu Thr Lys Asn Asp Asn Trp Leu Val Arg His Pro Asp Cys 
885 890 895 

He Asn Val Pro Asp Trp Arg Gly Ala He Cys Ser Gly Cys Tyr Ala 
900 905 910 

Gin Met Tyr He Gin Ala Tyr Lys Thr Ser Asn Leu Arg Met Lys He 
915 920 925 

He Lys Asn Asp Phe Pro Ser His Pro Leu Tyr Leu Glu Gly Ala Leu 
930 935 940 

Thr Arg Ser Thr His Tyr Gin Gin Tyr Gin Pro Val Val Thr Leu Gin 
945 950 955 960 

Lys Gly Tyr Thr He His Trp Asp Gin Thr Ala Pro Ala Glu Leu Ala 
965 970 975 

He Trp Leu He Asn Phe Asn Lys Gly Asp Trp He Arg Val Gly Leu 
980 985 990 

Cys Tyr Pro Arg Gly Thr Thr Phe Ser He Leu Ser Asp Val His Asn 
995 1000 1005 

Arg Leu Leu Lys Gin Thr Ser Lys Thr Gly Val Phe Val Arg Thr Leu 
1010 1015 1020 

Gin Met Asp Lys Val Glu Gin Ser Tyr Pro Gly Arg Ser His Tyr Tyr 
1025 1030 1035 1040 

Trp Asp Glu Asp Ser Gly Leu Leu Phe Leu Lys Leu Lys Ala Gin Asn 
1045 1050 1055 
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Glu Arg Glu Lys Phe Ala Phe Cys Ser Met Lys Gly Cys Glu Arg lie 
1060 1065 1070 



Lys lie Lys Ala Leu lie Pro Lys Asn Ala Gly Val Ser Asp Cys Thr 
1075 1080 1085 

Ala Thr Ala Tyr Pro Lys Phe Thr Glu Arg Ala Val Val Asp Val Pro 
1090 1095 1100 

Met Pro Lys Lys Leu Phe Gly Ser Gin Leu Lys Thr Lys Asp His Phe 
1105 1110 1115 1120 

Leu Glu Val Lys Met Glu Ser Ser Lys Gin His Phe Phe His Leu Trp 
1125 1130 1135 

Asn Asp Phe Ala Tyr lie Glu Val Asp Gly Lys Lys Tyr Pro Ser Ser 
1140 1145 1150 

Glu Asp Gly lie Gin Val Val Val lie Asp Gly Asn Gin Gly Arg Val 
1155 1160 1165 

Val Ser His Thr Ser Phe Arg Asn Ser lie Leu Gin Gly lie Pro Trp 
1170 1175 1180 

Gin Leu Phe Asn Tyr Val Ala Thr lie Pro Asp Asn Ser lie Val Leu 
1185 1190 1195 1200 

Met Ala Ser Lys Gly Arg Tyr Val Ser Arg Gly Pro Trp Thr Arg Val 
1205 1210 1215 

Leu Glu Lys Leu Gly Ala Asp Arg Gly Leu Lys Leu Lys" Glu Gin Met 
1220 1225 1230 

Ala Phe Val Gly Phe Lys Gly Ser Phe Arg Pro lie Trp Val Thr Leu 
1235 1240 1245 

Asp Thr Glu Asp His Lys Ala Lys lie Phe Gin Val Val Pro lie Pro 
1250 1255 1260 

Val Val Lys Lys Lys Lys Leu 
1265 1270 

<210> 119 
<211> 4205 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (4155) 

<400> 119 

attaatgaat ataaaattat t atg tac tac aca att agt aga aag cat att 51 

Met Tyr Tyr Thr lie Ser Arg Lys His lie 
1 5 10 

tta gag aca cac ctg ccg caa aat act cag tea agg gaa ggg gcg ggt 99 
Leu Glu Thr His Leu Pro Gin Asn Thr Gin Ser Arg Glu Gly Ala Gly 
15 20 25 

ccg aat cca ggg gcg acg ccg ccg cct ccg cca gtg ccc egg gcg tec 14 7 
Pro Asn Pro Gly Ala Thr Pro Pro Pro Pro Pro Val Pro Arg Ala Ser 
30 35 40 
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cgc cgc etc act aag cgc ctg gag cgc gag gat cgc tec act gca etc 195 
Arg Arg Leu Thr Lys Arg Leu Glu Arg Glu Asp Arg Ser Thr Ala Leu 
45 50 55 

cag cct ggg caa cag age gag act ctg tct caa aaa aaa aaa aga agt 243 
Gin Pro Gly Gin Gin Ser Glu Thr Leu Ser Gin Lys Lys Lys Arg Ser 
60 65 70 

aaa aat aat tat gca gta tgt tta gac att tta ata ttt gtt ttg att 291 
Lys Asn Asn Tyr Ala Val Cys Leu Asp lie Leu lie Phe Val Leu lie 
75 80 85 90 

tea ttt ttt ctt ccc tta aaa aca ccc ctt ggg gag act teg get get 339 
Ser Phe Phe Leu Pro Leu Lys Thr Pro Leu Gly Glu Thr Ser Ala Ala 
95 100 105 

ggg tgc cct gac cag age cct gag ttg caa ccc tgg aac cct ggc cat 3 87 
Gly Cys Pro Asp Gin Ser Pro Glu Leu Gin Pro Trp Asn Pro Gly His 
110 115 120 

gac caa gac cac cat gtg cat ate ggc cag ggc aag aca ctg ctg etc 435 
Asp Gin Asp His His Val His lie Gly Gin Gly Lys Thr Leu Leu Leu 
125 130 135 

ace tct tct gee acg gtc tat tec ate cac ate tea gag gga ggc aag 4 83 
Thr Ser Ser Ala Thr Val Tyr Ser lie His lie Ser Glu Gly Gly Lys 
140 145 150 

ctg gtc att aaa gac cac gac gag ccg att gtt ttg cga acc egg cac 531 
Leu Val lie Lys Asp His Asp Glu Pro lie Val Leu Arg Thr Arg His 
155 160 165 170 

ate ctg att gac aac gga gga gag ctg cat get ggg agt gee etc tgc 579 
lie Leu lie Asp Asn Gly Gly Glu Leu His Ala Gly Ser Ala Leu Cys 
175 180 185 

cct ttc cag ggc aat ttc acc ate att ttg tat gga agg get gat gaa 627 
Pro Phe Gin Gly Asn Phe Thr lie lie Leu Tyr Gly Arg Ala Asp Glu 
190 195 200 

ggt att cag ccg gat cct tac tat ggt ctg aag tac att ggg gtt ggt 675 
Gly lie Gin Pro Asp Pro Tyr Tyr Gly Leu Lys Tyr lie Gly Val Gly 
205 210 215 

aaa gga ggc get ctt gag ttg cat gga cag aaa aag etc tec tgg aca 723 
Lys Gly Gly Ala Leu Glu Leu His Gly Gin Lys Lys Leu Ser Trp Thr 
220 225 230 

ttt ctg aac aag acc ctt cac cca ggt ggc atg gca gaa gga ggc tat 771 
Phe Leu Asn Lys Thr Leu His Pro Gly Gly Met Ala Glu Gly Gly Tyr 
235 240 245 250 

ttt ttt gaa agg age tgg ggc cac cgt gga gtt att gtt cat gtc ate 819 
Phe Phe Glu Arg Ser Trp Gly His Arg Gly Val lie Val His Val lie 
255 260 265 

gac ccc aaa tea ggc aca gtc ate cat tct gac egg ttt gac acc tat 867 
Asp Pro Lys Ser Gly Thr Val lie His Ser Asp Arg Phe Asp Thr Tyr 
270 275 280 

aga tec aag aaa gag agt gaa cgt ctg gtc cag tat ttg aac gcg gtg 915 
Arg Ser Lys Lys Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn Ala Val 
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290 
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ccc gat ggc agg ate ctt tct gtt gca gtg aat gat gaa ggt tct cga 963 
Pro Asp Gly Arg lie Leu Ser Val Ala Val Asn Asp Glu Gly Ser Arg 
300 305 310 

aat ctg gat gac atg gec agg aag gcg atg acc aaa ttg gga age aaa 1011 
Asn Leu Asp Asp Met Ala Arg Lys Ala Met Thr Lys Leu Gly Ser Lys 
315 320 325 330 

cac ttc ctg cac ctt gga ttt agg gtg gag tgg acg gag tgg ttc gat 1059 
His Phe Leu His Leu Gly Phe Arg Val Glu Trp Thr Glu Trp Phe Asp 
335 340 345 

cat gat aaa gta tct cag act aaa ggt ggg gag aaa att tea gac etc 1107 
His Asp Lys Val Ser Gin Thr Lys Gly Gly Glu Lys lie Ser Asp Leu 
350 355 360 

tgg aaa get cac cca gga aaa ata tgc aat cgt ccc att gat ata cag 1155 
Trp Lys Ala His Pro Gly Lys lie Cys Asn Arg Pro lie Asp lie Gin 
365 370 375 

cag gee act aca atg gat gga gtt aac etc age acc gag gtt gtc tac 1203 
Gin Ala Thr Thr Met Asp Gly Val Asn Leu Ser Thr Glu Val Val Tyr 
380 385 390 

aaa aaa ggc cag gat tat agg ttt get tgc tac gac egg ggc aga gee 12 51 
Lys Lys Gly Gin Asp Tyr Arg Phe Ala Cys Tyr Asp Arg Gly Arg Ala 
395 400 405 410 

tgc egg age tac cgt gta egg ttc etc tgt ggg aag cct gtg agg ccc 1299 
Cys Arg Ser Tyr Arg Val Arg Phe Leu Cys Gly Lys Pro Val Arg Pro 
415 420 425 

aaa etc aca gtc acc att gac acc aat gtg aac age acc att ctg aac 1347 
Lys Leu Thr Val Thr lie Asp Thr Asn Val Asn Ser Thr lie Leu Asn 
430 435 440 

ttg gag gat aat gta cag tea tgg aaa cct gga gat acc ctg gtc att 13 95 
Leu Glu Asp Asn Val Gin Ser Trp Lys Pro Gly Asp Thr Leu Val lie 
445 450 455 

gee agt act gat tac tec atg tac cag gca gaa gag ttc cag gtg ctt 1443 
Ala Ser Thr Asp Tyr Ser Met Tyr Gin Ala Glu Glu Phe Gin Val Leu 
460 465 470 

ccc tgc aga tec tgc gee ccc aac cag gtc aaa gtg gca ggg aaa cca 14 91 
Pro Cys Arg Ser Cys Ala Pro Asn Gin Val Lys Val Ala Gly Lys Pro 
475 480 485 490 

atg tac ctg cac ate ggg gag gag ata gac ggc gtg gac atg egg gcg 1539 
Met Tyr Leu His lie Gly Glu Glu lie Asp Gly Val Asp Met Arg Ala 
495 500 505 

gag gtt ggg ctt ctg age egg aac ate ata gtg atg ggg gag atg gag 1587 
Glu Val Gly Leu Leu Ser Arg Asn lie lie Val Met Gly Glu Met Glu 
510 515 520 

gac aaa tgc tac ccc tac aga aac cac ate tgc aat ttc ttt gac ttc 1635 
Asp Lys Cys Tyr Pro Tyr Arg Asn His lie Cys Asn Phe Phe Asp Phe 
525 530 535 

gat acc ttt ggg ggc cac ate aag ttt get ctg gga ttt aag gca gca 1683 
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Asp Thr Phe Gly Gly His lie Lys Phe Ala Leu Gly Phe Lys Ala Ala 
540 545 550 

cac ttg gag ggc acg gag ctg aag cat atg gga cag cag ctg gtg ggt 1731 
His Leu Glu Gly Thr Glu Leu Lys His Met Gly Gin Gin Leu Val Gly 
555 560 565 570 

cag tac ccg att cac ttc cac ctg gcc ggt gat gta gac gaa agg gga 1779 
Gin Tyr Pro He His Phe His Leu Ala Gly Asp Val Asp Glu Arg Gly 
575 580 585 

ggt tat gac cca ccc aca tac ate agg gac etc tec ate cat cat aca 1827 
Gly Tyr Asp Pro Pro Thr Tyr He Arg Asp Leu Ser He His His Thr 
590 595 600 

ttc tct cgc tgc gtc aca gtc cat ggc tec aat ggc ttg ttg ate aag 1875 
Phe Ser Arg Cys Val Thr Val His Gly Ser Asn Gly Leu Leu He Lys 
605 610 615 

gac gtt gtg ggc tat aac tct ttg ggc cac tgc ttc ttc acg gaa gat 1923 
Asp Val Val Gly Tyr Asn Ser Leu Gly His Cys Phe Phe Thr Glu Asp 
620 625 630 

ggg ccg gag gaa cgc aac act ttt gac cac tgt ctt ggc etc ctt gtc 1971 
Gly Pro Glu Glu Arg Asn Thr Phe Asp His Cys Leu Gly Leu Leu Val 
635 640 645 650 

aag tct gga ace etc etc ccc teg gac cgt gac age aag atg tgc aag 2019 
Lys Ser Gly Thr Leu Leu Pro Ser Asp Arg Asp Ser Lys Met Cys Lys 
655 660 665 

atg ate aca gag gac tec tac cca ggg tac ate ccc aag ccc agg caa 2067 
Met He Thr Glu Asp Ser Tyr Pro Gly Tyr He Pro Lys Pro Arg Gin 
670 675 680 

gac tgc aat get gtg tec acc ttc tgg atg gcc aat ccc aac aac aac 2115 
Asp Cys Asn Ala Val Ser Thr Phe Trp Met Ala Asn Pro Asn Asn Asn 
685 690 695 

etc ate aac tgt gcc get gca gga tct gag gaa act gga ttt tgg ttt 2163 
Leu He Asn Cys Ala Ala Ala Gly Ser Glu Glu Thr Gly Phe Trp Phe 
700 705 710 

att ttt cac cac gta cca acg ggc ccc tec gtg gga atg tac tec cca 2211 
He Phe His His Val Pro Thr Gly Pro Ser Val Gly Met Tyr Ser Pro 
715 720 725 730 

ggt tat tea gag cac att cca ctg gga aaa ttc tat aac aac cga gca 2259 
Gly Tyr Ser Glu His He Pro Leu Gly Lys Phe Tyr Asn Asn Arg Ala 
735 740 745 

cat tec aac tac egg get ggc atg ate ata gac aac gga gtc aaa acc 2307 
His Ser Asn Tyr Arg Ala Gly Met He He Asp Asn Gly Val Lys Thr 
750 755 760 

acc gag gcc tct gcc aag gac aag egg ccg ttc etc tea ate ate tct 2355 
Thr Glu Ala Ser Ala Lys Asp Lys Arg Pro Phe Leu Ser He He Ser 
765 770 775 

gcc aga tac age cct cac cag gac gcc gac ccg ctg aag ccc egg gag 2403 
Ala Arg Tyr Ser Pro His Gin Asp Ala Asp Pro Leu Lys Pro Arg Glu 
780 785 790 
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ccg gcc ate ate aga cac ttc att gec tac aag aac cag gac cac ggg 
Pro Ala lie lie Arg His Phe lie Ala Tyr Lys Asn Gin Asp His Gly 
795 800 805 810 

gcc tgg ctg cgc ggc ggg gat gtg tgg ctg gac age tgc egg ttt get 
Ala Trp Leu Arg Gly Gly Asp Val Trp Leu Asp Ser Cys Arg Phe Ala 
815 820 825 

gac aat ggc att ggc ctg ace ctg gcc agt ggt gga acc ttc ccg tat 
Asp Asn Gly lie Gly Leu Thr Leu Ala Ser Gly Gly Thr Phe Pro Tyr 
830 835 840 

gac gac ggc tec aag caa gag ata aag aac age ttg ttt gtt ggc gag 
Asp Asp Gly Ser Lys Gin Glu lie Lys Asn Ser Leu Phe Val Gly Glu 
845 850 855 

agt ggc aac gtg ggg acg gaa atg atg gac aat agg ate tgg ggc cct 
Ser Gly Asn Val Gly Thr Glu Met Met Asp Asn Arg lie Trp Gly Pro 
860 865 870 

ggc ggc ttg gac cat age gga agg acc etc cct ata ggc cag aat ttt 
Gly Gly Leu Asp His Ser Gly Arg Thr Leu Pro lie Gly Gin Asn Phe 
875 880 885 890 

cca att aga gga att cag tta tat gat ggc ccc ate aac ate caa aac 
Pro lie Arg Gly lie Gin Leu Tyr Asp Gly Pro lie Asn lie Gin Asn 
895 900 905 



tgc act ttc cga aag ttt gtg gcc ctg gag ggc egg cac acc age gcc 
Cys Thr Phe Arg Lys Phe Val Ala Leu Glu Gly Arg His Thr Ser Ala 
910 915 920 

ctg gcc ttc cgc ctg aat aat gcc tgg cag age tgc ccc cat aac aac 
Leu Ala Phe Arg Leu Asn Asn Ala Trp Gin Ser Cys Pro His Asn Asn 
925 930 935 

gtg acc ggc att gcc ttt gag gac gtt ccg att act tec aga gtg ttc 
Val Thr Gly lie Ala Phe Glu Asp Val Pro lie Thr Ser Arg Val Phe 
940 945 950 

ttc gga gag cct ggg ccc tgg ttc aac cag ctg gac atg gat ggg gat 
Phe Gly Glu Pro Gly Pro Trp Phe Asn Gin Leu Asp Met Asp Gly Asp 
955 960 965 970 

aag aca tct gtg ttc cat gac gtc gac ggc tec gtg tec gag tac cct 
Lys Thr Ser Val Phe His Asp Val Asp Gly Ser Val Ser Glu Tyr Pro 
975 980 985 

ggc tec tac etc acg aag aat gac aac tgg ctg gtc egg cac cca gac 
Gly Ser Tyr Leu Thr Lys Asn Asp Asn Trp Leu Val Arg His Pro Asp 
990 995 1000 

tgc ate aat gtt ccc gac tgg aga ggg gcc att tgc agt ggg tgc tat 
Cys lie Asn Val Pro Asp Trp Arg Gly Ala lie Cys Ser Gly Cys Tyr 
1005 1010 1015 

gca cag atg tac att caa gcc tac aag acc agt aac ctg cga atg aag 
Ala Gin Met Tyr lie Gin Ala Tyr Lys Thr Ser Asn Leu Arg Met Lys 
1020 1025 1030 

ate ate aag aat gac ttc ccc age cac cct ctt tac ctg gag ggg gcg 
lie lie Lys Asn Asp Phe Pro Ser His Pro Leu Tyr Leu Glu Gly Ala 
1035 1040 1045 1050 
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2499 



2547 



2595 



2643 



2691 



2739 



2787 



2835 



2883 



2931 



2979 



3027 



3075 



3123 



3171 



etc acc agg age ace cat tac cag caa tac caa ccg gtt gtc acc ctg 3219 
Leu Thr Arg Ser Thr His Tyr Gin Gin Tyr Gin Pro Val Val Thr Leu 
1055 1060 1065 

cag aag ggc tac acc ate cac tgg gac cag acg gee ccc gee gaa etc 3267 
Gin Lys Gly Tyr Thr He His Trp Asp Gin Thr Ala Pro Ala Glu Leu 
1070 1075 1080 

gec ate tgg etc ate aac ttc aac aag ggc gac tgg ate cga gtg ggg 3315 
Ala He Trp Leu He Asn Phe Asn Lys Gly Asp Trp He Arg Val Gly 
1085 1090 1095 

etc tgc tac ccg cga ggc acc aca ttc tec ate etc teg gat gtt cac 3363 
Leu Cys Tyr Pro Arg Gly Thr Thr Phe Ser lie Leu Ser Asp Val His 
1100 1105 1110 

aat cgc ctg ctg aag caa acg tec aag acg ggc gtc ttc gtg agg acc 3411 
Asn Arg Leu Leu Lys Gin Thr Ser Lys Thr Gly Val Phe Val Arg Thr 
1115 1120 1125 1130 

ttg cag atg gac aaa gtg gag cag age tac cct ggc agg age cac tac 34 5 9 
Leu Gin Met Asp Lys Val Glu Gin Ser Tyr Pro Gly Arg Ser His Tyr 
1135 1140 1145 

tac tgg gac gag gac tea ggg ctg ttg ttc ctg aag ctg aaa get cag 3507 
Tyr Trp Asp Glu Asp Ser Gly Leu Leu Phe Leu Lys Leu Lys Ala Gin 
1150 1155 1160 

aac gag aga gag aag ttt get ttc tgc tec atg aaa ggc tgt gag agg 3555 
Asn Glu Arg Glu Lys Phe Ala Phe Cys Ser Met Lys Gly Cys Glu Arg 
1165 1170 1175 

ata aag att aaa get ctg att cca aag aac gca ggc gtc agt gac tgc 3603 
He Lys lie Lys Ala Leu He Pro Lys Asn Ala Gly Val Ser Asp Cys 
1180 1185 1190 

aca gec aca get tac ccc aag ttc acc gag agg get gtc gta gac gtg 3 651 
Thr Ala Thr Ala Tyr Pro Lys Phe Thr Glu Arg Ala Val Val Asp Val 
1195 1200 1205 1210 

ccg atg ccc aag aag etc ttt ggt tct cag ctg aaa aca aag gac cat 3699 
Pro Met Pro Lys Lys Leu Phe Gly Ser Gin Leu Lys Thr Lys Asp His 
1215 1220 1225 

ttc ttg gag gtg aag atg gag agt tec aag cag cac ttc ttc cac etc 3747 
Phe Leu Glu Val Lys Met Glu Ser Ser Lys Gin His Phe Phe His Leu 
1230 1235 1240 

tgg aac gac ttc get tac att gaa gtg gat ggg aag aag tac ccc agt 3795 
Trp Asn Asp Phe Ala Tyr He Glu Val Asp Gly Lys Lys Tyr Pro Ser 
1245 1250 1255 

teg gag gat ggc ate cag gtg gtg gtg att gac ggg aac caa ggg cgc 3 843 
Ser Glu Asp Gly He Gin Val Val Val He Asp Gly Asn Gin Gly Arg 
1260 1265 1270 

gtg gtg age cac acg age ttc agg aac tec att ctg caa ggc ata cca 3891 
Val Val Ser His Thr Ser Phe Arg Asn Ser He Leu Gin Gly He Pro 
1275 1280 1285 1290 

tgg cag ctt ttc aac tat gtg gcg acc ate cct gac aat tec ata gtg 3 939 
Trp Gin Leu Phe Asn Tyr Val Ala Thr He Pro Asp Asn Ser He Val 
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1295 



1300 



1305 



ctt atg gca tea aag gga aga tac gtc tec aga ggc cca tgg ace aga 3987 
Leu Met Ala Ser Lys Gly Arg Tyr Val Ser Arg Gly Pro Trp Thr Arg 
1310 1315 1320 

gtg ctg gaa aag ctt ggg gca gac agg ggt etc aag ttg aaa gag caa 4 035 
Val Leu Glu Lys Leu Gly Ala Asp Arg Gly Leu Lys Leu Lys Glu Gin 
1325 1330 1335 

atg gca ttc gtt ggc ttc aaa ggc age ttc egg ccc ate tgg gtg aca 4083 
Met Ala Phe Val Gly Phe Lys Gly Ser Phe Arg Pro lie Trp Val Thr 
1340 1345 1350 

ctg gac act gag gat cac aaa gee aaa ate ttc caa gtt gtg ccc ate 4131 
Leu Asp Thr Glu Asp His Lys Ala Lys lie Phe Gin Val Val Pro lie 
1355 1360 1365 1370 

cct gtg gtg aag aag aag aag ttg tgaggacagc tgccgcccgg tgccacctcg 4185 
Pro Val Val Lys Lys Lys Lys Leu 
1375 

tggtagacta tgacggtgac 4205 

<210> 120 
<211> 1378 
<212> PRT 

<213> Homo sapiens 
<400> 120 

Met Tyr Tyr Thr He* Ser Arg Lys His He Leu Glu Thr His Leu Pro 
15 10 15 

Gin Asn Thr Gin Ser Arg Glu Gly Ala Gly Pro Asn Pro Gly Ala Thr 
20 25 30 

Pro Pro Pro Pro Pro Val Pro Arg Ala Ser Arg Arg Leu Thr Lys Arg 
35 40 45 

Leu Glu Arg Glu Asp Arg Ser Thr Ala Leu Gin Pro Gly Gin Gin Ser 
50 55 60 

Glu Thr Leu Ser Gin Lys Lys Lys Arg Ser Lys Asn Asn Tyr Ala Val 
65 70 75 80 

Cys Leu Asp He Leu He Phe Val Leu He Ser Phe Phe Leu Pro Leu 
85 90 95 

Lys Thr Pro Leu Gly Glu Thr Ser Ala Ala Gly Cys Pro Asp Gin Ser 
100 105 110 

Pro Glu Leu Gin Pro Trp Asn Pro Gly His Asp Gin Asp His His Val 
115 120 125 

His He Gly Gin Gly Lys Thr Leu Leu Leu Thr Ser Ser Ala Thr Val 
130 135 140 

Tyr Ser He His He Ser Glu Gly Gly Lys Leu Val He Lys Asp His 
145 150 155 160 

Asp Glu Pro He Val Leu Arg Thr Arg His He Leu He Asp Asn Gly 
165 170 175 
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Gly Glu Leu His Ala Gly Ser Ala Leu Cys Pro Phe Gin Gly Asn Phe 
180 185 190 



Thr lie lie Leu 
195 

Tyr Tyr Gly Leu 
210 

Leu His Gly Gin 
225 

His Pro Gly Gly 



Gly His Arg Gly 
260 

Val lie His Ser 
275 

Glu Arg Leu Val 
290 

Ser Val Ala Val 
305 

Arg Lys Ala Met 



Phe Arg Val Glu 
340 

Thr Lys Gly Gly 
355 

Lys lie Cys Asn 
370 

Gly Val Asn Leu 
385 

Arg Phe Ala Cys 



Arg Phe Leu Cys 

- 420 

Asp Thr Asn Val 
435 

Ser Trp Lys Pro 
450 

Met Tyr Gin Ala 
465 

Pro Asn Gin Val 



Glu Glu lie Asp 
500 



Tyr Gly Arg Ala 
200 

Lys Tyr lie Gly 
215 

Lys Lys Leu Ser 
230 

Met Ala Glu Gly 
245 

Val lie Val His 



Asp Arg Phe Asp 
280 

Gin Tyr Leu Asn 
295 

Asn Asp Glu Gly 
310 

Thr Lys Leu Gly 
325 

Trp Thr Glu Trp 



Glu Lys lie Ser 
360 

Arg Pro lie Asp 
375 

Ser Thr Glu Val 
390 

Tyr Asp Arg Gly 
405 

Gly Lys Pro Val 



Asn Ser Thr lie 
440 

Gly Asp Thr Leu 
455 

Glu Glu Phe Gin 
470 

Lys Val Ala Gly 
485 

Gly Val Asp Met 



Asp Glu Gly lie 



Val Gly Lys Gly 
220 

Trp Thr Phe Leu 
235 

Gly Tyr Phe Phe 
250 

Val lie Asp Pro 
265 

Thr Tyr Arg Ser 



Ala Val Pro Asp 
300 

Ser Arg Asn Leu 
315 

Ser Lys His Phe 
330 

Phe Asp His Asp 
345 

Asp Leu Trp Lys 



He Gin Gin Ala 
380 

Val Tyr Lys Lys 
395 

Arg Ala Cys Arg 
410 

Arg Pro Lys Leu 
425 

Leu Asn Leu Glu 



Val He Ala Ser 
460 

Val Leu Pro Cys 
475 

Lys Pro Met Tyr 
490 

Arg Ala Glu Val 
505 



Gin Pro Asp Pro 
205 

Gly Ala Leu Glu 



Asn Lys Thr Leu 
240 

Glu Arg Ser Trp 
255 

Lys Ser Gly Thr 
270 

Lys Lys Glu Ser 
285 

Gly Arg He Leu 



Asp Asp Met Ala 
320 

Leu His Leu Gly 
335 

Lys Val Ser Gin 
350 

Ala His Pro Gly 
365 

Thr Thr Met Asp 



Gly Gin Asp Tyr 
400 

Ser Tyr Arg Val 
415 

Thr Val Thr He 
430 

Asp Asn Val Gin 
445 

Thr Asp Tyr Ser 



Arg Ser Cys Ala 
480 

Leu His He Gly 
495 

Gly Leu Leu Ser 
510 
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Arg Asn lie 
515 



He Val Met Gly Glu Met Glu Asp Lys Cys Tyr Pro Tyr 
520 525 



Arg Asn His He 
530 

He Lys Phe Ala 
545 

Leu Lys His Met 



His Leu Ala Gly 
580 

Tyr He Arg Asp 
595 

Val His Gly Ser 
610 

Ser Leu Gly His 
625 

Thr Phe Asp His 



Pro Ser Asp Arg 
660 

Tyr Pro Gly Tyr 
675 

Thr Phe Trp Met 
690 

Ala Gly Ser Glu 
705 

Thr Gly Pro Ser 



Pro Leu Gly Lys 
740 

Gly Met He He 
755 

Asp Lys Arg Pro 
770 

Gin Asp Ala Asp 
785 

Phe He Ala Tyr 



Asp Val Trp Leu 
820 

Thr Leu Ala Ser 
835 



Cys Asn Phe Phe 
535 

Leu Gly Phe Lys 
550 

Gly Gin Gin Leu 
565 

Asp Val Asp Glu 



Leu Ser He His 
600 

Asn Gly Leu Leu 
615 

Cys Phe Phe Thr 
630 

Cys Leu Gly Leu 
645 

Asp Ser Lys Met 



He Pro Lys Pro 
680 

Ala Asn Pro Asn 
695 

Glu Thr Gly Phe 
710 

Val Gly Met Tyr 
725 

Phe Tyr Asn Asn 



Asp Asn Gly Val 
760 

Phe Leu Ser He 
775 

Pro Leu Lys Pro 
790 

Lys Asn Gin Asp 
805 

Asp Ser Cys Arg 



Gly Gly Thr Phe 
840 



Asp Phe Asp Thr 
540 

Ala Ala His Leu 
555 

Val Gly Gin Tyr 
570 

Arg Gly Gly Tyr 
585 

His Thr Phe Ser 



He Lys Asp Val 
620 

Glu Asp Gly Pro 
635 

Leu Val Lys Ser 
650 

Cys Lys Met He 
665 

Arg Gin Asp Cys 



Asn Asn Leu He 
700 

Trp Phe He Phe 
715 

Ser Pro Gly Tyr 
730 

Arg Ala His Ser 
745 

Lys Thr Thr Glu 



He Ser Ala Arg 
780 

Arg Glu Pro Ala 
795 

His Gly Ala Trp 
810 

Phe Ala Asp Asn 
825 

Pro Tyr Asp Asp 



Phe Gly Gly His 



Glu Gly Thr Glu 
560 

Pro He His Phe 
575 

Asp Pro Pro Thr 
590 

Arg Cys Val Thr 
605 

Val Gly Tyr Asn 



Glu Glu Arg Asn 
640 

Gly Thr Leu Leu 
655 

Thr Glu Asp Ser 
670 

Asn Ala Val Ser 
685 

Asn Cys Ala Ala 



His His Val Pro 
720 

Ser Glu His He 
735 

Asn Tyr Arg Ala 
750 

Ala Ser Ala Lys 
765 

Tyr Ser Pro His 



He He Arg His 
800 

Leu Arg Gly- Gly 
815 

Gly He Gly Leu 
830 

Gly Ser Lys Gin 
845 
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Glu lie Lys Asn Ser Leu Phe Val Gly Glu Ser Gly Asn Val Gly Thr 
850 855 860 



Glu Met Met Asp Asn Arg lie Trp Gly Pro Gly Gly Leu Asp His Ser 
865 870 875 880 

Gly Arg Thr Leu Pro He Gly Gin Asn Phe Pro He Arg Gly He Gin 
885 890 895 

Leu Tyr Asp Gly Pro He Asn He Gin Asn Cys Thr Phe Arg Lys Phe 
900 905 910 

Val Ala Leu Glu Gly Arg His Thr Ser Ala Leu Ala Phe Arg Leu Asn 
915 920 925 

Asn Ala Trp Gin Ser Cys Pro His Asn Asn Val Thr Gly He Ala Phe 
930 935 940 

Glu Asp Val Pro He Thr Ser Arg Val Phe Phe Gly Glu Pro Gly Pro 
945 950 955 960 

Trp Phe Asn Gin Leu Asp Met Asp Gly Asp Lys Thr Ser Val Phe His 
965 970 975 

Asp Val Asp Gly Ser Val Ser Glu Tyr Pro Gly Ser Tyr Leu Thr Lys 
980 985 990 

Asn Asp Asn Trp Leu Val Arg His Pro Asp Cys He Asn Val Pro Asp 
995 1000 1005 

Trp Arg Gly Ala He Cys Ser Gly Cys Tyr Ala Gin Met Tyr He Gin 
1010 1015 1020 

Ala Tyr Lys Thr Ser Asn Leu Arg Met Lys He He Lys Asn Asp Phe 
1025 1030 1035 1040 

Pro Ser His Pro Leu Tyr Leu Glu Gly Ala Leu Thr Arg Ser Thr His 
1045 1050 1055 

Tyr Gin Gin Tyr Gin Pro Val Val Thr Leu Gin Lys Gly Tyr Thr He 
1060 1065 1070 

His Trp Asp Gin Thr Ala Pro Ala Glu Leu Ala He Trp Leu He Asn 
1075 1080 1085 

Phe Asn Lys Gly Asp Trp He Arg Val Gly Leu Cys Tyr Pro Arg Gly 
1090 1095 1100 

Thr Thr Phe Ser He Leu Ser Asp Val His Asn Arg Leu Leu Lys Gin 
1105 1110 1115 1120 

Thr Ser Lys Thr Gly Val Phe Val Arg Thr Leu Gin Met Asp Lys Val 
1125 1130 1135 

Glu Gin Ser Tyr Pro Gly Arg Ser His Tyr Tyr Trp Asp Glu Asp Ser 
1140 1145 1150 

Gly Leu Leu Phe Leu Lys Leu Lys Ala Gin Asn Glu Arg Glu Lys Phe 
1155 1160 1165 

Ala Phe Cys Ser Met Lys Gly Cys Glu Arg He Lys He Lys Ala Leu 
1170 1175 1180 
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lie Pro Lys Asn Ala Gly Val Ser Asp Cys Thr Ala Thr Ala Tyr Pro 
1185 1190 1195 1200 



Lys Phe Thr Glu Arg Ala Val Val Asp Val Pro Met Pro Lys Lys Leu 
1205 1210 1215 

Phe Gly Ser Gin Leu Lys Thr Lys Asp His Phe Leu Glu Val Lys Met 
1220 1225 1230 

Glu Ser Ser Lys Gin His Phe Phe His Leu Trp Asn Asp Phe Ala Tyr 
1235 1240 1245 

lie Glu Val Asp Gly Lys Lys Tyr Pro Ser Ser Glu Asp Gly lie Gin 
1250 1255 1260 

Val Val Val lie Asp Gly Asn Gin Gly Arg Val Val Ser His Thr Ser 
1265 1270 1275 1280 

Phe Arg Asn Ser lie Leu Gin Gly lie Pro Trp Gin Leu Phe Asn Tyr 
1285 1290 1295 

Val Ala Thr He Pro Asp Asn Ser He Val Leu Met Ala Ser Lys Gly 
1300 1305 1310 

Arg Tyr Val Ser Arg Gly Pro Trp Thr Arg Val Leu Glu Lys Leu Gly 
1315 1320 1325 

Ala Asp Arg Gly Leu Lys Leu Lys Glu Gin Met Ala Phe Val Gly Phe 
1330 1335 1340 

Lys Gly Ser Phe Arg Pro He Trp Val Thr Leu Asp Thr Glu Asp His 
1345 1350 1355 1360 

Lys Ala Lys He Phe Gin Val Val Pro He Pro Val Val Lys Lys Lys 
1365 1370 1375 

Lys Leu 



<210> 121 

<211> 610 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (11) . . (610) 

<400> 121 

caccagatct tgc cct gac cag age cct gag ttg caa ccc tgg aac cct 49 

Cys Pro Asp Gin Ser Pro Glu Leu Gin Pro Trp Asn Pro 

1 5 10 

ggc cat gac caa gac cac cat gtg cat ate ggc cag ggc aag aca ctg 97 
Gly His Asp Gin Asp His His Val His He Gly Gin Gly Lys Thr Leu 
15 20 25 

ctg etc ace tct tct gee acg gtc tat tec ate cac ate tea gag gga 145 
Leu Leu Thr Ser Ser Ala Thr Val Tyr Ser He His He Ser Glu Gly 
30 35 40 45 

ggc aag ctg gtc att aaa gac cac gac gag ccg att gtt ttg cga acc 193 
Gly Lys Leu Val He Lys Asp His Asp Glu Pro He Val Leu Arg Thr 
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50 



55 



60 



egg cac ate ctg att gac aac gga gga gag ctg cat get ggg agt gee 241 
Arg His lie Leu lie Asp Asn Gly Gly Glu Leu His Ala Gly Ser Ala 
65 70 75 

etc tgc cct ttc cag ggc aat ttc ace ate att ttg tat gga agg get 289 
Leu Cys Pro Phe Gin Gly Asn Phe Thr lie lie Leu Tyr Gly Arg Ala 
80 85 90 

gat gaa ggt att cag ccg gat cct tac tat ggt ctg aag tac att ggg 337 
Asp Glu Gly lie Gin Pro Asp Pro Tyr Tyr Gly Leu Lys Tyr lie Gly 
95 100 105 

gtt ggt aaa gga ggc get ctt gag ttg cat gga cag aaa aag etc tec 385 
Val Gly Lys Gly Gly Ala Leu Glu Leu His Gly Gin Lys Lys Leu Ser 
110 115 120 125 

tgg aca ttt ctg aac aag ace ctt cac cca ggt ggc atg gca gaa gga 433 
Trp Thr Phe Leu Asn Lys Thr Leu His Pro Gly Gly Met Ala Glu Gly 
130 135 140 

ggc tat ttt ttt gaa agg age tgg ggc cac cgt gga gtt att gtt cat 4 81 
Gly Tyr Phe Phe Glu Arg Ser Trp Gly His Arg Gly Val He Val His 
145 150 155 

gtc ate gac ccc aaa tea ggc aca gtc ate cat tct gac egg ttt gac 529 
Val He Asp Pro Lys Ser Gly Thr Val He His Ser Asp Arg Phe Asp 
160 165 170 

acc tat aga tec aag aaa gag agt gaa cgt ctg gtc cag tat ttg aac 577 
Thr Tyr Arg Ser Lys Lys Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn 
175 180 185 

gcg gtg ccc gat ggc agg ate ctt tct gtt gca 610 
Ala Val Pro Asp Gly Arg He Leu Ser Val Ala 
190 195 200 

<210> 122 
<211> 200 
<212> PRT 

<213> Homo sapiens 
<400> 122 

Cys Pro Asp Gin Ser Pro Glu Leu Gin Pro Trp Asn Pro Gly His Asp 
15 10 15 

Gin Asp His His Val His He Gly Gin Gly Lys Thr Leu Leu Leu Thr 
20 25 30 

Ser Ser Ala Thr Val Tyr Ser He His He Ser Glu Gly Gly Lys Leu 
35 40 45 

Val He Lys Asp His Asp Glu Pro He Val Leu Arg Thr Arg His He 
50 55 60 

Leu He Asp Asn Gly Gly Glu Leu His Ala Gly Ser Ala Leu Cys Pro 
65 70 75 80 

Phe Gin Gly Asn Phe Thr He He Leu Tyr Gly Arg Ala Asp Glu Gly 
85 90 95 

He Gin Pro Asp Pro Tyr Tyr Gly Leu Lys Tyr He Gly Val Gly Lys 
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100 



105 



110 



Gly Gly Ala Leu Glu Leu His Gly Gin Lys Lys Leu Ser Trp Thr Phe 
115 120 125 

Leu Asn Lys Thr Leu His Pro Gly Gly Met Ala Glu Gly Gly Tyr Phe 
130 135 140 

Phe Glu Arg Ser Trp Gly His Arg Gly Val lie Val His Val lie Asp 
145 150 155 160 

Pro Lys Ser Gly Thr Val lie His Ser Asp Arg Phe Asp Thr Tyr Arg 
165 170 175 

Ser Lys Lys Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn Ala Val Pro 
180 185 190 

Asp Gly Arg lie Leu Ser Val Ala 
195 200 

<210> 123 
<211> 366 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 

<400> 123 

gat ggg aag aag tac ccc agt teg gag gat ggc ate cag gtg gtg gtg * 4 8 

Asp Gly Lys Lys Tyr Pro Ser Ser Glu Asp Gly lie Gin Val Val Val 

15 10 15 

att gac ggg aac caa ggg cgc gtg gtg age cac acg age ttc agg aac 96 
lie Asp Gly Asn Gin Gly Arg Val Val Ser His Thr Ser Phe Arg Asn 
20 25 30 

tec att ctg caa ggc ata cca tgg cag ctt ttc aac tat gtg gcg acc 144 
Ser lie Leu Gin Gly lie Pro Trp Gin Leu Phe Asn Tyr Val Ala Thr 
35 40 45 

ate cct gac aat tec ata gtg ctt atg gca tea aag gga aga tac gtc 192 
lie Pro Asp Asn Ser lie Val Leu Met Ala Ser Lys Gly Arg Tyr Val 
50 55 60 

tec aga ggc cca tgg acc aga gtg ctg gaa aag ctt ggg gca gac agg 24 0 
Ser Arg Gly Pro Trp Thr Arg Val Leu Glu Lys Leu Gly Ala Asp Arg 
65 70 75 80 

ggt etc aag ttg aaa gag caa atg gca ttc gtt ggc ttc aaa ggc age 2 88 
Gly Leu Lys Leu Lys Glu Gin Met Ala Phe Val Gly Phe Lys Gly Ser 
85 90 95 

ttc egg ccc ate tgg gtg aca ctg gac act gag gat cac aaa gec aaa 33 6 
Phe Arg Pro lie Trp Val Thr Leu Asp Thr Glu Asp His Lys Ala Lys 
100 105 110 

ate ttc caa gtt gtg ccc ate cct gtg gtg 366 
lie Phe Gin Val Val Pro lie Pro Val Val 
115 120 

<210> 124 
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<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 124 

Asp Gly Lys Lys Tyr Pro Ser Ser Glu Asp Gly lie Gin Val Val Val 
15 10 15 

lie Asp Gly Asn Gin Gly Arg Val Val Ser His Thr Ser Phe Arg Asn 
20 25 30 

Ser lie Leu Gin Gly lie Pro Trp Gin Leu Phe Asn Tyr Val Ala Thr 
35 40 45 

lie Pro Asp Asn Ser He Val Leu Met Ala Ser Lys Gly Arg Tyr Val 
50 55 60 

Ser Arg Gly Pro Trp Thr Arg Val Leu Glu Lys Leu Gly Ala Asp Arg 
65 70 75 80 

Gly Leu Lys Leu Lys Glu Gin Met Ala Phe Val Gly Phe Lys Gly Ser 
85 90 95 

Phe Arg Pro He Trp Val Thr Leu Asp Thr Glu Asp His Lys Ala Lys 
100 105 110 

He Phe Gin Val Val Pro He Pro Val Val 
115 120 

<210> 125 

<211> 772 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (11) . . (763) 

<400> 125 

caccagatct cat gtg cat ate ggc cag ggc aag aca ctg ctg etc acc 49 
His Val His He Gly Gin Gly Lys Thr Leu Leu Leu Thr 
15 10 

tct tct gec acg gtc tat tec ate cac ate tea gag gga ggc aag ctg 97 
Ser Ser Ala Thr Val Tyr Ser He His He Ser Glu Gly Gly Lys Leu 
15 2 0 25 

gtc att aaa gac cac gac gag ccg att gtt ttg cga acc egg cac ate 145 
Val He Lys Asp His Asp Glu Pro He Val Leu Arg Thr Arg His He 
30 35 40 45 

ctg att gac aac gga gga gag ctg cat get ggg agt gee etc tgc cct 193 
Leu He Asp Asn Gly Gly Glu Leu His Ala Gly Ser Ala Leu Cys Pro 
50 55 60 

ttc cag ggc aat ttc acc ate att ttg tat gga agg get gat gaa ggt 241 
Phe Gin Gly Asn Phe Thr He He Leu Tyr Gly Arg Ala Asp Glu Gly 
65 70 75 

att cag ccg gat cct tac tat ggt ctg aag tac att ggg gtt ggt aaa 289 
He Gin Pro Asp Pro Tyr Tyr Gly Leu Lys Tyr He Gly Val Gly Lys 
80 85 90 
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gga ggc get ctt gag ttg cat gga cag aaa aag etc tec tgg aca ttt 
Gly Gly Ala Leu Glu Leu His Gly Gin Lys Lys Leu Ser Trp Thr Phe 
95 100 105 



337 



ctg aac aag ace ctt cac cca ggt ggc atg gca gaa gga ggc tat ttt 385 
Leu Asn Lys Thr Leu His Pro Gly Gly Met Ala Glu Gly Gly Tyr Phe 
110 115 120 125 

ttt gaa agg age tgg ggc cac cgt gga gtt att gtt cat gtc ate gac 433 
Phe Glu Arg Ser Trp Gly His Arg Gly Val lie Val His Val lie Asp 
130 135 140 

ccc aaa tea ggc aca gtc ate cat tct gac egg ttt gac ace tat aga 481 
Pro Lys Ser Gly Thr Val lie His Ser Asp Arg Phe Asp Thr Tyr Arg 
145 150 155 

tec aag aaa gag agt gaa cgt ctg gtc cag tat ttg aac gcg gtg ccc 529 
Ser Lys Lys Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn Ala Val Pro 
160 165 170 

gat ggc agg ate ctt tct gtt gca gtg aat gat gaa ggt tct cga aat 577 
Asp Gly Arg lie Leu Ser Val Ala Val Asn Asp Glu Gly Ser Arg Asn 
175 180 185 

ctg gat gac atg gee agg aag gcg atg ace aaa ttg gga age aaa cac 625 
Leu Asp Asp Met Ala Arg Lys Ala Met Thr Lys Leu Gly Ser Lys His 
190 195 200 205 

ttc ctg cac ctt gga ttt aga cac cct tgg agt ttt eta act gtg aaa 673 
Phe Leu His Leu Gly Phe Arg His Pro Trp Ser Phe Leu Thr Val Lys 
210 215 220 

gga aat cca tea tct tea gtg gaa gac cat att gaa tat cat gga cat 721 
Gly Asn Pro Ser Ser Ser Val Glu Asp His lie Glu Tyr His Gly His 
225 230 235 

c 9 a 99C tct get get gee egg gta ttc aaa ttg ttc cag aca ctcgagggc 772 
Arg Gly Ser Ala Ala Ala Arg Val Phe Lys Leu Phe Gin Thr 
240 245 250 

<210> 126 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 126 

His Val His lie Gly Gin Gly Lys Thr Leu Leu Leu Thr Ser Ser Ala 
15 10 15 

Thr Val Tyr Ser lie His lie Ser Glu Gly Gly Lys Leu Val lie Lys 
20 25 30 

Asp His Asp Glu Pro lie Val Leu Arg Thr Arg His lie Leu lie Asp 
35 40 45 

Asn Gly Gly Glu Leu His Ala Gly Ser Ala Leu Cys Pro Phe Gin Gly 
50 55 60 

Asn Phe Thr lie lie Leu Tyr Gly Arg Ala Asp Glu Gly lie Gin Pro 
65 70 75 80 

Asp Pro Tyr Tyr Gly Leu Lys Tyr lie Gly Val Gly Lys Gly Gly Ala 
85 90 95 
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Leu Glu Leu His Gly Gin Lys Lys Leu Ser Trp Thr Phe Leu Asn Lys 
100 105 110 



Thr Leu His Pro Gly Gly Met Ala Glu Gly Gly Tyr Phe Phe Glu Arg 
115 120 125 

Ser Trp Gly His Arg Gly Val lie Val His Val lie Asp Pro Lys Ser 
130 135 140 

Gly Thr Val lie His Ser Asp Arg Phe Asp Thr Tyr Arg Ser Lys Lys 
145 150 155 160 

Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn Ala Val Pro Asp Gly Arg 
165 170 175 

lie Leu Ser Val Ala Val Asn Asp Glu Gly Ser Arg Asn Leu Asp Asp 
180 185 190 

Met Ala Arg Lys Ala Met Thr Lys Leu Gly Ser Lys His Phe Leu His 
195 200 205 

Leu Gly Phe Arg His Pro Trp Ser Phe Leu Thr Val Lys Gly Asn Pro 
210 215 220 

Ser Ser Ser Val Glu Asp His lie Glu Tyr His Gly His Arg Gly Ser 
225 230 235 240 

Ala Ala Ala Arg Val Phe Lys Leu Phe Gin Thr 
245 250 

<210> 127 

<211> 1309 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (11) . . (1300) 

<400> 127 

caccagatct gat cat gat aaa gta tct cag act aaa ggt ggg gag aaa 4 9 

Asp His Asp Lys Val Ser Gin Thr Lys Gly Gly Glu Lys 
15 10 

att tea gac etc tgg aaa get cac cca gga aaa ata tgc aat cgt ccc 97 
lie Ser Asp Leu Trp Lys Ala His Pro Gly Lys lie Cys Asn Arg Pro 
15 20 25 

att gat ata cag gee act aca atg gat gga gtt aac etc age ace gag 145 
lie Asp lie Gin Ala Thr Thr Met Asp Gly Val Asn Leu Ser Thr Glu 
30 35 40 45 

gtt gtc tac aaa aaa ggc cag gat tat agg ttt get tgc tac gac egg 193 
Val Val Tyr Lys Lys Gly Gin Asp Tyr Arg Phe Ala Cys Tyr Asp Arg 
50 55 60 

ggc aga gee tgc egg age tac cgt gta egg ttc etc tgt ggg aag cct 241 
Gly Arg Ala Cys Arg Ser Tyr Arg Val Arg Phe Leu Cys Gly Lys Pro 
65 70 75 



gtg agg ccc aaa etc aca gtc ace att gac ace aat gtg aac age acc 289 
Val Arg Pro Lys Leu Thr Val Thr lie Asp Thr Asn Val Asn Ser Thr 
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80 



85 



90 



att ctg aac ttg gag gat aat gta cag tea tgg aaa cct gga gat acc 337 
lie Leu Asn Leu Glu Asp Asn Val Gin Ser Trp Lys Pro Gly Asp Thr 
95 100 105 

ctg gtc att gec agt act gat tac tec atg tac cag gca gaa gag ttc 385 
Leu Val lie Ala Ser Thr Asp Tyr Ser Met Tyr Gin Ala Glu Glu Phe 
110 115 120 125 

cag gtg ctt ccc tgc aga tec tgc gee ccc aac cag gtc aaa gtg gca 433 
Gin Val Leu Pro Cys Arg Ser Cys Ala Pro Asn Gin Val Lys Val Ala 
130 135 140 

ggg aaa cca atg tac ctg cac ate ggg gag gag ata gac ggc gtg gac 481 
Gly Lys Pro Met Tyr Leu His lie Gly Glu Glu lie Asp Gly Val Asp 
145 150 155 

atg egg gcg gag gtt ggg ctt ctg age egg aac ate ata gtg atg ggg 529 
Met Arg Ala Glu Val Gly Leu Leu Ser Arg Asn lie lie Val Met Gly 
160 165 170 

gag atg gag gac aaa tgc tac ccc tac aga aac cac ate tgc aat ttc 577 
Glu Met Glu Asp Lys Cys Tyr Pro Tyr Arg Asn His lie Cys Asn Phe 
175 180 185 

ttt gac ttc gat acc ttt ggg ggc cac ate aag ttt get ctg gga ttt 625 
Phe Asp Phe Asp Thr Phe Gly Gly His lie Lys Phe Ala Leu Gly Phe 
190 195 200 205 

aag gca gca cac ttg gag ggc acg gag ctg aag cat atg gga cag cag 673 
Lys Ala Ala His Leu Glu Gly Thr Glu Leu Lys His Met Gly Gin Gin 
210 215 220 

ctg gtg ggt cag tac ccg att cac ttc cac ctg gee ggt gat gta gac 721 
Leu Val Gly Gin Tyr Pro lie His Phe His Leu Ala Gly Asp Val Asp 
225 230 235 

gaa agg gga ggt tat gac cca ccc aca tac ate agg gac etc tec ate 769 
Glu Arg Gly Gly Tyr Asp Pro Pro Thr Tyr lie Arg Asp Leu Ser lie 
240 245 250 

cat cat aca ttc tct cgc tgc gtc aca gtc cat ggc tec aat ggc ttg 817 
His His Thr Phe Ser Arg Cys Val Thr Val His Gly Ser Asn Gly Leu 
255 260 265 

ttg ate aag gac gtt gtg ggc tat aac tct ttg ggc cac tgc ttc ttc 865 
Leu lie Lys Asp Val Val Gly Tyr Asn Ser Leu Gly His Cys Phe Phe 
270 275 280 285 

acg gaa gat ggg ccg gag gaa cgc aac act ttt gac cac tgc ctt ggc 913 
Thr Glu Asp Gly Pro Glu Glu Arg Asn Thr Phe Asp His Cys Leu Gly 
290 295 300 

etc ctt gtc aag tct gga acc etc etc ccc teg gac cgt gac age aag 961 
Leu Leu Val Lys Ser Gly Thr Leu Leu Pro Ser Asp Arg Asp Ser Lys 
305 310 315 

atg tgc aag atg ate aca gag gac tec tac cca ggg tac ate ccc aag 1009 
Met Cys Lys Met lie Thr Glu Asp Ser Tyr Pro Gly Tyr lie Pro Lys 
320 325 330 

ccc agg caa gac tgc aat get gtg tec acc ttc tgg atg gee aat ccc 1057 
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Pro Arg Gin Asp Cys Asn Ala Val Ser Thr Phe Trp Met Ala Asn Pro 
335 340 345 

aac aac aac etc ate aac tgt gee get gca gga tct gag gaa act gga 1105 
Asn Asn Asn Leu lie Asn Cys Ala Ala Ala Gly Ser Glu Glu Thr Gly 
350 355 360 365 

ttt tgg ttt att ttt cac cac gta cca acg ggc ccc tec gtg gga atg 1153 
Phe Trp Phe lie Phe His His Val Pro Thr Gly Pro Ser Val Gly Met 
370 375 380 

tac tec cca ggt tat tea gag cac att cca ctg gga aaa ttc tat aac 1201 
Tyr Ser Pro Gly Tyr Ser Glu His lie Pro Leu Gly Lys Phe Tyr Asn 
385 390 395 

aac cga gca cat tec aac tac egg get ggc atg ate ata gac aac gga 124 9 
Asn Arg Ala His Ser Asn Tyr Arg Ala Gly Met lie lie Asp Asn Gly 
400 405 410 

gtc aaa acc acc gag gee tct gee aag gac aag egg ccg ttc etc tea 1297 
Val Lys Thr Thr Glu Ala Ser Ala Lys Asp Lys Arg Pro Phe Leu Ser 
415 420 425 

ate ctcgagggc 1309 

lie 

430 

<210> 128 
<211> 430 
<212> PRT 

<213> Homo sapiens 
<400> 128 

Asp His Asp Lys Val Ser Gin Thr Lys Gly Gly Glu Lys lie Ser Asp 
1 5 10 15 

Leu Trp Lys Ala His Pro Gly Lys lie Cys Asn Arg Pro lie Asp lie 
20 25 30 

Gin Ala Thr Thr Met Asp Gly Val Asn Leu Ser Thr Glu Val Val Tyr 
35 40 45 

Lys Lys Gly Gin Asp Tyr Arg Phe Ala Cys Tyr Asp Arg Gly Arg Ala 
50 55 60 

Cys Arg Ser Tyr Arg Val Arg Phe Leu Cys Gly Lys Pro Val Arg Pro 
65 70 75 80 

Lys Leu Thr Val Thr lie Asp Thr Asn Val Asn Ser Thr lie Leu Asn 
85 90 95 

Leu Glu Asp Asn Val Gin Ser Trp Lys Pro Gly Asp Thr Leu Val lie 
100 105 110 

Ala Ser Thr Asp Tyr Ser Met Tyr Gin Ala Glu Glu Phe Gin Val Leu 
115 120 125 

Pro Cys Arg Ser Cys Ala Pro Asn Gin Val Lys Val Ala Gly Lys Pro 
130 135 140 

Met Tyr Leu His lie Gly Glu Glu lie Asp Gly Val Asp Met Arg Ala 
145 150 155 160 
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Glu Val Gly Leu Leu Ser Arg Asn lie lie Val Met Gly Glu Met Glu 
165 170 175 



Asp Lys Cys Tyr Pro Tyr Arg Asn His lie Cys Asn Phe Phe Asp Phe 
180 185 190 

Asp Thr Phe Gly Gly His lie Lys Phe Ala Leu Gly Phe Lys Ala Ala 
195 200 205 

His Leu Glu Gly Thr Glu Leu Lys His Met Gly Gin Gin Leu Val Gly 
210 215 220 

Gin Tyr Pro lie His Phe His Leu Ala Gly Asp Val Asp Glu Arg Gly 
225 230 235 240 

Gly Tyr Asp Pro Pro Thr Tyr lie Arg Asp Leu Ser lie His His Thr 
245 250 255 

Phe Ser Arg Cys Val Thr Val His Gly Ser Asn Gly Leu Leu lie Lys 
260 265 270 

Asp Val Val Gly Tyr Asn Ser Leu Gly His Cys Phe Phe Thr Glu Asp 
275 280 285 

Gly Pro Glu Glu Arg Asn Thr Phe Asp His Cys Leu Gly Leu Leu Val 
290 295 300 

Lys Ser Gly Thr Leu Leu Pro Ser Asp Arg Asp Ser Lys Met Cys Lys 
305 310 315 320 

Met lie Thr Glu Asp Ser Tyr Pro Gly Tyr lie Pro Lys Pro Arg Gin 
325 330 335 

Asp Cys Asn Ala Val Ser Thr Phe Trp Met Ala Asn Pro Asn Asn Asn 
340 345 350 

Leu lie Asn Cys Ala Ala Ala Gly Ser Glu Glu Thr Gly Phe Trp Phe 
355 360 365 

lie Phe His His Val Pro Thr Gly Pro Ser Val Gly Met Tyr Ser Pro 
370 375 380 

Gly Tyr Ser Glu His lie Pro Leu Gly Lys Phe Tyr Asn Asn Arg Ala 
385 390 395 400 

His Ser Asn Tyr Arg Ala Gly Met lie lie Asp Asn Gly Val Lys Thr 
405 410 415 

Thr Glu Ala Ser Ala Lys Asp Lys Arg Pro Phe Leu Ser lie 
420 425 430 

<210> 129 
<211> 1081 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (11) . . (1072) 

<400> 129 

caccagatct gcc tac aag acc agt aac ctg cga atg aag ate ate aag 
Ala Tyr Lys Thr Ser Asn Leu Arg Met Lys lie lie Lys 
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10 



aat gac ttc ccc age cac cct ctt tac ctg gag ggg gcg etc ace agg 97 
Asn Asp Phe Pro Ser His Pro Leu Tyr Leu Glu Gly Ala Leu Thr Arg 
15 20 25 

age ace cat tac cag caa tac caa ccg gtt gtc ace ctg cag aag ggc 145 
Ser Thr His Tyr Gin Gin Tyr Gin Pro Val Val Thr Leu Gin Lys Gly 
30 35 40 45 

tac ace ate cac tgg gac cag acg gee ccc gee gaa etc gee ate tgg 193 
Tyr Thr lie His Trp Asp Gin Thr Ala Pro Ala Glu Leu Ala lie Trp 
50 55 60 

etc ate aac ttc aac aag ggc gac tgg ate cga gtg ggg etc tgc tac 241 
Leu lie Asn Phe Asn Lys Gly Asp Trp lie Arg Val Gly Leu Cys Tyr 
65 70 75 

ccg cga ggc ace aca ttc tec ate etc teg gat gtt cac aat cgc ctg 289 
Pro Arg Gly Thr Thr Phe Ser lie Leu Ser Asp Val His Asn Arg Leu 
80 85 90 

ctg aag caa acg tec aag acg ggc gtc ttc gtg agg ace ttg cag atg 337 
Leu Lys Gin Thr Ser Lys Thr Gly Val Phe Val Arg Thr Leu Gin Met 
95 100 105 

gac aaa gtg gag cag age tac cct ggc agg age cac tac tac tgg gac 3 85 
Asp Lys Val Glu Gin Ser Tyr Pro Gly Arg Ser His Tyr Tyr Trp Asp 
110 115 120 125 

gag gac tea ggg ctg ttg ttc ctg aag ctg aaa get cag aac gag aga 4 33 
Glu Asp Ser Gly Leu Leu Phe Leu Lys Leu Lys Ala Gin Asn Glu Arg 
130 135 140 

gag aag ttt get ttc tgc tec atg aaa ggc tgt gag agg ata aag att 4 81 
Glu Lys Phe Ala Phe Cys Ser Met Lys Gly Cys Glu Arg lie Lys lie 
145 150 155 

aaa get ctg att cca aag aac gca ggc gtc agt gac tgc aca gee aca 529 
Lys Ala Leu lie Pro Lys Asn Ala Gly Val Ser Asp Cys Thr Ala Thr 
160 165 170 

get tac ccc aag ttc ace gag agg get gtc gta gac gtg ccg atg ccc 577 
Ala Tyr Pro Lys Phe Thr Glu Arg Ala Val Val Asp Val Pro Met Pro 
175 180 185 

aag aag etc ttt ggt tct cag ctg aaa aca aag gac cat ttc ttg gag 625 
Lys Lys Leu Phe Gly Ser Gin Leu Lys Thr Lys Asp His Phe Leu Glu 
190 195 200 205 

gtg aag atg gag agt tec aag cag cac ttc ttc cac etc tgg aac gac 673 
Val Lys Met Glu Ser Ser Lys Gin His Phe Phe His Leu Trp Asn Asp 
210 215 220 

ttc get tac att gaa gtg gat ggg aag aag tac ccc agt teg gag gat 721 
Phe Ala Tyr lie Glu Val Asp Gly Lys Lys Tyr Pro Ser Ser Glu Asp 
225 230 235 

ggc ate cag gtg gtg gtg att gac ggg aac caa ggg cgc gtg gtg age 769 
Gly He Gin Val Val Val He Asp Gly Asn Gin Gly Arg Val Val Ser 
240 245 250 

cac acg age ttc agg aac tec att ctg caa ggc ata cca tgg cag ctt 817 
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His Thr Ser Phe Arg Asn Ser lie Leu Gin Gly lie Pro Trp Gin Leu 
255 260 265 

ttc aac tat gtg gcg acc ate cct gac aat tec ata gtg ctt atg gca 865 
Phe Asn Tyr Val Ala Thr lie Pro Asp Asn Ser lie Val Leu Met Ala 
270 275 280 285 

tea aag gga aga tac gtc tec aga ggc cca tgg acc aga gtg ctg gaa 913 
Ser Lys Gly Arg Tyr Val Ser Arg Gly Pro Trp Thr Arg Val Leu Glu 
290 295 300 

aag ctt ggg gca gac agg ggt etc aag ttg aaa gag caa atg gca ttc 961 
Lys Leu Gly Ala Asp Arg Gly Leu Lys Leu Lys Glu Gin Met Ala Phe 
305 310 315 

gtt ggc ttc aaa ggc age ttc egg ccc ate tgg gtg aca ctg gac act 1009 
Val Gly Phe Lys Gly Ser Phe Arg Pro lie Trp Val Thr Leu Asp Thr 
320 325 330 

gag gat cac aaa gec aaa ate ttc caa gtt gtg ccc ate cct gtg gtg 1057 
Glu Asp His Lys Ala Lys lie Phe Gin Val Val Pro lie Pro Val Val 
335 340 345 

aag aag aag aag ttg ctcgagggc 1081 

Lys Lys Lys Lys Leu 

350 

<210> 130 

<211> 354 * 
<212> PRT 

<213> Homo sapiens 
<400> 130 

Ala Tyr Lys Thr Ser Asn Leu Arg Met Lys lie lie Lys Asn Asp Phe 
15 10 15 

Pro Ser His Pro Leu Tyr Leu Glu Gly Ala Leu Thr Arg Ser Thr His 
20 25 30 

Tyr Gin Gin Tyr Gin Pro Val Val Thr Leu Gin Lys Gly Tyr Thr He 
35 40 45 

His Trp Asp Gin Thr Ala Pro Ala Glu Leu Ala He Trp Leu He Asn 
50 55 60 

Phe Asn Lys Gly Asp Trp He Arg Val Gly Leu Cys Tyr Pro Arg Gly 
65 70 75 80 

Thr Thr Phe Ser He Leu Ser Asp Val His Asn Arg Leu Leu Lys Gin 
85 90 95 

Thr Ser Lys Thr Gly Val Phe Val Arg Thr Leu Gin Met Asp Lys Val 
100 105 110 

Glu Gin Ser Tyr Pro Gly Arg Ser His Tyr Tyr Trp Asp Glu Asp Ser 
115 120 125 

Gly Leu Leu Phe Leu Lys Leu Lys Ala Gin Asn Glu Arg Glu Lys Phe 
130 135 140 

Ala Phe Cys Ser Met Lys Gly Cys Glu Arg He Lys He Lys Ala Leu 
145 150 155 160 
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lie Pro Lys Asn Ala Gly Val Ser Asp Cys Thr Ala Thr Ala Tyr Pro 
165 170 175 

Lys Phe Thr Glu Arg Ala Val Val Asp Val Pro Met Pro Lys Lys Leu 
180 185 190 

Phe Gly Ser Gin Leu Lys Thr Lys Asp His Phe Leu Glu Val Lys Met 
195 200 205 

Glu Ser Ser Lys Gin His Phe Phe His Leu Trp Asn Asp Phe Ala Tyr 
210 215 220 

lie Glu Val Asp Gly Lys Lys Tyr Pro Ser Ser Glu Asp Gly lie Gin 
225 230 235 240 

Val Val Val lie Asp Gly Asn Gin Gly Arg Val Val Ser His Thr Ser 
245 250 255 

Phe Arg Asn Ser lie Leu Gin Gly lie Pro Trp Gin Leu Phe Asn Tyr 
260 265 270 

Val Ala Thr He Pro Asp Asn Ser He Val Leu Met Ala Ser Lys Gly 
275 280 285 

Arg Tyr Val Ser Arg Gly Pro Trp Thr Arg Val Leu Glu Lys Leu Gly 
290 295 300 

Ala Asp Arg Gly Leu Lys Leu Lys Glu Gin Met Ala Phe Val Gly Phe 
305 310 315 320 

Lys Gly Ser Phe Arg Pro He Trp Val Thr Leu Asp Thr Glu Asp His 
325 330 335 

Lys Ala Lys He Phe Gin Val Val Pro He Pro Val Val Lys Lys Lys 
340 345 350 

Lys Leu 



<210> 131 
<211> 4108 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (4099) 



<400> 131 

cacctcgcga gccagg atg gga get get ggg agg cag gac ttc etc ttc aag 52 

Met Gly Ala Ala Gly Arg Gin Asp Phe Leu Phe Lys 
15 10 



gee atg ctg acc ate age tgg etc act ctg ace tgc ttc cct ggg gee 100 
Ala Met Leu Thr He Ser Trp Leu Thr Leu Thr Cys Phe Pro Gly Ala 
15 20 25 

aca tec aca gtg get get ggg tgc cct gac cag age cct gag ttg caa 14 8 
Thr Ser Thr Val Ala Ala Gly Cys Pro Asp Gin Ser Pro Glu Leu Gin 
30 35 40 



ccc tgg aac cct ggc cat gac caa gac cac cat gtg cat ate ggc cag 196 
Pro Trp Asn Pro Gly His Asp Gin Asp His His Val His He Gly Gin 
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50 



55 



60 



ggc aag aca ctg ctg etc acc tct tct gec acg gtc tat tec ate cac 244 
Gly Lys Thr Leu Leu Leu Thr Ser Ser Ala Thr Val Tyr Ser lie His 
65 70 75 

ate tea gag gga ggc aag ctg gtc att aaa gac cac gac gag ccg att 292 
lie Ser Glu Gly Gly Lys Leu Val lie Lys Asp His Asp Glu Pro lie 
80 85 90 

gtt ttg cga acc egg cac ate ctg att gac aac gga gga gag ctg cat 340 
Val Leu Arg Thr Arg His lie Leu lie Asp Asn Gly Gly Glu Leu His 
95 100 105 

get ggg agt gee etc tgc cct ttc cag ggc aat ttc acc ate att ttg 388 
Ala Gly Ser Ala Leu Cys Pro Phe Gin Gly Asn Phe Thr lie lie Leu 
110 115 120 

tat gga agg get gat gaa ggt att cag ccg gat cct tac tat ggt ctg 436 
Tyr Gly Arg Ala Asp Glu Gly lie Gin Pro Asp Pro Tyr Tyr Gly Leu 
125 130 135 140 

aag tac att ggg gtt ggt aaa gga ggc get ctt gag ttg cat gga cag 484 
Lys Tyr lie Gly Val Gly Lys Gly Gly Ala Leu Glu Leu His Gly Gin 
145 150 155 

aaa aaa etc tec tgg aca ttt ctg aac aag acc ctt cac cca ggt ggc 532 
Lys Lys Leu Ser Trp Thr Phe Leu Asn Lys Thr Leu His Pro Gly Gly 
160 165 170 

atg gca gaa gga ggc tat ttt ttt gaa agg age tgg ggc cac cgt gga 58 0 
Met Ala Glu Gly Gly Tyr Phe Phe Glu Arg Ser Trp Gly His Arg Gly 
175 180 185 

gtt att gtt cat gtc ate gac ccc aaa tea ggc aca gtc ate cat tct 628 
Val lie Val His Val lie Asp Pro Lys Ser Gly Thr Val lie His Ser 
190 195 200 

gac egg ttt gac acc tat aga tec aag aaa gag agt gaa cgt ctg gtc 676 
Asp Arg Phe Asp Thr Tyr Arg Ser Lys Lys Glu Ser Glu Arg Leu Val 
205 210 215 220 

cag tat ttg aac gcg gtg ccc gat ggc agg ate ctt tct gtt gca gtg 724 
Gin Tyr Leu Asn Ala Val Pro Asp Gly Arg lie Leu Ser Val Ala Val 
225 230 235 

aat gat gaa ggt tct cga aat ctg gat gac atg gee agg aag gcg atg 772 
Asn Asp Glu Gly Ser Arg Asn Leu Asp Asp Met Ala Arg Lys Ala Met 
240 245 250 

acc aaa ttg gga age aaa cac ttc ctg cac ctt gga ttt aga cac cct 820 
Thr Lys Leu Gly Ser Lys His Phe Leu His Leu Gly Phe Arg His Pro 
255 260 265 

tgg agt ttt eta act gtg aaa gga aat cca tea tct tea gtg gaa gac 868 
Trp Ser Phe Leu Thr Val Lys Gly Asn Pro Ser Ser Ser Val Glu Asp 
270 275 280 

cat att gaa tat cat gga cat cga ggc tct get get gee egg gta ttc 916 
His lie Glu Tyr His Gly His Arg Gly Ser Ala Ala Ala Arg Val Phe 
285 290 295 300 

aaa ttg ttc cag aca gag cat ggc gaa tat ttc aat gtt tct ttg tec 964 
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Lys Leu Phe Gin Thr Glu His Gly Glu Tyr Phe Asn Val Ser Leu Ser 
305 310 315 



agt gag tgg gtt caa gac gtg gag tgg acg gag tgg ttc gat cat gat 1012 
Ser Glu Trp Val Gin Asp Val Glu Trp Thr Glu Trp Phe Asp His Asp 
320 325 330 

aaa gta tct cag act aaa ggt ggg gag aaa att tea gac etc tgg aaa 1060 
Lys Val Ser Gin Thr Lys Gly Gly Glu Lys lie Ser Asp Leu Trp Lys 
335 340 345 

get cac cca gga aaa ata tgc aat cgt ccc att gat ata cag gec act 1108 
Ala His Pro Gly Lys lie Cys Asn Arg Pro lie Asp lie Gin Ala Thr 
350 355 360 

aca atg gat gga gtt aac etc age acc gag gtt gtc tac aaa aaa ggc 1156 
Thr Met Asp Gly Val Asn Leu Ser Thr Glu Val Val Tyr Lys Lys Gly 
365 370 375 380 

cag gat tat agg ttt get tgc tac gac egg ggc aga gec tgc egg age 12 04 
Gin Asp Tyr Arg Phe Ala Cys Tyr Asp Arg Gly Arg Ala Cys Arg Ser 
385 390 395 

tac cgt gta egg ttc etc tgt ggg aag cct gtg agg ccc aaa etc aca 1252 
Tyr Arg Val Arg Phe Leu Cys Gly Lys Pro Val Arg Pro Lys Leu Thr 
400 405 410 

gtc acc att gac acc aat gtg aac age acc att ctg aac ttg gag gat 1300 
Val Thr He Asp Thr Asn Val Asn Ser Thr He Leu Asn Leu Glu Asp 
415 420 425 

aat gta cag tea tgg aaa cct gga gat acc ctg gtc att gec agt act 1348 
Asn Val Gin Ser Trp Lys Pro Gly Asp Thr Leu Val He Ala Ser Thr 
430 435 440 

gat tac tec atg tac cag gca gaa gag ttc cag gtg ctt ccc tgc aga 1396 
Asp Tyr Ser Met Tyr Gin Ala Glu Glu Phe Gin Val Leu Pro Cys Arg 
445 450 455 460 

tec tgc gec ccc aac cag gtc aaa gtg gca ggg aaa cca atg tac ctg 1444 
Ser Cys Ala Pro Asn Gin Val Lys Val Ala Gly Lys Pro Met Tyr Leu 
465 470 475 

cac ate ggg gag gag ata gac ggc gtg gac atg egg gcg gag gtt ggg 14 92 
His He Gly Glu Glu He Asp Gly Val Asp Met Arg Ala Glu Val Gly 
480 485 490 

ctt ctg age egg aac ate ata gtg atg ggg gag atg gag gac aaa tgc 1540 
Leu Leu Ser Arg Asn lie He Val Met Gly Glu Met Glu Asp Lys Cys 
495 500 505 

tac ccc tac aga aac cac ate tgc aat ttc ttt gac ttc gat acc ttt 1588 
Tyr Pro Tyr Arg Asn His He Cys Asn Phe Phe Asp Phe Asp Thr Phe 
510 515 520 

999 ggc cac ate aag ttt get ctg gga ttt aag gca gca cac ttg gag 1636 
Gly Gly His He Lys Phe Ala Leu Gly Phe Lys Ala Ala His Leu Glu 
525 530 535 540 

ggc acg gag ctg aag cat atg gga cag cag ctg gtg ggt cag tac ccg 1684 
Gly Thr Glu Leu Lys His Met Gly Gin Gin Leu Val Gly Gin Tyr Pro 
545 550 555 
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att cac ttc cac ctg gcc ggt gat gta gac gaa agg gga ggt tat gac 1732 
lie His Phe His Leu Ala Gly Asp Val Asp Glu Arg Gly Gly Tyr Asp 
560 565 570 

cca ccc aca tac ate agg gac etc tec ate cat cat aca ttc tct cgc 1780 
Pro Pro Thr Tyr lie Arg Asp Leu Ser lie His His Thr Phe Ser Arg 
575 580 585 

tgc gtc aca gtc cat ggc tec aat ggc ttg ttg ate aag gac gtt gtg 1828 
Cys Val Thr Val His Gly Ser Asn Gly Leu Leu lie Lys Asp Val Val 
590 595 600 

ggc tat aac tct ttg ggc cac tgc ttc ttc acg gaa gat ggg ccg gag 1876 
Gly Tyr Asn Ser Leu Gly His Cys Phe Phe Thr Glu Asp Gly Pro Glu 
605 610 615 620 

gaa cgc aac act ttt gac cac tgt ctt ggc etc ctt gtc aag tct gga 1924 
Glu Arg Asn Thr Phe Asp His Cys Leu Gly Leu Leu Val Lys Ser Gly 
625 630 635 

acc etc etc ccc teg gac cgt gac age aag atg tgc aag atg ate aca 1972 
Thr Leu Leu Pro Ser Asp Arg Asp Ser Lys Met Cys Lys Met lie Thr 
640 645 650 

gag gac tec tac cca ggg tac ate ccc aag ccc agg caa gac tgc aat 2 02 0 
Glu Asp Ser Tyr Pro Gly Tyr lie Pro Lys Pro Arg Gin Asp Cys Asn 
655 660 665 

get gtg tec acc ttc tgg atg gcc aat ccc aac aac aac etc ate aac 2068 
Ala Val Ser Thr Phe Trp Met Ala Asn Pro Asn Asn Asn Leu lie Asn 
670 675 680 

tgt gcc get gca gga tct gag- gaa act gga ttt tgg ttt att ttt cac 2116 
Cys Ala Ala Ala Gly Ser Glu Glu Thr Gly Phe Trp Phe lie Phe His 
685 690 695 700 

cac gta cca acg ggc ccc tec gtg gga atg tac tec cca ggt tat tea 2164 
His Val Pro Thr Gly Pro Ser Val Gly Met Tyr Ser Pro Gly Tyr Ser 
705 710 715 

gag cac att cca ctg gga aaa ttc tat aac aac cga gca cat tec aac 2212 
Glu His lie Pro Leu Gly Lys Phe Tyr Asn Asn Arg Ala His Ser Asn 
720 725 730 

tac egg get ggc atg ate ata gac aac gga gtc aaa acc acc gag gcc 22 60 
Tyr Arg Ala Gly Met lie lie Asp Asn Gly Val Lys Thr Thr Glu Ala 
735 740 745 

tct gcc aag gac aag egg ccg ttc etc tea ate ate tct gcc aga tac 2308 
Ser Ala Lys Asp Lys Arg Pro Phe Leu Ser lie lie Ser Ala Arg Tyr 
750 755 760 

age cct cac cag gac gcc gac ccg ctg aag ccc egg gag ccg gcc ate 2356 
Ser Pro His Gin Asp Ala Asp Pro Leu Lys Pro Arg Glu Pro Ala lie 
765 770 775 780 

ate aga cac ttc att gcc tac aag aac cag gac cgc ggg gcc tgg ctg 24 04 
lie Arg His Phe lie Ala Tyr Lys Asn Gin Asp Arg Gly Ala Trp Leu 
785 790 795 

cgc ggc ggg gat gtg tgg ctg gac age tgc egg ttt get gac aat ggc 2452 
Arg Gly Gly Asp Val Trp Leu Asp Ser Cys Arg Phe Ala Asp Asn Gly 
800 805 810 

280 



att ggc ctg acc ctg gcc agt ggt gga acc ttc ccg tat gac gac ggc 2500 
lie Gly Leu Thr Leu Ala Ser Gly Gly Thr Phe Pro Tyr Asp Asp Gly 
815 820 825 

tec aag caa gag ata aag aac age ttg ttt gtt ggc gag agt ggc aac 2548 
Ser Lys Gin Glu lie Lys Asn Ser Leu Phe Val Gly Glu Ser Gly Asn 
830 835 840 

gtg ggg acg gaa atg atg gac aat agg ate tgg ggc cct ggc ggc ttg 2596 
Val Gly Thr Glu Met Met Asp Asn Arg lie Trp Gly Pro Gly Gly Leu 
845 850 855 860 

gac cat age gga agg acc etc cct ata ggc cag aat ttt cca att aga 2644 
Asp His Ser Gly Arg Thr Leu Pro lie Gly Gin Asn Phe Pro lie Arg 
865 870 875 

gga att cag tta tat gat ggc ccc ate aac ate eta aac tgc act ttc 2692 
Gly lie Gin Leu Tyr Asp Gly Pro lie Asn lie Leu Asn Cys Thr Phe 
880 885 890 

cga aag ttt gtg gcc ctg gag ggc egg cac acc age gcc ctg gcc ttc 274 0 
Arg Lys Phe Val Ala Leu Glu Gly Arg His Thr Ser Ala Leu Ala Phe 
895 900 905 

cgc ctg aat aat gcc tgg cag age tgc ccc cat aac aac gtg acc ggc 2788 
Arg Leu Asn Asn Ala Trp Gin Ser Cys Pro His Asn Asn Val Thr Gly 
910 915 920 

att gcc ttt gag gac gtt ccg att act tec aga gtg ttc ttc gga gag 2836 
lie Ala Phe Glu Asp Val Pro lie Thr Ser Arg Val Phe Phe Gly Glu 
925 930 935 940 

cct ggg ccc tgg ttc aac cag ctg gac atg gat ggg gat aag aca tct 2884 
Pro Gly Pro Trp Phe Asn Gin Leu Asp Met Asp Gly Asp Lys Thr Ser 
945 950 955 

gtg ttc cat gac gtc gac ggc tec gtg tec gag tac cct ggc tec tac 2932 
Val Phe His Asp Val Asp Gly Ser Val Ser Glu Tyr Pro Gly Ser Tyr 
960 965 970 

etc acg aag aat gac aac tgg ctg gtc egg cac cca gac tgc ate aat 2 980 
Leu Thr Lys Asn Asp Asn Trp Leu Val Arg His Pro Asp Cys lie Asn 
975 980 985 

gtt ccc gac tgg aga ggg gcc att tgc agt ggg tgc tat gca cag atg 302 8 
Val Pro Asp Trp Arg Gly Ala lie Cys Ser Gly Cys Tyr Ala Gin Met 
990 995 1000 

tac att caa gcc tac aag acc agt aac ctg cga atg aag ate ate aag 3076 
Tyr lie Gin Ala Tyr Lys Thr Ser Asn Leu Arg Met Lys lie lie Lys 
1005 1010 1015 1020 

aat gac ttc ccc age cac cct ctt tac ctg gag ggg gcg etc acc agg 3124 
Asn Asp Phe Pro Ser His Pro Leu Tyr Leu Glu Gly Ala Leu Thr Arg 
1025 1030 1035 

age acc cat tac cag caa tac caa ccg gtt gtc acc ctg cag aag ggc 3172 
Ser Thr His Tyr Gin Gin Tyr Gin Pro Val Val Thr Leu Gin Lys Gly 
1040 1045 1050 

tac acc ate cac tgg gac cag acg gcc ccc gcc gaa etc gcc ate tgg 3220 
Tyr Thr lie His Trp Asp Gin Thr Ala Pro Ala Glu Leu Ala lie Trp 
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1055 



1060 



1065 



etc ate aac ttc aac aag ggc gac tgg ate cga gtg ggg etc tgc tac 3268 
Leu lie Asn Phe Asn Lys Gly Asp Trp lie Arg Val Gly Leu Cys Tyr 
1070 1075 1080 

ccg cga ggc acc aca ttc tec ate etc teg gat gtt cac aat cgc ctg 3316 
Pro Arg Gly Thr Thr Phe Ser He Leu Ser Asp Val His Asn Arg Leu 
1085 1090 1095 1100 

ctg aag caa acg tec aag acg ggc gtc ttc gtg agg acc ttg cag atg 3364 
Leu Lys Gin Thr Ser Lys Thr Gly Val Phe Val Arg Thr Leu Gin Met 
1105 1110 1115 

gac aaa gtg gag cag age tac cct ggc agg age cac tac tac tgg gac 3412 
Asp Lys Val Glu Gin Ser Tyr Pro Gly Arg Ser His Tyr Tyr Trp Asp 
1120 1125 1130 

gag gac tea ggg ctg ttg ttc ctg aag ctg aaa get cag aac gag aga 3460 
Glu Asp Ser Gly Leu Leu Phe Leu Lys Leu Lys Ala Gin Asn Glu Arg 
1135 1140 1145 

gag aag ttt get ttc tgc tec atg aaa ggc tgt gag agg ata aag att 3508 
Glu Lys Phe Ala Phe Cys Ser Met Lys Gly Cys Glu Arg He Lys He 
1150 1155 1160 

aaa get ctg att cca aag aac gca ggc gtc agt gac tgc aca gee aca 3556 
Lys Ala Leu He Pro Lys Asn Ala Gly Val Ser Asp Cys Thr Ala Thr 
1165 1170 1175 1180 

get tac ccc aag ttc acc gag agg get gtc gta gac gtg ccg atg ccc 3604 
Ala Tyr Pro Lys Phe Thr- Glu Arg Ala Val Val Asp Val Pro Met Pro 
1185 1190 1195 

aag aag etc ttt ggt tct cag ctg aaa aca aag gac cat ttc ttg gag 3652 
Lys Lys Leu Phe Gly Ser Gin Leu Lys Thr Lys Asp His Phe Leu Glu 
1200 1205 1210 

gtg aag atg gag agt tec aag cag cac ttc ttc cac etc tgg aac gac 3700 
Val Lys Met Glu Ser Ser Lys Gin His Phe Phe His Leu Trp Asn Asp 
1215 1220 1225 

ttc get tac att gaa gtg gat ggg aag aag tac ccc agt teg gag gat 374 8 
Phe Ala Tyr He Glu Val Asp Gly Lys Lys Tyr Pro Ser Ser Glu Asp 
1230 1235 1240 

ggc ate cag gtg gtg gtg att gac ggg aac caa ggg cgc gtg gtg age 3796 
Gly He Gin Val Val Val He Asp Gly Asn Gin Gly Arg Val Val Ser 
1245 1250 1255 1260 

cac acg age ttc agg aac tec att ctg caa ggc ata cca tgg cag ctt 3 844 
His Thr Ser Phe Arg Asn Ser He Leu Gin Gly He Pro Trp Gin Leu 
1265 1270 1275 

ttc aac tat gtg gcg acc ate cct gac aat tec ata gtg ctt atg gca 3892 
Phe Asn Tyr Val Ala Thr He Pro Asp Asn Ser He Val Leu Met Ala 
1280 1285 1290 

tea aag gga aga tac gtc tec aga ggc cca tgg acc aga gtg ctg gaa 3 94 0 
Ser Lys Gly Arg Tyr Val Ser Arg Gly Pro Trp Thr Arg Val Leu Glu 
1295 1300 1305 

aag ctt ggg gca gac agg ggt etc aag ttg aaa gag caa atg gca ttc 3 988 
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Lys Leu Gly Ala Asp Arg Gly Leu Lys Leu Lys Glu Gin Met Ala Phe 
1310 1315 1320 

gtt ggc ttc aaa ggc age ttc egg ccc ate tgg gtg aca ctg gac act 4036 
Val Gly Phe Lys Gly Ser Phe Arg Pro lie Trp Val Thr Leu Asp Thr 
1325 1330 1335 1340 

gag gat cac aaa gee aaa ate ttc caa gtt gtg ccc ate cct gtg gtg 4084 
Glu Asp His Lys Ala Lys lie Phe Gin Val Val Pro lie Pro Val Val 
1345 1350 1355 

aag aag aag aag ttg ctcgagggc 4108 
Lys Lys Lys Lys Leu 
1360 

<210> 132 
<211> 1361 
<212> PRT 

<213> Homo sapiens 
<400> 132 

Met Gly Ala Ala Gly Arg Gin Asp Phe Leu Phe Lys Ala Met Leu Thr 
15 10 15 

lie Ser Trp Leu Thr Leu Thr Cys Phe Pro Gly Ala Thr Ser Thr Val 
20 25 30 

Ala Ala Gly Cys Pro Asp Gin Ser Pro Glu Leu Gin Pro Trp Asn Pro 
35 40 45 

Gly His Asp Gin Asp His His Val His lie Gly Gin Gly Lys Thr Leu 
50 55 60 

Leu Leu Thr Ser Ser Ala Thr Val Tyr Ser lie His lie Ser Glu Gly 
65 70 75 80 

Gly Lys Leu Val lie Lys Asp His Asp Glu Pro lie Val Leu Arg Thr 
85 90 95 

Arg His lie Leu lie Asp Asn Gly Gly Glu Leu His Ala Gly Ser Ala 
100 105 110 

Leu Cys Pro Phe Gin Gly Asn Phe Thr lie lie Leu Tyr Gly Arg Ala 
115 120 125 

Asp Glu Gly lie Gin Pro Asp Pro Tyr Tyr Gly Leu Lys Tyr lie Gly 
130 135 140 

Val Gly Lys Gly Gly Ala Leu Glu Leu His Gly Gin Lys Lys Leu Ser 
145 150 155 160 

Trp Thr Phe Leu Asn Lys Thr Leu His Pro Gly Gly Met Ala Glu Gly 
165 170 175 

Gly Tyr Phe Phe Glu Arg Ser Trp Gly His Arg Gly Val lie Val His 
180 185 190 

Val lie Asp Pro Lys Ser Gly Thr Val lie His Ser Asp Arg Phe Asp 
195 200 205 

Thr Tyr Arg Ser Lys Lys Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn 
210 215 220 
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Ala Val Pro Asp Gly Arg lie Leu Ser Val Ala Val Asn Asp Glu Gly 
225 230 235 240 



Ser Arg Asn Leu 



Ser Lys His Phe 
260 

Thr Val Lys Gly 
275 

His Gly His Arg 
290 

Thr Glu His Gly 
305 

Gin Asp Val Glu 



Thr Lys Gly Gly 
340 

Lys lie Cys Asn 
355 

Val Asn Leu Ser 
370 

Phe Ala Cys Tyr 
385 

Phe Leu Cys Gly 



Thr Asn Val Asn 
420 

Trp Lys Pro Gly 
435 

Tyr Gin Ala Glu 
450 

Asn Gin Val Lys 
465 

Glu lie Asp Gly 



Asn lie lie Val 
500 

Asn His lie Cys 
515 

Lys Phe Ala Leu 
530 

Lys His Met Gly 
545 



Asp Asp Met Ala 
245 

Leu His Leu Gly 



Asn Pro Ser Ser 
280 

Gly Ser Ala Ala 
295 

Glu Tyr Phe Asn 
310 

Trp Thr Glu Trp 
325 

Glu Lys lie Ser 



Arg Pro lie Asp 
360 

Thr Glu Val Val 
375 

Asp Arg Gly Arg 
390 

Lys Pro Val Arg 
405 

Ser Thr lie Leu 



Asp Thr Leu Val 
440 

Glu Phe Gin Val 
455 

Val Ala Gly Lys 
470 

Val Asp Met Arg 
485 

Met Gly Glu Met 



Asn Phe Phe Asp 
520 

Gly Phe Lys Ala 
535 

Gin Gin Leu Val 
550 



Arg Lys Ala Me t 
250 

Phe Arg His Pro 
265 

Ser Val Glu Asp 



Ala Arg Val Phe 
300 

Val Ser Leu Ser 
315 

Phe Asp His Asp 
330 

Asp Leu Trp Lys 
345 

lie Gin Ala Thr 



Tyr Lys Lys Gly 
380 

Ala Cys Arg Ser 
395 

Pro Lys Leu Thr 
410 

Asn Leu Glu Asp 
425 

lie Ala Ser Thr 



Leu Pro Cys Arg 
4 60 

Pro Met Tyr Leu 
475 

Ala Glu Val Gly 
490 

Glu Asp Lys Cys 
505 

Phe Asp Thr Phe 



Ala His Leu Glu 
540 

Gly Gin Tyr Pro 
555 



Thr Lys Leu Gly 
255 

Trp Ser Phe Leu 
270 

His lie Glu Tyr 
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Lys Leu Phe Gin 



Ser Glu Trp Val 
320 

Lys Val Ser Gin 
335 

Ala His Pro Gly 
350 

Thr Met Asp Gly 
365 

Gin Asp Tyr Arg 



Tyr Arg Val Arg 
400 

Val Thr lie Asp 
415 

Asn Val Gin Ser 
430 

Asp Tyr Ser Met 
445 

Ser Cys Ala Pro 



His He Gly Glu 
480 

Leu Leu Ser Arg 
495 

Tyr Pro Tyr Arg 
510 

Gly Gly His He 
525 

Gly Thr Glu Leu 



He His Phe His 
560 
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Leu Ala Gly Asp Val Asp Glu Arg Gly Gly Tyr Asp Pro Pro Thr Tyr 
565 570 575 



lie Arg Asp Leu Ser lie His His Thr Phe Ser Arg Cys Val Thr Val 
580 585 590 

His Gly Ser Asn Gly Leu Leu lie Lys Asp Val Val Gly Tyr Asn Ser 
595 600 605 

Leu Gly His Cys Phe Phe Thr Glu Asp Gly Pro Glu Glu Arg Asn Thr 
610 615 620 

Phe Asp His Cys Leu Gly Leu Leu Val Lys Ser Gly Thr Leu Leu Pro 
625 630 635 640 

Ser Asp Arg Asp Ser Lys Met Cys Lys Met lie Thr Glu Asp Ser Tyr 
645 650 655 

Pro Gly Tyr lie Pro Lys Pro Arg Gin Asp Cys Asn Ala Val Ser Thr 
660 665 670 

Phe Trp Met Ala Asn Pro Asn Asn Asn Leu lie Asn Cys Ala Ala Ala 
675 680 685 

Gly Ser Glu Glu Thr Gly Phe Trp Phe lie Phe His His Val Pro Thr 
690 695 700 

Gly Pro Ser Val Gly Met Tyr Ser Pro Gly Tyr Ser Glu His lie Pro 
705 710 715 720 

Leu Gly Lys Phe Tyr Asn Asn *Arg Ala His Ser Asn Tyr Arg Ala Gly 
725 730 735 

Met lie lie Asp Asn Gly Val Lys Thr Thr Glu Ala Ser Ala Lys Asp 
740 745 750 

Lys Arg Pro Phe Leu Ser lie lie Ser Ala Arg Tyr Ser Pro His Gin 
755 760 765 

Asp Ala Asp Pro Leu Lys Pro Arg Glu Pro Ala lie lie Arg His Phe 
770 775 780 

lie Ala Tyr Lys Asn Gin Asp Arg Gly Ala Trp Leu Arg Gly Gly Asp 
785 790 795 800 

Val Trp Leu Asp Ser Cys Arg Phe Ala Asp Asn Gly lie Gly Leu Thr 
805 810 815 

Leu Ala Ser Gly Gly Thr Phe Pro Tyr Asp Asp Gly Ser Lys Gin Glu 
820 825 830 

lie Lys Asn Ser Leu Phe Val Gly Glu Ser Gly Asn Val Gly Thr Glu 
835 840 845 

Met Met Asp Asn Arg lie Trp Gly Pro Gly Gly Leu Asp His Ser Gly 
850 855 860 

Arg Thr Leu Pro lie Gly Gin Asn Phe Pro lie Arg Gly lie Gin Leu 
865 870 875 880 

Tyr Asp Gly Pro lie Asn lie Leu Asn Cys Thr Phe Arg Lys Phe Val 
885 890 895 



285 



Ala Leu Glu Gly Arg His Thr Ser Ala Leu Ala Phe Arg Leu Asn Asn 
900 905 910 

Ala Trp Gin Ser Cys Pro His Asn Asn Val Thr Gly lie Ala Phe Glu 
915 920 925 

Asp Val Pro lie Thr Ser Arg Val Phe Phe Gly Glu Pro Gly Pro Trp 
930 935 940 

Phe Asn Gin Leu Asp Met Asp Gly Asp Lys Thr Ser Val Phe His Asp 
945 950 955 960 

Val Asp Gly Ser Val Ser Glu Tyr Pro Gly Ser Tyr Leu Thr Lys Asn 
965 970 975 

Asp Asn Trp Leu Val Arg His Pro Asp Cys lie Asn Val Pro Asp Trp 
980 985 990 

Arg Gly Ala lie Cys Ser Gly Cys Tyr Ala Gin Met Tyr lie Gin Ala 
995 1000 1005 

Tyr Lys Thr Ser Asn Leu Arg Met Lys lie lie Lys Asn Asp Phe Pro 
1010 1015 1020 

Ser His Pro Leu Tyr Leu Glu Gly Ala Leu Thr Arg Ser Thr His Tyr 
1025 1030 1035 1040 

Gin Gin Tyr Gin Pro Val Val Thr Leu Gin Lys Gly Tyr Thr lie His 
1045 1050 1055 

Trp Asp Gin Thr Ala Pro Ala Glu Leu Ala lie Trp Leu lie Asn Phe 
1060 1065 1070 

Asn Lys Gly Asp Trp lie Arg Val Gly Leu Cys Tyr Pro Arg Gly Thr 
1075 1080 1085 

Thr Phe Ser lie Leu Ser Asp Val His Asn Arg Leu Leu Lys Gin Thr 
1090 1095 1100 

Ser Lys Thr Gly Val Phe Val Arg Thr Leu Gin Met Asp Lys Val Glu 
1105 1110 1115 1120 

Gin Ser Tyr Pro Gly Arg Ser His Tyr Tyr Trp Asp Glu Asp Ser Gly 
1125 1130 1135 

Leu Leu Phe Leu Lys Leu Lys Ala Gin Asn Glu Arg Glu Lys Phe Ala 
1140 1145 1150 

Phe Cys Ser Met Lys Gly Cys Glu Arg lie Lys lie Lys Ala Leu lie 
1155 1160 1165 

Pro Lys Asn Ala Gly Val Ser Asp Cys Thr Ala Thr Ala Tyr Pro Lys 
1170 1175 1180 

Phe Thr Glu Arg Ala Val Val Asp Val Pro Met Pro Lys Lys Leu Phe 
1185 1190 1195 1200 

Gly Ser Gin Leu Lys Thr Lys Asp His Phe Leu Glu Val Lys Met Glu 
1205 1210 1215 

Ser Ser Lys Gin His Phe Phe His Leu Trp Asn Asp Phe Ala Tyr lie 
1220 1225 1230 
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Glu Val Asp Gly Lys Lys Tyr Pro Ser Ser Glu Asp Gly lie Gin Val 
1235 1240 1245 



Val Val lie Asp Gly Asn Gin Gly Arg Val Val Ser His Thr Ser Phe 
1250 1255 1260 

Arg Asn Ser lie Leu Gin Gly lie Pro Trp Gin Leu Phe Asn Tyr Val 
1265 1270 1275 1280 

Ala Thr lie Pro Asp Asn Ser lie Val Leu Met Ala Ser Lys Gly Arg 
1285 1290 1295 

Tyr Val Ser Arg Gly Pro Trp Thr Arg Val Leu Glu Lys Leu Gly Ala 
1300 1305 1310 

Asp Arg Gly Leu Lys Leu Lys Glu Gin Met Ala Phe Val Gly Phe Lys 
1315 1320 1325 

Gly Ser Phe Arg Pro lie Trp Val Thr Leu Asp Thr Glu Asp His Lys 
1330 1335 1340 

Ala Lys lie Phe Gin Val Val Pro lie Pro Val Val Lys Lys Lys Lys 
1345 1350 1355 1360 



Leu 



<210> 133 
<211> 3058 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (11) . . (3052) 
<400> 133 

caccggtacc get cac cca gga aaa ata tgc aat cgt ccc att gat ata 49 
Ala His Pro Gly Lys lie Cys Asn Arg Pro lie Asp lie 
15 10 

cag gec act aca atg gat gga gtt aac etc age acc gag gtt gtc tac 97 
Gin Ala Thr Thr Met Asp Gly Val Asn Leu Ser Thr Glu Val Val Tyr 
15 20 25 

aaa aaa ggc cag gat tat agg ttt get tgc tac gac egg ggc aga gec 145 
Lys Lys Gly Gin Asp Tyr Arg Phe Ala Cys Tyr Asp Arg Gly Arg Ala 
30 35 40 45 

tgc egg age tac cgt gta egg ttc etc tgt ggg aag cct gtg agg ccc 193 
Cys Arg Ser Tyr Arg Val Arg Phe Leu Cys Gly Lys Pro Val Arg Pro 
50 55 60 

aaa etc aca gtc acc att gac acc aat gtg aac age acc att ctg aac 241 
Lys Leu Thr Val Thr lie Asp Thr Asn Val Asn Ser Thr lie Leu Asn 
65 70 75 

tt: 9 9 a 9 9 at aat 9 ta ca 9 tca fc 99 aaa cct 99 a 9 at acc ct 9 9 fc c att 289 
Leu Glu Asp Asn Val Gin Ser Trp Lys Pro Gly Asp Thr Leu Val lie 
80 85 90 



gec agt act gat tac tec atg tac cag gca gaa gag ttc cag gtg ctt 337 
Ala Ser Thr Asp Tyr Ser Met Tyr Gin Ala Glu Glu Phe Gin Val Leu 
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95 



100 



105 



ccc tgc aga tec tgc gec ccc aac cag gtc aaa gtg gca ggg aaa cca 385 
Pro Cys Arg Ser Cys Ala Pro Asn Gin Val Lys Val Ala Gly Lys Pro 
110 115 120 125 

atg tac ctg cac ate ggg gag gag ata gac ggc gtg gac atg egg gcg 433 
Met Tyr Leu His lie Gly Glu Glu lie Asp Gly Val Asp Met Arg Ala 
130 135 140 

gag gtt ggg ctt ctg age egg aac ate ata gtg atg ggg gag atg gag 4 81 
Glu Val Gly Leu Leu Ser Arg Asn lie lie Val Met Gly Glu Met Glu 
145 150 155 

gac aaa tgc tac ccc tac aga aac cac ate tgc aat ttc ttt gac ttc 529 
Asp Lys Cys Tyr Pro Tyr Arg Asn His lie Cys Asn Phe Phe Asp Phe 
160 165 170 

gat acc ttt ggg ggc cac ate aag ttt get ctg gga ttt aag gca gca 577 
Asp Thr Phe Gly Gly His lie Lys Phe Ala Leu Gly Phe Lys Ala Ala 
175 180 185 

cac ttg gag ggc acg gag ctg aag cat atg gga cag cag ctg gtg ggt 625 
His Leu Glu Gly Thr Glu Leu Lys His Met Gly Gin Gin Leu Val Gly 
190 195 200 205 

cag tac ccg att cac ttc cac ctg gee ggt gat gta gac gaa agg gga 673 
Gin Tyr Pro lie His Phe His Leu Ala Gly Asp Val Asp Glu Arg Gly 
210 215 220 

ggt tat gac cca ccc aca tac ate agg gac etc tec ate cat cat aca 721 
Gly Tyr Asp Pro Pro Thr Tyr lie Arg Asp Leu Ser lie His His Thr 
225 230 235 

ttc tct cgc tgc gtc aca gtc cat ggc tec aat ggc ttg ttg ate aag 769 
Phe Ser Arg Cys Val Thr Val His Gly Ser Asn Gly Leu Leu lie Lys 
240 245 250 

gac gtt gtg ggc tat aac tct ttg ggc cac tgc ttc ttc acg gaa gat 817 
Asp Val Val Gly Tyr Asn Ser Leu Gly His Cys Phe Phe Thr Glu Asp 
255 260 265 

ggg ccg gag gaa cgc aac act ttt gac cac tgt ctt ggc etc ctt gtc 865 
Gly Pro Glu Glu Arg Asn Thr Phe Asp His Cys Leu Gly Leu Leu Val 
270 275 280 285 

aag tct gga acc etc etc ccc teg gac cgt gac age aag atg tgc aag 913 
Lys Ser Gly Thr Leu Leu Pro Ser Asp Arg Asp Ser Lys Met Cys Lys 
290 295 300 

atg ate aca gag gac tec tac cca ggg tac ate ccc aag ccc agg caa 961 
Met lie Thr Glu Asp Ser Tyr Pro Gly Tyr lie Pro Lys Pro Arg Gin 
305 310 315 

gac tgc aat get gtg tec acc ttc tgg atg gee aat ccc aac aac aac 1009 
Asp Cys Asn Ala Val Ser Thr Phe Trp Met Ala Asn Pro Asn Asn Asn 
320 325 330 

etc ate aac tgt gec get gca gga tct gag gaa act gga ttt tgg ttt 1057 
Leu lie Asn Cys Ala Ala Ala Gly Ser Glu Glu Thr Gly Phe Trp Phe 
335 340 345 

att ttt cac cac gta cca acg ggc ccc tec gtg gga atg tac tec cca 1105 
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He Phe His His Val Pro Thr Gly Pro Ser Val Gly Met Tyr Ser Pro 
350 355 360 365 

ggt tat tea gag cac att cca ctg gga aaa ttc tat aac aac cga gca 1153 
Gly Tyr Ser Glu His He Pro Leu Gly Lys Phe Tyr Asn Asn Arg Ala 
370 375 380 

cat tec aac tac egg get ggc atg ate ata gac aac gga gtc aaa acc 1201 
His Ser Asn Tyr Arg Ala Gly Met He He Asp Asn Gly Val Lys Thr 
385 390 395 

acc gag gee tct gec aag gac aag egg ccg ttc etc tea ate ate tct 1249 
Thr Glu Ala Ser Ala Lys Asp Lys Arg Pro Phe Leu Ser He He Ser 
400 405 410 

gec aga tac age cct cac cag gac gec gac ccg ctg aag ccc egg gag 1297 
Ala Arg Tyr Ser Pro His Gin Asp Ala Asp Pro Leu Lys Pro Arg Glu 
415 420 425 

ccg gee ate ate aga cac ttc att gee tac aag aac cag gac cac ggg 1345 
Pro Ala He He Arg His Phe He Ala Tyr Lys Asn Gin Asp His Gly 
430 435 440 445 

gec tgg ctg cgc ggc ggg gat gtg tgg ctg gac age tgc egg ttt get 1393 
Ala Trp Leu Arg Gly Gly Asp Val Trp Leu Asp Ser Cys Arg Phe Ala 
450 455 460 

gac aat ggc att ggc ctg acc ctg gec agt ggt gga acc ttc ccg tat 1441 
Asp Asn Gly He Gly Leu Thr Leu Ala Ser Gly Gly Thr Phe Pro Tyr 
465 470 475 

gac gac ggc tec aag caa gag ata aag aac age ttg ttt gtt ggc gag 14 8 9 
Asp Asp Gly Ser Lys Gin Glu He Lys Asn Ser Leu Phe Val Gly Glu 
480 485 490 

a 9 fc 99c aac gtg ggg acg gaa atg atg gac aat agg ate tgg ggc cct 153 7 
Ser Gly Asn Val Gly Thr Glu Met Met Asp Asn Arg He Trp Gly Pro 
495 500 505 

ggc ggc ttg gac cat age gga agg acc etc cct ata ggc cag aat ttt 158 5 
Gly Gly Leu Asp His Ser Gly Arg Thr Leu Pro He Gly Gin Asn Phe 
510 515 520 525 

cca att aga gga att cag tta tat gat ggc ccc ate aac ate caa aac 1633 
Pro He Arg Gly He Gin Leu Tyr Asp Gly Pro He Asn He Gin Asn 
530 535 540 

tgc act ttc cga aag ttt gtg gec ctg gag ggc egg cac acc age gec 1681 
Cys Thr Phe Arg Lys Phe Val Ala Leu Glu Gly Arg His Thr Ser Ala 
545 550 555 

ctg gee ttc cgc ctg aat aat gec tgg cag age tgc ccc cat aac aac 1729 
Leu Ala Phe Arg Leu Asn Asn Ala Trp Gin Ser Cys Pro His Asn Asn 
560 565 570 

gtg acc ggc att gec ttt gag gac gtt ccg att act tec aga gtg ttc 1777 
Val Thr Gly He Ala Phe Glu Asp Val Pro He Thr Ser Arg Val Phe 
575 580 585 

ttc gga gag cct ggg ccc tgg ttc aac cag ctg gac atg gat ggg gat 182 5 
Phe Gly Glu Pro Gly Pro Trp Phe Asn Gin Leu Asp Met Asp Gly Asp 
590 595 600 605 
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aag aca tct gtg ttc cat gac gtc gac ggc tec gtg tec gag tac cct 1873 
Lys Thr Ser Val Phe His Asp Val Asp Gly Ser Val Ser Glu Tyr Pro 
610 615 620 

ggc tec tac etc acg aag aat gac aac tgg ctg gtc egg cac cca gac 1921 
Gly Ser Tyr Leu Thr Lys Asn Asp Asn Trp Leu Val Arg His Pro Asp 
625 630 635 

tgc ate aat gtt ccc gac tgg aga ggg gee att tgc agt ggg tgc tat 1969 
Cys lie Asn Val Pro Asp Trp Arg Gly Ala lie Cys Ser Gly Cys Tyr 
640 645 650 

gca cag atg tac att caa gee tac aag ace agt aac ctg cga atg aag 2017 
Ala Gin Met Tyr lie Gin Ala Tyr Lys Thr Ser Asn Leu Arg Met Lys 
655 660 665 

ate ate aag aat gac ttc ccc age cac cct ctt tac ctg gag ggg gcg 2065 
lie lie Lys Asn Asp Phe Pro Ser His Pro Leu Tyr Leu Glu Gly Ala 
670 675 680 685 

etc ace agg age acc cat tac cag caa tac caa ccg gtt gtc ace ctg 2113 
Leu Thr Arg Ser Thr His Tyr Gin Gin Tyr Gin Pro Val Val Thr Leu 
690 695 700 

cag aag ggc tac acc ate cac tgg gac cag acg gee ccc gee gaa etc 2161 
Gin Lys Gly Tyr Thr lie His Trp Asp Gin Thr Ala Pro Ala Glu Leu 
705 710 715 

gee ate tgg etc ate aac ttc aac aag ggc gac tgg ate cga gtg ggg 2209 
Ala lie Trp Leu lie Asn Phe Asn Lys Gly Asp Trp lie Arg Val Gly 
720 725 730 

etc tgc tac ccg cga ggc acc aca ttc tec ate etc teg gat gtt cac 2257 
Leu Cys Tyr Pro Arg Gly Thr Thr Phe Ser lie Leu Ser Asp Val His 
735 740 745 

aat cgc ctg ctg aag caa acg tec aag acg ggc gtc ttc gtg agg acc 2305 
Asn Arg Leu Leu Lys Gin Thr Ser Lys Thr Gly Val Phe Val Arg Thr 
750 755 760 765 

ttg cag atg gac aaa gtg gag cag age tac cct ggc agg age cac tac 2353 
Leu Gin Met Asp Lys Val Glu Gin Ser Tyr Pro Gly Arg Ser His Tyr 
770 775 780 

tac tgg gac gag gac tea ggg ctg ttg ttc ctg aag ctg aaa get cag 2401 
Tyr Trp Asp Glu Asp Ser Gly Leu Leu Phe Leu Lys Leu Lys Ala Gin 
785 790 795 

aac gag aga gag aag ttt get ttc tgc tec atg aaa ggc tgt gag agg 2449 
Asn Glu Arg Glu Lys Phe Ala Phe Cys Ser Met Lys Gly Cys Glu Arg 
800 805 810 

ata aag att aaa get ctg att cca aag aac gca ggc gtc agt gac tgc 2497 
lie Lys lie Lys Ala Leu lie Pro Lys Asn Ala Gly Val Ser Asp Cys 
815 820 825 

aca gee aca get tac ccc aag ttc acc gag agg get gtc gta gac gtg 2545 
Thr Ala Thr Ala Tyr Pro Lys Phe Thr Glu Arg Ala Val Val Asp Val 
830 835 840 845 

ccg atg ccc aag aag etc ttt ggt tct cag ctg aaa aca aag gac cat 2593 
Pro Met Pro Lys Lys Leu Phe Gly Ser Gin Leu Lys Thr Lys Asp His 
850 855 860 
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ttc ttg gag gtg aag atg gag agt tec aag cag cac ttc ttc cac etc 2641 
Phe Leu Glu Val Lys Met Glu Ser Ser Lys Gin His Phe Phe His Leu 
865 870 875 



tgg aac gac ttc get tac att gaa gtg gat ggg aag aag tac ccc agt 2689 
Trp Asn Asp Phe Ala Tyr lie Glu Val Asp Gly Lys Lys Tyr Pro Ser 
880 885 890 

teg gag gat ggc ate cag gtg gtg gtg att gac ggg aac caa ggg cgc 2737 
Ser Glu Asp Gly lie Gin Val Val Val lie Asp Gly Asn Gin Gly Arg 
895 900 905 

gtg gtg age cac acg age ttc agg aac tec att ctg caa ggc ata cca 2785 
Val Val Ser His Thr Ser Phe Arg Asn Ser lie Leu Gin Gly lie Pro 
910 915 920 925 

tgg cag ctt ttc aac tat gtg gcg acc ate cct gac aat tec ata gtg 2833 
Trp Gin Leu Phe Asn Tyr Val Ala Thr lie Pro Asp Asn Ser lie Val 
930 935 940 

ctt atg gca tea aag gga aga tac gtc tec aga ggc cca tgg acc aga 2881 
Leu Met Ala Ser Lys Gly Arg Tyr Val Ser Arg Gly Pro Trp Thr Arg 
945 950 955 

gtg ctg gaa aag ctt ggg gca gac agg ggt etc aag ttg aaa gag caa 2929 
Val Leu Glu Lys Leu Gly Ala Asp Arg Gly Leu Lys Leu Lys Glu Gin 
960 965 970 

atg gca ttc gtt ggc ttc aaa ggc age ttc egg ccc ate tgg gtg aca 2977 
Met Ala Phe Val Gly Phe Lys Gly Ser Phe Arg Pro lie Trp Val Thr 
975 980 985 

ctg gac act gag gat cac aaa gee aaa ate ttc caa gtt gtg ccc ate 3025 
Leu Asp Thr Glu Asp His Lys Ala Lys lie Phe Gin Val Val Pro lie 
990 995 1000 1005 

cct gtg gtg aag aag aag aag ttg etc gagggc 3 058 

Pro Val Val Lys Lys Lys Lys Leu Leu 
1010 

<210> 134 
<211> 1014 
<212> PRT 

<213> Homo sapiens 
<400> 134 

Ala His Pro Gly Lys lie Cys Asn Arg Pro lie Asp lie Gin Ala Thr 
15 10 15 

Thr Met Asp Gly Val Asn Leu Ser Thr Glu Val Val Tyr Lys Lys Gly 
2 0 25 3 0 

Gin Asp Tyr Arg Phe Ala Cys Tyr Asp Arg Gly Arg Ala Cys Arg Ser 
35 40 45 

Tyr Arg Val Arg Phe Leu Cys Gly Lys Pro Val Arg Pro Lys Leu Thr 
50 55 60 

Val Thr lie Asp Thr Asn Val Asn Ser Thr lie Leu Asn Leu Glu Asp 
65 70 75 80 



Asn Val Gin Ser Trp Lys Pro Gly Asp Thr Leu Val lie Ala Ser Thr 
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85 



90 



95 



Asp Tyr Ser Met Tyr Gin Ala Glu Glu Phe Gin Val Leu Pro Cys Arg 
100 105 110 

Ser Cys Ala Pro Asn Gin Val Lys Val Ala Gly Lys Pro Met Tyr Leu 
115 120 125 

His He Gly Glu Glu He Asp Gly Val Asp Met Arg Ala Glu Val Gly 
130 135 140 

Leu Leu Ser Arg Asn He He Val Met Gly Glu Met Glu Asp Lys Cys 
145 150 155 160 

Tyr Pro Tyr Arg Asn His He Cys Asn Phe Phe Asp Phe Asp Thr Phe 
165 170 175 

Gly Gly His He Lys Phe Ala Leu Gly Phe Lys Ala Ala His Leu Glu 
180 185 190 

Gly Thr Glu Leu Lys His Met Gly Gin Gin Leu Val Gly Gin Tyr Pro 
195 200 205 

He His Phe His Leu Ala Gly Asp Val Asp Glu Arg Gly Gly Tyr Asp 
210 215 220 

Pro Pro Thr Tyr He Arg Asp Leu Ser He His His Thr Phe Ser Arg 
225 230 235 240 

Cys Val Thr Val His Gly Ser Asn Gly Leu Leu He Lys Asp Val Val 
245 250 255 

Gly Tyr Asn Ser Leu Gly His Cys Phe Phe Thr Glu Asp Gly Pro Glu 
260 265 270 

Glu Arg Asn Thr Phe Asp His Cys Leu Gly Leu Leu Val Lys Ser Gly 
275 280 285 

Thr Leu Leu Pro Ser Asp Arg Asp Ser Lys Met Cys Lys Met He Thr 
290 295 300 

Glu Asp Ser Tyr Pro Gly Tyr He Pro Lys Pro Arg Gin Asp Cys Asn 
305 310 315 320 

Ala Val Ser Thr Phe Trp Met Ala Asn Pro Asn Asn Asn Leu He Asn 
325 330 335 

Cys Ala Ala Ala Gly Ser Glu Glu Thr Gly Phe Trp Phe He Phe His 
340 345 350 

His Val Pro Thr Gly Pro Ser Val Gly Met Tyr Ser Pro Gly Tyr Ser 
355 360 365 

Glu His He Pro Leu Gly Lys Phe Tyr Asn Asn Arg Ala His Ser Asn 
370 375 380 

Tyr Arg Ala Gly Met He He Asp Asn Gly Val Lys Thr Thr Glu Ala 
385 390 395 400 

Ser Ala Lys Asp Lys Arg Pro Phe Leu Ser He He Ser Ala Arg Tyr 
405 410 415 

Ser Pro His Gin Asp Ala Asp Pro Leu Lys Pro Arg Glu Pro Ala lie 
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420 



425 



430 



lie Arg His Phe 
435 

Arg Gly Gly Asp 
450 

lie Gly Leu Thr 
465 

Ser Lys Gin Glu 



Val Gly Thr Glu 
500 

Asp His Ser Gly 
515 

Gly lie Gin Leu 
530 

Arg Lys Phe Val 
545 

Arg Leu Asn Asn 



lie Ala Phe Glu 
580 

Pro Gly Pro Trp 
595 

Val Phe His Asp 
610 

Leu Thr Lys Asn 
625 

Val Pro Asp Trp 



Tyr lie Gin Ala 
660 

Asn Asp Phe Pro 
675 

Ser Thr His Tyr 
690 

Tyr Thr lie His 
705 

Leu lie Asn Phe 



Pro Arg Gly Thr 
740 



lie Ala Tyr Lys 
440 

Val Trp Leu Asp 
455 

Leu Ala Ser Gly 
470 

lie Lys Asn Ser 
485 

Met Met Asp Asn 



Arg Thr Leu Pro 
520 

Tyr Asp Gly Pro 
535 

Ala Leu Glu Gly 
550 

Ala Trp Gin Ser 
565 

Asp Val Pro lie 



Phe Asn Gin Leu 
600 

Val Asp Gly Ser 
615 

Asp Asn Trp Leu 
630 

Arg Gly Ala He 
645 

Tyr Lys Thr Ser 



Ser His Pro Leu 
680 

Gin Gin Tyr Gin 
695 

Trp Asp Gin Thr 
710 

Asn Lys Gly Asp 
725 

Thr Phe Ser He 



Asn Gin Asp His 



Ser Cys Arg Phe 
4 60 

Gly Thr Phe Pro 
475 

Leu Phe Val Gly 
490 

Arg He Trp Gly 
505 

He Gly Gin Asn 



He Asn He Gin 
540 

Arg His Thr Ser 
555 

Cys Pro His Asn 
570 

Thr Ser Arg Val 
585 

Asp Met Asp Gly 



Val Ser Glu Tyr 
620 

Val Arg His Pro 
635 

Cys Ser Gly Cys 
650 

Asn Leu Arg Met 
665 

Tyr Leu Glu Gly 



Pro Val Val Thr 
700 

Ala Pro Ala Glu 
715 

Trp He Arg Val 
730 

Leu Ser Asp Val 
745 



Gly Ala Trp Leu 
445 

Ala Asp Asn Gly 



Tyr Asp Asp Gly 
480 

Glu Ser Gly Asn 
495 

Pro Gly Gly Leu 
510 

Phe Pro He Arg 
525 

Asn Cys Thr Phe 



Ala Leu Ala Phe 
560 

Asn Val Thr Gly 
575 

Phe Phe Gly Glu 
590 

Asp Lys Thr Ser 
605 

Pro Gly Ser Tyr 



Asp Cys He Asn 
640 

Tyr Ala Gin Met 
655 

Lys He He Lys 
670 

Ala Leu Thr Arg 
685 

Leu Gin Lys Gly 



Leu Ala He Trp 
720 

Gly Leu Cys Tyr 
735 

His Asn Arg Leu 
750 



Leu Lys Gin Thr Ser Lys Thr Gly Val Phe Val Arg Thr Leu Gin Met 
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755 



760 



765 



Asp Lys Val Glu Gin Ser Tyr Pro Gly Arg Ser His Tyr Tyr Trp Asp 
770 775 780 

Glu Asp Ser Gly Leu Leu Phe Leu Lys Leu Lys Ala Gin Asn Glu Arg 
785 790 795 800 

Glu Lys Phe Ala Phe Cys Ser Met Lys Gly Cys Glu Arg lie Lys lie 
805 810 815 

Lys Ala Leu lie Pro Lys Asn Ala Gly Val Ser Asp Cys Thr Ala Thr 
820 825 830 

Ala Tyr Pro Lys Phe Thr Glu Arg Ala Val Val Asp Val Pro Met Pro 
835 840 845 

Lys Lys Leu Phe Gly Ser Gin Leu Lys Thr Lys Asp His Phe Leu Glu 
850 855 860 

Val Lys Met Glu Ser Ser Lys Gin His Phe Phe His Leu Trp Asn Asp 
865 870 875 880 

Phe Ala Tyr lie Glu Val Asp Gly Lys Lys Tyr Pro Ser Ser Glu Asp 
885 890 895 

Gly lie Gin Val Val Val lie Asp Gly Asn Gin Gly Arg Val Val Ser 
900 905 910 

His Thr Ser Phe Arg Asn Ser lie Leu Gin Gly lie Pro Trp Gin Leu 
915 920 925 

Phe Asn Tyr Val Ala Thr lie Pro Asp Asn Ser lie Val Leu Met Ala 
930 935 940 

Ser Lys Gly Arg Tyr Val Ser Arg Gly Pro Trp Thr Arg Val Leu Glu 
945 950 955 960 

Lys Leu Gly Ala Asp Arg Gly Leu Lys Leu Lys Glu Gin Met Ala Phe 
965 970 975 

Val Gly Phe Lys Gly Ser Phe Arg Pro lie Trp Val Thr Leu Asp Thr 
980 985 990 

Glu Asp His Lys Ala Lys lie Phe Gin Val Val Pro lie Pro Val Val 
995 1000 1005 

Lys Lys Lys Lys Leu Leu 
1010 



<210> 


135 




<211> 


3997 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(11) . 


. (3991) 


<400> 


135 





caccagatct tgc cct gac cag age cct gag ttg caa ccc tgg aac cct 
Cys Pro Asp Gin Ser Pro Glu Leu Gin Pro Trp Asn Pro 
15 10 
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ggc cat gac caa gac cac cat gtg cat ate ggc cag ggc aag aca ctg 97 
Gly His Asp Gin Asp His His Val His lie Gly Gin Gly Lys Thr Leu 
15 20 25 



ctg etc acc tct tct gec acg gtc tat tec ate cac ate tea gag gga 145 
Leu Leu Thr Ser Ser Ala Thr Val Tyr Ser lie His lie Ser Glu Gly 
30 35 40 45 

ggc aag ctg gtc att aaa gac cac gac gag ccg att gtt ttg cga acc 193 
Gly Lys Leu Val lie Lys Asp His Asp Glu Pro lie Val Leu Arg Thr 
50 55 60 

egg cac ate ctg att gac aac gga gga gag ctg cat get ggg agt gee 241 
Arg His lie Leu lie Asp Asn Gly Gly Glu Leu His Ala Gly Ser Ala 
65 70 75 

etc tgc cct ttc cag ggc aat ttc acc ate att ttg tat gga agg get 289 
Leu Cys Pro Phe Gin Gly Asn Phe Thr lie lie Leu Tyr Gly Arg Ala 
80 85 90 



gat gaa ggt att cag ccg gat cct tac tat ggt ctg aag tac att ggg 337 
Asp Glu Gly lie Gin Pro Asp Pro Tyr Tyr Gly Leu Lys Tyr lie Gly 
95 100 105 

gtt 99t aaa 99 a 99 c 9 ct ctt 9 a 9 fct 9 cat 99 a ca 9 aaa aa 9 ctc tcc 385 
Val Gly Lys Gly Gly Ala Leu Glu Leu His Gly Gin Lys Lys Leu Ser 
110 115 120 125 



tgg aca ttt ctg aac aag acc ctt cac cca ggt ggc atg gca gaa gga 433 
Trp Thr Phe Leu Asn Lys Thr Leu His Pro Gly Gly Met Ala Glu Gly 
130 135 140 

ggc tat ttt ttt gaa agg age tgg ggc cac cgt gga gtt att gtt cat 481 
Gly Tyr Phe Phe Glu Arg Ser Trp Gly His Arg Gly Val lie Val His 
145 150 155 

gtc ate gac ccc aaa tea ggc aca gtc ate cat tct gac egg ttt gac 529 
Val lie Asp Pro Lys Ser Gly Thr Val lie His Ser Asp Arg Phe Asp 
160 165 170 

acc tat aga tcc aag aaa gag agt gaa cgt ctg gtc cag tat ttg aac 577 
Thr Tyr Arg Ser Lys Lys Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn 
175 180 185 

gcg gtg ccc gat ggc agg ate ctt tct gtt gca gtg aat gat gaa ggt 625 
Ala Val Pro Asp Gly Arg lie Leu Ser Val Ala Val Asn Asp Glu Gly 
190 195 200 205 

tct cga aat ctg gat gac atg gee agg aag gcg atg acc aaa ttg gga 673 
Ser Arg Asn Leu Asp Asp Met Ala Arg Lys Ala Met Thr Lys Leu Gly 
210 215 220 

age aaa cac ttc ctg cac ctt gga ttt aga cac cct tgg agt ttt eta 721 
Ser Lys His Phe Leu His Leu Gly Phe Arg His Pro Trp Ser Phe Leu 
225 230 235 

act gtg aaa gga aat cca tea tct tea gtg gaa gac cat att gaa tat 769 
Thr Val Lys Gly Asn Pro Ser Ser Ser Val Glu Asp His lie Glu Tyr 
240 245 250 



cat gga cat cga ggc tct get get gee egg gta ttc aaa ttg ttc cag 817 
His Gly His Arg Gly Ser Ala Ala Ala Arg Val Phe Lys Leu Phe Gin 
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255 



260 



265 



aca gag cat 
Thr Glu His 
270 

caa gac gtg 
Gin Asp Val 



act aaa ggt 
Thr Lys Gly 



aaa ata tgc 
Lys lie Cys 
320 

gtt aac etc 
Val Asn Leu 
335 

ttt get tgc 
Phe Ala Cys 
350 

ttc etc tgt 
Phe Leu Cys 



acc aat gtg 
Thr Asn Val 



tgg aaa cct 
Trp Lys Pro 
400 

tac cag gca 
Tyr Gin Ala 
415 

aac cag gtc 
Asn Gin Val 
430 

gag ata gac 
Glu lie Asp 



aac ate ata 
Asn lie lie 



aac cac ate 
Asn His lie 
480 

aag ttt get 
Lys Phe Ala 
495 

aag cat atg 



ggc gaa tat 
Gly Glu Tyr 
275 

gag tgg acg 
Glu Trp Thr 
290 

ggg gag aaa 
Gly Glu Lys 
305 

aat cgt ccc 
Asn Arg Pro 



age acc gag 
Ser Thr Glu 



tac gac egg 
Tyr Asp Arg 
355 

ggg aag cct 
Gly Lys Pro 
370 

aac age acc 
Asn Ser Thr 
385 

gga gat acc 
Gly Asp Thr 



gaa gag ttc 
Glu Glu Phe 



aaa gtg gca 
Lys Val Ala 
435 

ggc gtg gac 
Gly Val Asp 
450 

gtg atg ggg 
Val Met Gly 
465 

tgc aat ttc 
Cys Asn Phe 



ctg gga ttt 
Leu Gly Phe 



gga cag cag 



ttc aat gtt 
Phe Asn Val 



gag tgg ttc 
Glu Trp Phe 



att tea gac 
lie Ser Asp 
310 

att gat ata 
lie Asp lie 
325 

gtt gtc tac 
Val Val Tyr 
340 

ggc aga gee 
Gly Arg Ala 



gtg agg ccc 
Val Arg Pro 



att ctg aac 
lie Leu Asn 
390 

ctg gtc att 
Leu Val lie 
405 

cag gtg ctt 
Gin Val Leu 
420 

ggg aaa cca 
Gly Lys Pro 



atg egg gcg 
Met Arg Ala 



gag atg gag 
Glu Met Glu 
470 

ttt gac ttc 
Phe Asp Phe 
485 

aag gca gca 
Lys Ala Ala 
500 

ctg gtg ggt 



tct ttg tec 
Ser Leu Ser 
280 

gat cat gat 
Asp His Asp 
295 

etc tgg aaa 
Leu Trp Lys 



cag gee act 
Gin Ala Thr 



aaa aaa ggc 
Lys Lys Gly 
345 

tgc egg age 
Cys Arg Ser 
360 

aaa etc aca 
Lys Leu Thr 
375 

ttg gag gat 
Leu Glu Asp 



gee agt act 
Ala Ser Thr 



ccc tgc aga 
Pro Cys Arg 
425 

atg tac ctg 
Met Tyr Leu 
440 

gag gtt ggg 
Glu Val Gly 
455 

gac aaa tgc 
Asp Lys Cys 



gat acc ttt 
Asp Thr Phe 



cac ttg gag 
His Leu Glu 
505 

cag tac ccg 
296 



agt gag tgg 
Ser Glu Trp 



aaa gta tct 
Lys Val Ser 
300 

get cac cca 
Ala His Pro 
315 

aca atg gat 
Thr Met Asp 
330 

cag gat tat 
Gin Asp Tyr 



tac cgt gta 
Tyr Arg Val 



gtc acc att 
Val Thr lie 
380 

aat gta cag 
Asn Val Gin 
395 

gat tac tec 
Asp Tyr Ser 
410 

tec tgc gee 
Ser Cys Ala 



cac ate ggg 
His lie Gly 



ctt ctg age 
Leu Leu Ser 
460 

tac ccc tac 
Tyr Pro Tyr 
475 

ggg gg° cac 

Gly Gly His 
490 

ggc acg gag 
Gly Thr Glu 



att cac ttc 



gtt 865 

Val 

285 

cag 913 
Gin 



gga 961 
Gly 



gga 100 9 
Gly 



agg 1057 
Arg 



egg 1105 

Arg 

365 

gac 1153 
Asp 



tea 1201 
Ser 



atg 1249 
Met 



ccc 1297 
Pro 



gag 1345 

Glu 

445 

egg 1393 
Arg 



aga 1441 
Arg 



ate 1489 
He 



ctg 1537 
Leu 



cac 1585 



Lys His Met Gly Gin Gin Leu Val Gly Gin Tyr Pro lie His Phe His 
510 515 520 525 

ctg gcc ggt gat gta gac gaa agg gga ggt tat gac cca ccc aca tac 1633 
Leu Ala Gly Asp Val Asp Glu Arg Gly Gly Tyr Asp Pro Pro Thr Tyr 
530 535 540 

ate agg gac etc tec ate cat cat aca ttc tct cgc tgc gtc aca gtc 1681 
lie Arg Asp Leu Ser lie His His Thr Phe Ser Arg Cys Val Thr Val 
545 550 555 

cat ggc tec aat ggc ttg ttg ate aag gac gtt gtg ggc tat aac tct 1729 
His Gly Ser Asn Gly Leu Leu lie Lys Asp Val Val Gly Tyr Asn Ser 
560 565 570 

ttg 99^ cac tgc ttc ttc acg gaa gat ggg ccg gag gaa cgc aac act 1777 
Leu Gly His Cys Phe Phe Thr Glu Asp Gly Pro Glu Glu Arg Asn Thr 
575 580 585 

ttt gac cac tgc ctt ggc etc ctt gtc aag tct gga acc etc etc ccc 1825 
Phe Asp His Cys Leu Gly Leu Leu Val Lys Ser Gly Thr Leu Leu Pro 
590 595 600 605 

teg gac cgt gac age aag atg tgc aag atg ate aca gag gac tec tac 1873 
Ser Asp Arg Asp Ser Lys Met Cys Lys Met lie Thr Glu Asp Ser Tyr 
610 615 620 

cca ggg tac ate ccc aag ccc agg caa gac tgc aat get gtg tec acc 1921 
Pro Gly Tyr lie Pro Lys Pro Arg Gin Asp Cys Asn Ala Val Ser Thr 
625 630 635 

ttc tgg atg gcc aat ccc aac aac aac etc ate aac tgt gcc get gca 1969 
Phe Trp Met Ala Asn Pro Asn Asn Asn Leu lie Asn Cys Ala Ala Ala 
640 645 650 

gga tct gag gaa act gga ttt tgg ttt att ttt cac cac gta cca acg 2017 
Gly Ser Glu Glu Thr Gly Phe Trp Phe lie Phe His His Val Pro Thr 
655 660 665 

ggc ccc tec gtg gga atg tac tec cca ggt tat tea gag cac att cca 2065 
Gly Pro Ser Val Gly Met Tyr Ser Pro Gly Tyr Ser Glu His lie Pro 
670 675 680 685 

ctg gga aaa ttc tat aac aac cga gca cat tec aac tac egg get ggc 2113 
Leu Gly Lys Phe Tyr Asn Asn Arg Ala His Ser Asn Tyr Arg Ala Gly 
690 695 700 

atg ate ata gac aac gga gtc aaa acc acc gag gcc tct gcc aag gac 2161 
Met lie lie Asp Asn Gly Val Lys Thr Thr Glu Ala Ser Ala Lys Asp 
705 710 715 

aag egg ccg ttc etc tea ate ate tct gcc aga tac age cct cac cag 2209 
Lys Arg Pro Phe Leu Ser lie lie Ser Ala Arg Tyr Ser Pro His Gin 
720 725 730 

gac gcc gac ccg ctg aag ccc egg gag ccg gcc ate ate aga cac ttc 2257 
Asp Ala Asp Pro Leu Lys Pro Arg Glu Pro Ala lie lie Arg His Phe 
735 740 745 

att gcc tac aag aac cag gac cac ggg gcc tgg ctg cgc ggc ggg gat 2305 
He Ala Tyr Lys Asn Gin Asp His Gly Ala Trp Leu Arg Gly Gly Asp 
750 755 760 765 
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gtg tgg ctg gac age tgc egg ttt get gac aat ggc att ggc ctg ace 
Val Trp Leu Asp Ser Cys Arg Phe Ala Asp Asn Gly lie Gly Leu Thr 
770 775 780 



2353 



ctg gee agt ggt gga ace ttc ccg tat gac gac ggc tec aag caa gag 2401 
Leu Ala Ser Gly Gly Thr Phe Pro Tyr Asp Asp Gly Ser Lys Gin Glu 
785 790 795 

ata aag aac age ttg ttt gtt ggc gag agt ggc aac gtg ggg acg gaa 244 9 
lie Lys Asn Ser Leu Phe Val Gly Glu Ser Gly Asn Val Gly Thr Glu 
800 805 810 

atg atg gac aat agg ate tgg ggc cct ggc ggc ttg gac cat age gga 2497 
Met Met Asp Asn Arg lie Trp Gly Pro Gly Gly Leu Asp His Ser Gly 
815 820 825 

agg acc etc cct ata ggc cag aat ttt cca att aga gga att cag tta 2545 
Arg Thr Leu Pro lie Gly Gin Asn Phe Pro lie Arg Gly lie Gin Leu 
830 835 840 845 

tat gat ggc ccc ate aac ate caa aac tgc act ttc cga aag ttt gtg 2593 
Tyr Asp Gly Pro lie Asn lie Gin Asn Cys Thr Phe Arg Lys Phe Val 
850 855 860 

gee ctg gag ggc egg cac acc age gee ctg gee ttc cgc ctg aat aat 2 641 
Ala Leu Glu Gly Arg His Thr Ser Ala Leu Ala Phe Arg Leu Asn Asn 
865 870 875 

gee tgg cag age tgc ccc cat aac aac gtg acc ggc att gee ttt gag 2689 
Ala Trp Gin Ser Cys Pro His Asn Asn Val Thr Gly lie Ala Phe Glu 
880 885 890 

gac gtt ccg att act tec aga gtg ttc ttc gga gag cct ggg ccc tgg 2737 
Asp Val Pro lie Thr Ser Arg Val Phe Phe Gly Glu Pro Gly Pro Trp 
895 900 905 

ttc aac cag ctg gac atg gat ggg gat aag aca tct gtg ttc cat gac 2785 
Phe Asn Gin Leu Asp Met Asp Gly Asp Lys Thr Ser Val Phe His Asp 
910 915 920 925 

gtc gac ggc tec gtg tec gag tac cct ggc tec tac etc acg aag aat 2833 
Val Asp Gly Ser Val Ser Glu Tyr Pro Gly Ser Tyr Leu Thr Lys Asn 
930 935 940 

ggc aac tgg ctg gtc egg cac cca gac tgc ate aat gtt ccc gac tgg 2881 
Gly Asn Trp Leu Val Arg His Pro Asp Cys lie Asn Val Pro Asp Trp 
945 950 955 

aga ggg gee att tgc agt ggg tgc tat gca cag atg tac att caa gee 2 929 
Arg Gly Ala lie Cys Ser Gly Cys Tyr Ala Gin Met Tyr lie Gin Ala 
960 965 970 

tac aag acc agt aac ctg cga atg aag ate ate aag aat gac ttc ccc 2 977 
Tyr Lys Thr Ser Asn Leu Arg Met Lys lie lie Lys Asn Asp Phe Pro 
975 980 985 

age cac cct ctt tac ctg gag ggg gcg etc acc agg age acc cat tac 3 025 
Ser His Pro Leu Tyr Leu Glu Gly Ala Leu Thr Arg Ser Thr His Tyr 
990 995 1000 1005 

cag caa tac caa ccg gtt gtc acc ctg cag aag ggc tac acc ate cac 3073 
Gin Gin Tyr Gin Pro Val Val Thr Leu Gin Lys Gly Tyr Thr lie His 
1010 1015 1020 

298 



tgg gac cag acg gcc ccc gcc gaa etc gec ate tgg etc ate aac ttc 3121 
Trp Asp Gin Thr Ala Pro Ala Glu Leu Ala lie Trp Leu lie Asn Phe 
1025 1030 1035 

aac aag ggc gac tgg ate cga gtg ggg etc tgc tac ccg cga ggc acc 3169 
Asn Lys Gly Asp Trp lie Arg Val Gly Leu Cys Tyr Pro Arg Gly Thr 
1040 1045 1050 

aca ttc tec ate etc teg gat gtt cac aat cgc ctg ctg aag caa acg 3217 
Thr Phe Ser lie Leu Ser Asp Val His Asn Arg Leu Leu Lys Gin Thr 
1055 1060 1065 

tec aag acg ggc gtc ttc gtg agg acc ttg cag atg gac aaa gtg gag 3265 
Ser Lys Thr Gly Val Phe Val Arg Thr Leu Gin Met Asp Lys Val Glu 
1070 1075 1080 1085 

cag age tac cct ggc agg age cac tac tac tgg gac gag gac tea ggg 3313 
Gin Ser Tyr Pro Gly Arg Ser His Tyr Tyr Trp Asp Glu Asp Ser Gly 
1090 1095 1100 

ctg ttg ttc ctg aag ctg aaa get cag aac gag aga gag aag ttt get 3361 
Leu Leu Phe Leu Lys Leu Lys Ala Gin Asn Glu Arg Glu Lys Phe Ala 
1105 1110 1115 

ttc tgc tec atg aaa ggc tgt gag agg ata aag att aaa get ctg att 3409 
Phe Cys Ser Met Lys Gly Cys Glu Arg lie Lys lie Lys Ala Leu lie 
1120 1125 1130 

cca aag aac gca ggc gtc agt gac tgc aca gcc aca get tac ccc aag 3457 
Pro Lys Asn Ala Gly Val Ser Asp Cys Thr Ala Thr Ala Tyr Pro Lys 
1135 1140 1145 

ttc acc gag agg get gtc gta gac gtg ccg atg ccc aag aag etc ttt 3505 
Phe Thr Glu Arg Ala Val Val Asp Val Pro Met Pro Lys Lys Leu Phe 
1150 1155 1160 1165 

ggt tct cag ctg aaa aca aag gac cat ttc ttg gag gtg aag atg gag 3553 
Gly Ser Gin Leu Lys Thr Lys Asp His Phe Leu Glu Val Lys Met Glu 
1170 1175 1180 

agt tec aag cag cac ttc ttc cac etc tgg aac gac ttc get tac att 3601 
Ser Ser Lys Gin His Phe Phe His Leu Trp Asn Asp Phe Ala Tyr lie 
1185 1190 1195 

gaa gtg gat ggg aag aag tac ccc agt teg gag gat ggc ate cag gtg 3 649 
Glu Val Asp Gly Lys Lys Tyr Pro Ser Ser Glu Asp Gly lie Gin Val 
1200 1205 1210 

gtg gtg att gac ggg aac caa ggg cgc gtg gtg age cac acg age ttc 3697 
Val Val lie Asp Gly Asn Gin Gly Arg Val Val Ser His Thr Ser Phe 
1215 1220 1225 

agg aac tec att ctg caa ggc ata cca tgg cag ctt ttc aac tat gtg 3745 
Arg Asn Ser lie Leu Gin Gly lie Pro Trp Gin Leu Phe Asn Tyr Val 
1230 1235 1240 1245 

gcg acc ate cct gac aat tec ata gtg ctt atg gca tea aag gga aga 3793 
Ala Thr lie Pro Asp Asn Ser lie Val Leu Met Ala Ser Lys Gly Arg 
1250 1255 1260 

tac gtc tec aga ggc cca tgg acc aga gtg ctg gaa aag ctt ggg gca 3 841 
Tyr Val Ser Arg Gly Pro Trp Thr Arg Val Leu Glu Lys Leu Gly Ala 
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1265 



1270 



1275 



gac agg ggt etc aag ttg aaa gag caa atg gca ttc gtt ggc ttc aaa 3889 
Asp Arg Gly Leu Lys Leu Lys Glu Gin Met Ala Phe Val Gly Phe Lys 
1280 1285 1290 

ggc age ttc egg ccc ate tgg gtg aca ctg gac act gag gat cac aaa 3937 
Gly Ser Phe Arg Pro lie Trp Val Thr Leu Asp Thr Glu Asp His Lys 
1295 1300 1305 

gec aaa ate ttc caa gtt gtg ccc ate cct gtg gtg aag aag aag aag 3985 
Ala Lys lie Phe Gin Val Val Pro lie Pro Val Val Lys Lys Lys Lys 
1310 1315 1320 1325 

ttg etc gagggc 3997 
Leu Leu 



<210> 136 

<211> 1327 

<212> PRT 

<213> Homo sapiens 

<400> 136 

Cys Pro Asp Gin Ser Pro Glu Leu Gin Pro Trp Asn Pro Gly His Asp 
1 5 10 15 

Gin Asp His His Val His lie Gly Gin Gly Lys Thr Leu Leu Leu Thr 
20 25 30 

Ser Ser Ala Thr Val Tyr Ser lie His lie Ser Glu Gly Gly Lys Leu 
35 40 45 

Val lie Lys Asp His Asp Glu Pro lie Val Leu Arg Thr Arg His lie 
50 55 60 

Leu lie Asp Asn Gly Gly Glu Leu His Ala Gly Ser Ala Leu Cys Pro 
65 70 75 80 

Phe Gin Gly Asn Phe Thr lie lie Leu Tyr Gly Arg Ala Asp Glu Gly 
85 90 95 

lie Gin Pro Asp Pro Tyr Tyr Gly Leu Lys Tyr lie Gly Val Gly Lys 
100 105 110 

Gly Gly Ala Leu Glu Leu His Gly Gin Lys Lys Leu Ser Trp Thr Phe 
115 120 125 

Leu Asn Lys Thr Leu His Pro Gly Gly Met Ala Glu Gly Gly Tyr Phe 
130 135 140 

Phe Glu Arg Ser Trp Gly His Arg Gly Val lie Val His Val lie Asp 
145 150 155 160 

Pro Lys Ser Gly Thr Val lie His Ser Asp Arg Phe Asp Thr Tyr Arg 
165 170 175 

Ser Lys Lys Glu Ser Glu Arg Leu Val Gin Tyr Leu Asn Ala Val Pro 
180 185 190 

Asp Gly Arg lie Leu Ser Val Ala Val Asn Asp Glu Gly Ser Arg Asn 
195 200 205 
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Leu Asp Asp Met Ala Arg Lys Ala Met Thr Lys Leu Gly Ser Lys His 
210 215 220 



Phe Leu His Leu Gly Phe Arg His Pro Trp Ser Phe Leu Thr Val Lys 
225 230 235 240 

Gly Asn Pro Ser Ser Ser Val Glu Asp His lie Glu Tyr His Gly His 
245 250 255 

Arg Gly Ser Ala Ala Ala Arg Val Phe Lys Leu Phe Gin Thr Glu His 
260 265 270 

Gly Glu Tyr Phe Asn Val Ser Leu Ser Ser Glu Trp Val Gin Asp Val 
275 280 285 

Glu Trp Thr Glu Trp Phe Asp His Asp Lys Val Ser Gin Thr Lys Gly 
290 295 300 

Gly Glu Lys lie Ser Asp Leu Trp Lys Ala His Pro Gly Lys lie Cys 
305 310 315 320 

Asn Arg Pro lie Asp lie Gin Ala Thr Thr Met Asp Gly Val Asn Leu 
325 330 335 

Ser Thr Glu Val Val Tyr Lys Lys Gly Gin Asp Tyr Arg Phe Ala Cys 
340 345 350 

Tyr Asp Arg Gly Arg Ala Cys Arg Ser Tyr Arg Val Arg Phe Leu Cys 
355 360 365 

Gly Lys Pro Val Arg Pro Lys Leu Thr Val Thr lie Asp Thr Asn Val 
370 375 380 

Asn Ser Thr lie Leu Asn Leu Glu Asp Asn Val Gin Ser Trp Lys Pro 
385 390 395 400 

Gly Asp Thr Leu Val lie Ala Ser Thr Asp Tyr Ser Met Tyr Gin Ala 
405 410 415 

Glu Glu Phe Gin Val Leu Pro Cys Arg Ser Cys Ala Pro Asn Gin Val 
420 425 430 

Lys Val Ala Gly Lys Pro Met Tyr Leu His lie Gly Glu Glu lie Asp 
435 440 445 

Gly Val Asp Met Arg Ala Glu Val Gly Leu Leu Ser Arg Asn lie lie 
450 455 460 

Val Met Gly Glu Met Glu Asp Lys Cys Tyr Pro Tyr Arg Asn His lie 
465 470 475 480 

Cys Asn Phe Phe Asp Phe Asp Thr Phe Gly Gly His lie Lys Phe Ala 
485 490 495 

Leu Gly Phe Lys Ala Ala His Leu Glu Gly Thr Glu Leu Lys His Met 
500 505 510 

Gly Gin Gin Leu Val Gly Gin Tyr Pro lie His Phe His Leu Ala Gly 
515 520 525 

Asp Val Asp Glu Arg Gly Gly Tyr Asp Pro Pro Thr Tyr lie Arg Asp 
530 535 540 
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Leu Ser lie His His Thr Phe Ser Arg Cys Val Thr Val His Gly Ser 
545 550 555 560 



Asn Gly Leu Leu 



Cys Phe Phe Thr 
580 

Cys Leu Gly Leu 
595 

Asp Ser Lys Met 
610 

lie Pro Lys Pro 
625 

Ala Asn Pro Asn 



Glu Thr Gly Phe 
660 

Val Gly Met Tyr 
675 

Phe Tyr Asn Asn 
690 

Asp Asn Gly Val 
705 

Phe Leu Ser lie 



Pro Leu Lys Pro 
740 

Lys Asn Gin Asp 
755 

Asp Ser Cys Arg 
770 

Gly Gly Thr Phe 
785 

Ser Leu Phe Val 



Asn Arg lie Trp 
820 

Pro lie Gly Gin 
835 

Pro lie Asn lie 
850 

Gly Arg His Thr 
865 



lie Lys Asp Val 
565 

Glu Asp Gly Pro 



Leu Val Lys Ser 
600 

Cy s Ly s Met lie 
615 

Arg Gin Asp Cys 
630 

Asn Asn Leu lie 
645 

Trp Phe lie Phe 



Ser Pro Gly Tyr 
680 

Arg Ala His Ser 
695 

Lys Thr Thr Glu 
710 

lie Ser Ala Arg 
725 

Arg Glu Pro Ala 



His Gly Ala Trp 
760 

Phe Ala Asp Asn 
775 

Pro Tyr Asp Asp 
790 

Gly Glu Ser Gly 
805 

Gly Pro Gly Gly 



Asn Phe Pro lie 
840 

Gin Asn Cys Thr 
855 

Ser Ala Leu Ala 
870 



Val Gly Tyr Asn 
570 

Glu Glu Arg Asn 
585 

Gly Thr Leu Leu 



Thr Glu Asp Ser 
620 

Asn Ala Val Ser 
635 

Asn Cys Ala Ala 
650 

His His Val Pro 
665 

Ser Glu His lie 



Asn Tyr Arg Ala 
700 

Ala Ser Ala Lys 
715 

Tyr Ser Pro His 
730 

lie lie Arg His 
745 

Leu Arg Gly Gly 



Gly lie Gly Leu 
780 

Gly Ser Lys Gin 
795 

Asn Val Gly Thr 
810 

Leu Asp His Ser 
825 

Arg Gly lie Gin 



Phe Arg Lys Phe 
860 

Phe Arg Leu Asn 
875 



Ser Leu Gly His 
575 

Thr Phe Asp His 
590 

Pro Ser Asp Arg 
605 

Tyr Pro Gly Tyr 



Thr Phe Trp Met 
640 

Ala Gly Ser Glu 
655 

Thr Gly Pro Ser 
670 

Pro Leu Gly Lys 
685 

Gly Met lie lie 



Asp Lys Arg Pro 
720 

Gin Asp Ala Asp 
735 

Phe lie Ala Tyr 
750 

Asp Val Trp Leu 
765 

Thr Leu Ala Ser 



Glu lie Lys Asn 
800 

Glu Met Met Asp 
815 

Gly Arg Thr Leu 
830 

Leu Tyr Asp Gly 
845 

Val Ala Leu Glu 



Asn Ala Trp Gin 
880 
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Ser Cys Pro His Asn Asn Val Thr Gly lie Ala Phe Glu Asp Val Pro 
885 890 895 

lie Thr Ser Arg Val Phe Phe Gly Glu Pro Gly Pro Trp Phe Asn Gin 
900 905 910 

Leu Asp Met Asp Gly Asp Lys Thr Ser Val Phe His Asp Val Asp Gly 
915 920 925 

Ser Val Ser Glu Tyr Pro Gly Ser Tyr Leu Thr Lys Asn Gly Asn Trp 
930 935 940 

Leu Val Arg His Pro Asp Cys lie Asn Val Pro Asp Trp Arg Gly Ala 
945 950 955 960 

lie Cys Ser Gly Cys Tyr Ala Gin Met Tyr lie Gin Ala Tyr Lys Thr 
965 970 975 

Ser Asn Leu Arg Met Lys lie lie Lys Asn Asp Phe Pro Ser His Pro 
980 985 990 

Leu Tyr Leu Glu Gly Ala Leu Thr Arg Ser Thr His Tyr Gin Gin Tyr 
995 1000 1005 

Gin Pro Val Val Thr Leu Gin Lys Gly Tyr Thr lie His Trp Asp Gin 
1010 1015 1020 

Thr Ala Pro Ala Glu Leu Ala lie Trp Leu lie Asn Phe Asn Lys Gly 
1025 1030 1035 1040 

Asp Trp lie Arg Val Gly Leu Cys Tyr Pro Arg Gly Thr Thr Phe Ser 
1045 1050 1055 

lie Leu Ser Asp Val His Asn Arg Leu Leu Lys Gin Thr Ser Lys Thr 
1060 1065 1070 

Gly Val Phe Val Arg Thr Leu Gin Met Asp Lys Val Glu Gin Ser Tyr 
1075 1080 1085 

Pro Gly Arg Ser His Tyr Tyr Trp Asp Glu Asp Ser Gly Leu Leu Phe 
1090 1095 1100 

Leu Lys Leu Lys Ala Gin Asn Glu Arg Glu Lys Phe Ala Phe Cys Ser 
1105 1110 1115 1120 

Met Lys Gly Cys Glu Arg lie Lys lie Lys Ala Leu lie Pro Lys Asn 
1125 1130 1135 

Ala Gly Val Ser Asp Cys Thr Ala Thr Ala Tyr Pro Lys Phe Thr Glu 
1140 1145 1150 

Arg Ala Val Val Asp Val Pro Met Pro Lys Lys Leu Phe Gly Ser Gin 
1155 1160 1165 

Leu Lys Thr Lys Asp His Phe Leu Glu Val Lys Met Glu Ser Ser Lys 
1170 1175 1180 

Gin His Phe Phe His Leu Trp Asn Asp Phe Ala Tyr lie Glu Val Asp 
1185 1190 1195 1200 

Gly Lys Lys Tyr Pro Ser Ser Glu Asp Gly lie Gin Val Val Val lie 
1205 1210 1215 



303 



Asp Gly Asn Gin Gly Arg Val Val Ser His Thr Ser Phe Arg Asn Ser 
1220 1225 1230 

lie Leu Gin Gly lie Pro Trp Gin Leu Phe Asn Tyr Val Ala Thr lie 
1235 1240 1245 

Pro Asp Asn Ser lie Val Leu Met Ala Ser Lys Gly Arg Tyr Val Ser 
1250 1255 1260 

Arg Gly Pro Trp Thr Arg Val Leu Glu Lys Leu Gly Ala Asp Arg Gly 
1265 1270 1275 1280 

Leu Lys Leu Lys Glu Gin Met Ala Phe Val Gly Phe Lys Gly Ser Phe 
1285 1290 1295 

Arg Pro lie Trp Val Thr Leu Asp Thr Glu Asp His Lys Ala Lys lie 
1300 1305 " 1310 

Phe Gin Val Val Pro lie Pro Val Val Lys Lys Lys Lys Leu Leu 
1315 1320 1325 

<210> 137 

<211> 619 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (603) 

<400> 137 

get gec tgc etc etc atg ttc ccc tec acc aca gcg gac tgc ctg teg 48 
Ala Ala Cys Leu Leu Met Phe Pro Ser Thr Thr Ala Asp Cys Leu Ser 
15 10 15 

egg tgc tec ttg tgt get gta aag acc cag gat ggt ccc aaa cct ate 96 
Arg Cys Ser Leu Cys Ala Val Lys Thr Gin Asp Gly Pro Lys Pro lie 
20 25 . 30 

aat ccc ctg att tgc tec ctg caa tgc cag get gee ctg ctg ccc tct 144 
Asn Pro Leu lie Cys Ser Leu Gin Cys Gin Ala Ala Leu Leu Pro Ser 
35 40 45 

gag gaa tgg gag aga tgc cag age ttt ctg tct ttt ttc acc ccc tec 192 
Glu Glu Trp Glu Arg Cys Gin Ser Phe Leu Ser Phe Phe Thr Pro Ser 
50 55 60 

acc ctt ggg etc aat gac aag gag gac ttg ggg age aag teg gtt ggg 24 0 
Thr Leu Gly Leu Asn Asp Lys Glu Asp Leu Gly Ser Lys Ser Val Gly 
65 70 75 80 

gaa ggg ccc tac agt gag ctg gec aag etc tct ggg tea ttc ctg aag 2 88 
Glu Gly Pro Tyr Ser Glu Leu Ala Lys Leu Ser Gly Ser Phe Leu Lys 
85 90 95 

gag ctg aac gat ggt gee atg gag act ggc aca etc tat etc get gag 336 
Glu Leu Asn Asp Gly Ala Met Glu Thr Gly Thr Leu Tyr Leu Ala Glu 
100 105 110 

gag gac ccc aag gag cag gtc aaa cgc tat ggg ggc ttt ttg cgc aaa 3 84 
Glu Asp Pro Lys Glu Gin Val Lys Arg Tyr Gly Gly Phe Leu Arg Lys 
115 120 125 
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tac ccc aag agg age tea gag gtg get ggg gag ggg gac ggg gat age 4 32 
Tyr Pro Lys Arg Ser Ser Glu Val Ala Gly Glu Gly Asp Gly Asp Ser 
130 135 140 

atg ggc cat gag gac ctg tac aaa cgc tat ggg ggc ttc ttg egg cgc 480 
Met Gly His Glu Asp Leu Tyr Lys Arg Tyr Gly Gly Phe Leu Arg Arg 
145 150 155 160 

att cgt ccc aag etc aag tgg gac aac cag aag cgc tat ggc ggt ttt 528 
lie Arg Pro Lys Leu Lys Trp Asp Asn Gin Lys Arg Tyr Gly Gly Phe 
165 170 175 

etc egg cgc cag ttc aag gtg gtg act egg tct cag gaa gat ccg aat 576 
Leu Arg Arg Gin Phe Lys Val Val Thr Arg Ser Gin Glu Asp Pro Asn 
180 185 190 

get tac tct gga gag ctt ttt gat gca taagcacttc ttttca 619 
Ala Tyr Ser Gly Glu Leu Phe Asp Ala 
195 200 

<210> 138 
<211> 201 
<212> PRT 

<213> Homo sapiens 
<400> 138 

Ala Ala Cys Leu Leu Met Phe Pro Ser Thr Thr Ala Asp Cys Leu Ser 
15 10 15 

Arg Cys Ser Leu Cys Ala Val Lys Thr Gin Asp Gly Pro Lys Pro lie 
20 25 30 

Asn Pro Leu lie Cys Ser Leu Gin Cys Gin Ala Ala Leu Leu Pro Ser 
35 40 45 

Glu Glu Trp Glu Arg Cys Gin Ser Phe Leu Ser Phe Phe Thr Pro Ser 
50 55 60 

Thr Leu Gly Leu Asn Asp Lys Glu Asp Leu Gly Ser Lys Ser Val Gly 
65 70 75 80 

Glu Gly Pro Tyr Ser Glu Leu Ala Lys Leu Ser Gly Ser Phe Leu Lys 
85 90 95 

Glu Leu Asn Asp Gly Ala Met Glu Thr Gly Thr Leu Tyr Leu Ala Glu 
100 105 110 

Glu Asp Pro Lys Glu Gin Val Lys Arg Tyr Gly Gly Phe Leu Arg Lys 
115 120 125 

Tyr Pro Lys Arg Ser Ser Glu Val Ala Gly Glu Gly Asp Gly Asp Ser 
130 135 140 

Met Gly His Glu Asp Leu Tyr Lys Arg Tyr Gly Gly Phe Leu Arg Arg 
145 150 155 160 

lie Arg Pro Lys Leu Lys Trp Asp Asn Gin Lys Arg Tyr Gly Gly Phe 
165 170 175 

Leu Arg Arg Gin Phe Lys Val Val Thr Arg Ser Gin Glu Asp Pro Asn 
180 185 190 



Ala Tyr Ser Gly Glu Leu Phe Asp Ala 

3 05 



195 



200 



<210> 139 
<211> 758 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (16) . . (378) 

<400> 139 

tctgcctgcc tcctc atg ttc ccc tec acc aca gcg gac tgc ctg teg egg 51 

Met Phe Pro Ser Thr Thr Ala Asp Cys Leu Ser Arg 
15 10 

tgc tec ttg tgt get gta aag acc cag gat ggt ccc aaa cct ate aat 99 
Cys Ser Leu Cys Ala Val Lys Thr Gin Asp Gly Pro Lys Pro lie Asn 
15 20 25 

ccc ctg att tgc tec ctg caa tgc cag get gee ctg ctg ccc tct gag 147 
Pro Leu lie Cys Ser Leu Gin Cys Gin Ala Ala Leu Leu Pro Ser Glu 
30 35 40 

gaa tgg gag aga tgc cag age ttt ctg tct ttt ttc acc ccc tec acc 195 
Glu Trp Glu Arg Cys Gin Ser Phe Leu Ser Phe Phe Thr Pro Ser Thr 
45 50 55 60 

ctt ggg etc aat gac aag gag gac ttg ggg age aag teg gtt ggg gaa 24 3 
Leu Gly Leu Asn Asp Lys Glu Asp Leu Gly Ser Lys Ser Val Gly Glu 
65 70 75 

ggg ccc tac agt gag ctg gee aag etc tct ggg tea ttc ctg aag gag 291 
Gly Pro Tyr Ser Glu Leu Ala Lys Leu Ser Gly Ser Phe Leu Lys Glu 
80 85 90 

ctg gag aaa age aag ttt tct ccc aag tat etc aac aaa gga gaa cac 339 
Leu Glu Lys Ser Lys Phe Ser Pro Lys Tyr Leu Asn Lys Gly Glu His 
95 100 105 

tct gag caa gag cct gga gga gaa get cag ggg tct etc tgacgggttt 38 8 
Ser Glu Gin Glu Pro Gly Gly Glu Ala Gin Gly Ser Leu 
110 115 120 

agggagggag cagagtctga gctgatgagg gatgcccagc tgaacgatgg tgccatggag 44 8 

actggcacac tctatctcgc tgaggaggac cccaaggagc aggtcaaacg ctatgggggc 508 

tttttgegea aataccccaa gaggagctca gaggtggctg gggaggggga eggggatage 568 

atgggccatg aggacctgta caaaegctat gggggcttct tgeggegcat tcgtcccaag 62 8 

ctcaagtggg acaaccagaa gcgctatggc ggttttctcc ggcgccagtt caaggtggtg 68 8 

actcggtctc aggaagatcc gaatgettae tctggagagc tttttgatgc ataagcacct 74 8 

cttttcatga 758 

<210> 140 
<211> 121 
<212> PRT 

<213> Homo sapiens 



306 



<400> 140 

Met Phe Pro Ser Thr Thr Ala Asp Cys Leu Ser Arg Cys Ser Leu Cys 
1 5 10 15 

Ala Val Lys Thr Gin Asp Gly Pro Lys Pro lie Asn Pro Leu lie Cys 
20 25 30 

Ser Leu Gin Cys Gin Ala Ala Leu Leu Pro Ser Glu Glu Trp Glu Arg 
35 40 45 

Cys Gin Ser Phe Leu Ser Phe Phe Thr Pro Ser Thr Leu Gly Leu Asn 
50 55 60 

Asp Lys Glu Asp Leu Gly Ser Lys Ser Val Gly Glu Gly Pro Tyr Ser 
65 70 75 80 

Glu Leu Ala Lys Leu Ser Gly Ser Phe Leu Lys Glu Leu Glu Lys Ser 
85 90 95 

Lys Phe Ser Pro Lys Tyr Leu Asn Lys Gly Glu His Ser Glu Gin Glu 
100 105 110 

Pro Gly Gly Glu Ala Gin Gly Ser Leu 
115 120 

<210> 141 
<211> 603 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (603) 

<400> 141 

get gec tgc etc etc atg ttc ccc tec acc aca gcg gac tgc ctg teg 48 

Ala Ala Cys Leu Leu Met Phe Pro Ser Thr Thr Ala Asp Cys Leu Ser 
1 5 10 15 

egg tgc tec ttg tgt get gta aag acc cag gat ggt ccc aaa cct ate 96 
Arg Cys Ser Leu Cys Ala Val Lys Thr Gin Asp Gly Pro Lys Pro lie 
20 ' 25 30 

aat ccc ctg att tgc tec ctg caa tgc cag get gee ctg ctg ccc tct 144 
Asn Pro Leu lie Cys Ser Leu Gin Cys Gin Ala Ala Leu Leu Pro Ser 
35 40 45 

gag gaa tgg gag aga tgc cag age ttt ctg tct ttt ttc acc ccc tec 192 
Glu Glu Trp Glu Arg Cys Gin Ser Phe Leu Ser Phe Phe Thr Pro Ser 
50 55 60 

acc ctt ggg etc aat gac aag gag gac ttg ggg age aag teg gtt ggg 24 0 
Thr Leu Gly Leu Asn Asp Lys Glu Asp Leu Gly Ser Lys Ser Val Gly 
65 70 75 80 

gaa ggg ccc tac agt gag ctg gee aag etc tct ggg tea ttc ctg aag 2 88 
Glu Gly Pro Tyr Ser Glu Leu Ala Lys Leu Ser Gly Ser Phe Leu Lys 
85 90 95 

gag ctg aac gat ggt gee atg gag act ggc aca etc tat etc get gag 336 
Glu Leu Asn Asp Gly Ala Met Glu Thr Gly Thr Leu Tyr Leu Ala Glu 
100 105 110 
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gag gac ccc aag gag cag gtc aaa cgc tat ggg ggc ttt ttg cgc aaa 3 84 
Glu Asp Pro Lys Glu Gin Val Lys Arg Tyr Gly Gly Phe Leu Arg Lys 
115 120 125 

tac ccc aag agg age tea gag gtg get ggg gag ggg gac ggg gat age 432 
Tyr Pro Lys Arg Ser Ser Glu Val Ala Gly Glu Gly Asp Gly Asp Ser 
130 135 140 

atg ggc cat gag gac ctg tac aaa cgc tat ggg ggc ttc ttg egg cgc 480 
Met Gly His Glu Asp Leu Tyr Lys Arg Tyr Gly Gly Phe Leu Arg Arg 
145 150 155 160 

att cgt ccc aag etc aag tgg gac aac cag aag cgc tat ggc ggt ttt 52 8 
lie Arg Pro Lys Leu Lys Trp Asp Asn Gin Lys Arg Tyr Gly Gly Phe 
165 170 175 

etc egg cgc cag ttc aag gtg gtg act egg tct cag gaa gat ccg aat 576 
Leu Arg Arg Gin Phe Lys Val Val Thr Arg Ser Gin Glu Asp Pro Asn 
180 185 190 

get tac tct gga gag ctt ttt gat gca 603 
Ala Tyr Ser Gly Glu Leu Phe Asp Ala 
195 200 

<210> 142 
<211> 201 
<212> PRT 

<213 > Homo sapiens 
<400> 142 

Ala Ala Cys Leu Leu Met Phe Pro Ser Thr Thr Ala Asp Cys Leu Ser 
15 10 15 

Arg Cys Ser Leu Cys Ala Val Lys Thr Gin Asp Gly Pro Lys Pro lie 
20 25 30 

Asn Pro Leu lie Cys Ser Leu Gin Cys Gin Ala Ala Leu Leu Pro Ser 
35 40 45 

Glu Glu Trp Glu Arg Cys Gin Ser Phe Leu Ser Phe Phe Thr Pro Ser 
50 55 60 

Thr Leu Gly Leu Asn Asp Lys Glu Asp Leu Gly Ser Lys Ser Val Gly 
65 70 75 80 

Glu Gly Pro Tyr Ser Glu Leu Ala Lys Leu Ser Gly Ser Phe Leu Lys 
85 90 95 

Glu Leu Asn Asp Gly Ala Met Glu Thr Gly Thr Leu Tyr Leu Ala Glu 
100 105 110 

Glu Asp Pro Lys Glu Gin Val Lys Arg Tyr Gly Gly Phe Leu Arg Lys 
115 120 125 

Tyr Pro Lys Arg Ser Ser Glu Val Ala Gly Glu Gly Asp Gly Asp Ser 
130 135 140 

Met Gly His Glu Asp Leu Tyr Lys Arg Tyr Gly Gly Phe Leu Arg Arg 
145 150 155 160 

lie Arg Pro Lys Leu Lys Trp Asp Asn Gin Lys Arg Tyr Gly Gly Phe 
165 170 175 
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Leu Arg Arg Gin Phe Lys Val Val Thr Arg Ser Gin Glu Asp Pro Asn 
180 185 190 



Ala Tyr Ser Gly Glu Leu Phe Asp Ala 
195 200 

<210> 143 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 143 

ctgaagcaca tcgtcatcaa c 21 

<210> 144 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 144 

cggtttcccc tatgtgcaag tcctaa 26 

<210> 145 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 145 

ctccacctct gagctattga tg 22 

<210> 146 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 146 

cgtcaagatg ctcaaagaca ac 22 

<210> 147 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 147 

ctctgacaag gacctggccg acct 24 

<210> 148 
<211> 21 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 148 

gatcagcttc atcacctcca t 

<210> 149 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 149 

cgtgcgtctc tcctcca 

<210> 150 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 150 

cttcccaagc accagcgagg c 

<210> 151 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 151 

cacgtactac ctggccaaag 

<210> 152 
<211> 21 
<212> nDNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 152 

gctactggct ctttcgagaa g 

<210> 153 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 



<400> 153 

ctacccacag ccgctgacca gctat 
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<210> 154 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 154 

cgtgtcaatg cggtcatag 

<210> 155 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 155 

gtggaaggac gttgacaact t 

<210> 156 
<211> 26 
<212> DNA 

<2 13 > Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 156 

atctccgtgg catccagcag ctctac 

<210> 157 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 157 

tggactctgc atttccaagt t 

<210> 158 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 158 

gaccagccag cacagaaacc 

<210> 159 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
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<400> 159 

agtgctcgaa cccggtctcg tec 

<210> 160 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 160 

ggacccgagc cattgatg 

<210> 161 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 161 

gaccagccag cacagaaacc 

<210> 162 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 162 

tcctgagtgc tcgaacccgg tctc 

<210> 163 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 163 

ggacccgagc cattgatg 

<210> 164 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 164 

cctggaaata gggtaccaga ag 

<210> 165 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artifical Sequence: Primer/Probe 



<400> 165 

acacagcaat ggctcataca gtgcct 26 

<210> 166 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 166 

tcagccatgt gtttccattt 20 

<210> 167 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 167 

cctggaaata gggtaccaga ag 22 

<210> 168 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/ Probe 
<400> 168 

acacagcaat ggctcataca gtgcct 26 

<210> 169 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/ Probe 
<400> 169 

tcagccatgt gtttccattt 20 

<210> 170 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 170 

tgccttcacc atgaagtcca 20 
<210> 171 
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<211> 23 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 



<400> 171 

cttcctggtg ctgcttgccc tgg 23 

<210> 172 
<211> 19 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 



<400> 172 

agcccaaggt gccagagtt 19 

<210> 173 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 173 

cccgaaaagg ctttatgtat tc 22 



<210> 174 
<211> 27 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 174 

cagaaacaca aatgaaaatc ctcagga 27 



<210> 175 

<211> 22 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 



<400> 175 

tgtcagtagc tttgatgcat tg 22 

<210> 176 
<211> 19 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 176 
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atacacagac gcgctcaca 



19' 



<210> 177 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 



<400> 177 

ctccctcact cgaacacaca gacaca 26 

<210> 178 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 178 

ggagagcgaa gtgtgtgtgt 20 



<210> 179 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 



<400> 179 

ctgaggatca caaagccaaa 20 

<210> 180 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 180 

atcttccaag ttgtgcccat ccctgt 26 



<210> 181 
<211> 22 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artifical Sequence: Primer/Probe 



<400> 181 

cagctgtcct cacaacttct tc 22 

<210> 182 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artifical Sequence: Primer/Probe 
<400> 182 

cctgaaggag ctgaacgatg 

<210> 183 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 183 

ccatggagac tggcacactc tatctc 

<210> 184 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 184 

tagcgtttga cctgctcctt 

<210> 185 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 185 

taaaggtctc cacagagttt atgccatatt 

<210> 186 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 186 

atgctgtgaa cgagtgtgat attactgaat 

<210> 187 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artifical Sequence: Primer/Probe 
<400> 187 

acttatagcg tttcctcctc gaaattctac 
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